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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22299 


52667 


A 


22427 


9 


1535 


EAQQLVSERPAENRSWKCLLA 
ARGEERGASIMAEQDVENDLL 
DYDEEEEPQAPQESTPAPP\KKD 
IKGSYWSIHSSGFRDF/LCLKPE 
LLRAIGGLVAFEHPSEVQHE\CI 
PQGHPGAWDVLLPGQSPGMGK 
TAVFRCWPPLQQI\EPVNGQVT\ 
VLVM\CHTRELAFQISKEYERFS 
KYMPSVKVSVFFGGLSIKKD\E 
EVMKK.NCPHVVVGTPGR1LAL 
VRNRSFSLKNVKHFVLDECDK 
MLEQLDMRRDVQEIFRLTPHEK 
QCMMFSATLSKDIRPVCRKFM 
QDPMEVFVDDETKLTLHGLQQ 
YYVKLKDSE\KTRKVFDLWD\V 
LEFNQVDILRQGQCKRCMAIAA 
QLL\VEQNFPAQWPI\HRGNGPQ 
KERPVNAYQASSKDFPSGRDPL 
VATQ1LFG\RGMD1EAKSN1\VFN 
Y\DMP*GLGTPYL\HRV\ARRGR 
FGTKRP*PFTFVSDG\NDA\KILN 
DVNQDRF* S*MWAEL\PEEIDIST 
YIEQSRLNHQLARAGPPGAAPH 
AASPPLSRRHC 


22300 


52668 


A 


22428 


3 


290 




22301 


52669 


A 


22429 


1 


690 


MNQTSEKEIISKEQGNVKAAGA 
SDVVLYK1DVPANRYDLLCLEG 
LVRGLQVFKERNFFLTVLEVEK 
SKTKVEQ1QCLCSQED1ADKLG 
V Dl S ATFCA VH I SN PKTAEFQ V A 
RTTLLPGLLKTIAANRKMPLPL 
KLFE1SDIV1KDSNTDVGAKNYR 
HLCAVYYNKNPGFEIIHGLLDRI 
MQLLDVPPGEDKGGYV/IQSVG 
KLGVLHPDVITKFELTMPCSSL 
E1NIGPFL 



2900 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID ISO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


22302 


52670 


A 


22430 


2 


1834 


GTRPTVSVKRDLLFQALGRTYT 

DEEFDE\LCFEFGLELDEITSEKE 

IISKEQGNVKAAGASDVVLYKI 

D V L ATRYDLLCLEG LVRGLQ V 

FKERIKA.PVYKRVMPDGKIQKL 

I1TEETAK1RPFAGAAVLRNIKFT 

KD\RYDSFIELQEKLHQNICRKR 

ALVAIGTHDLDTLSGPFTYTAK 

RPSDIKFKPLNKTKEYTACELM 

NIYKTDNHLKHYLHIIENKPLYP 

VIYDSNGWVLSMPPI1NGDHSRI 

TVlslTRNI Fl ECTGTDFTKAKI VL 

Dl 1 VTMFSEYCENQFTVEAAE V 

VFPNGKSHTFPELAYRKEMVR 

ADLINKK VG 1RETPEN LA KLLT 

RMYLKSEV1GDGNQIE1EIPPTR 

ADIIHACDIV\EDAAIAYG\YNNI 

\QMHSPENFTP*ANQFPLNK\LT 

ELLRHDMA\A AGFH* STLPLAL 

CSQGRYWLDKLGVGYLWQQR 

A VH 1 SN\PKTAEFQ V ARTTLLPG 

PP*RP*AANRKV\PLPL\KLFEIS\ 

DI V I K\DSNT\DVG AKKTTRQSL 

VAGLLPTKNPG\FEINSWGCWD 

RIMAVCSDV\PPGGRQGGDM*F 

KASEGPAFFPGAMCRDSFARGQ 

SL\GKLG\VLHPD VIHQI WS* PLP 

CSSLE1XNIGPFL 


22303 


52671 


A 


22431 


1 


304 




22304 


52672 


A 


22432 


1 


642 




22305 


52673 


B 


22433 


1 


423 




22306 


52674 


A 


22434 


1 


525 


LHEHPVTESPMNCSVTLQLSLY 
MKSVA/GIGQTGKIEPVVLPLL 
WFAESGAMEGETLHTFYTQLV 
LMPKVMHYAQYVLLALGCVL 
LLVPVICQIRSQ/DRCWPEGSPG 
*QPFAFPPA*TD1ILWTEPATLM 
AEVSACCAPELPPPPHRVPQIIG 
AQAEVNEPGGPAFRALLDPGA 


22307 


52675 


A 


22435 


3 


483 


VRGSGNSHGEVSKGRMCLAGA 
LPLPGACAALVLLLVILPEPLRC 
PLHTLYGGRDPVDSIRLWRQA 
G E FRHKSNITFNNNDT V SFLE Y 
RTF\QFQPSKSHGSESDY IVMPN 
ILVLNKPRSTWISVCFVHGC1PA 
SRTGPRTESMHSKSLWKAWLA 
APGLPLL 



2901 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22308 


52676 


A 


22436 




1623 


RRRPRLLPGAEPCEPRVGPRRA 

DMGCSAKARWAAGALGVAGL 

LCAVLGAVMIVMVPSLIKQQV 

LK.NVR1DPSSLSFNMWKE1PIPF 

YLSVYFFDVMNPSEILKGEKPQ 

VRERGPYVYK/ESSRHKSNITFN 

NNDTVSFLEYRTFQFQPSKSHG 

SESDYIVMPNILVLGVNAVMME 

NKPMTLKLIMTL\AFTTLG\ERA 

FHGTALWGEVVMWGYKDPLVN 

LINKYFPGMFPFKGGFGVFAEL 

NNSDSGLFTVFTGVQNISRIHLV 

DKWNGLSKVDFWHSDQCNMI 

NGTSGQMWPPFMTPESSLEFYS 

PEACRSMKLMYKAESGVFEGIP 

TYRF V APKTLF ANG SI YPPNEGF 

CPCLESGIQNVSTCRFSAPLFLS 

HPHFLNADPVLAEAVTGLHPN 

QEAHSLFLDIHPVTI1PMNCSVK 

LQLSLYMK.SVAGIGQTGKIEPV 

VLPLLWFAESGAMEGETLHTF\ 

YTQLVL\MPKVMH\YAQYVPS 

WALGNCVLLLVPV/LSCQIRSQE 

KCYLFWSSSKKGSKDKEAIQA 

GSE*SLMTSAPKGS\VLQEAKL 


22309 


52677 


A 


22437 


198 


1062 


STCVEMPRNLLYSLLSSHLSPHF 

STSVTSAKVAVNGVQLHYQXHF 

GEGDHAVVLLLPGMLGSGETDF 

GPQLKNLNKKLFTVVAWDP\R 

GYGHSRPPDRDFPADFFERDAK 

DAVDLMKALKFKKVSLLGWS 

DGGITALIAAAKYPSYIHKMWI 

WG\ANAYVT\DERPAG*YEGHP 

RMVSQMGVEGKKESL*EALYG 

YDYFARTCEKWVDGIR\QFKHL 

PDGNICRHLLP\RVQ\CPPPLIVH 

G\EKDPLVPRFHADFIHKHVKG 

SRLHLMPEGKHNLHLRFADEF 

NKLAVEDFLQ 


22310 


52678 


A 


22438 


223 


393 


AQASPPLLPP**ERSNVPCPIS 
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SEQ II) 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22311 


52679 


A 


22439 


524 


1516 


FILEDITGYVMAPIDGLLCREPR 

RGLYLEGTKPMTLFQIQFLNSV 

GDLLDLIPSLSPTKNGSLKVFKR 

WDMGHCSAL1KVLPGFENILFA 

HSSWYTYAAMLRIYKHWDFNII 

DKDTSSSRLSFSSYPGFLESLDD 

FYILSSGLILLQTTNSVFNKTLL 

KQVIPETLLSWQRVRVANMMA 

DSGKRWADIFSKYNSGTYNNQ 

YMVLGPEESKAEPQSLTKGT/P 

VTLWEQIPTY/VRNISGTNLMFL 

RGKGFWANSYNVPFHEKIYNWS 

GLSHC*FRKLGLGPTPYDFRPH 

EPK1FRRDPR/DK*LIRHPMKYI 

MRYN\NYKE\DPYSRGDPPVNT 


22312 


52680 


A 


22440 




306 




22313 


52681 


A 


22441 


698 


1613 


FQFFQIFPEYKNNDFYVTGESY 

AGKYVPAIAHL1HSLNPVREVKI 

NLNGIAIGDGYSDPESIIGGYAE 

FL YQIG LLDEKQKK\ YFQKQCH 

ECIEHIRKQNWFEAFEIL\DKLL\ 

DGDLTSDPFLTSQNVTGCS\NY 

YNFLRCTEPEDQLYYVKFLSLP 

E VRPAH PTLGN\QTFN\DG PI V * 

KVPCGEDTSTSPVKPW\LTE1\M 

NMYRVL1Y\NG\QLGHPSVAAAP 

DQSAPLMG\MDWXGSP\EYKK 

AEKK\VWK1FKS\DSEVA\GY1\R 

QVGDF\HQVI1RGGGHILPYDQP 

LRAFDMINRFIYGKGWDPYVG 


22314 


52682 


A 


22442 




258 




22315 


52683 


A 


22443 


366 


848 




22316 


52684 


A 


22444 


1 


585 


ECLCVSTAVRIRHELKTMLTEL 
LRGGSFEFKDMRVPSALVTLH 
MLLCSIPLSGRLDSDEQK1QND1 
ID1LLTFTQGVNEKLTISEETLA 
NNTWSLMLKEVLSSILKVPEGF 
FSGLILLSELLPLPLPMQTTQVS 
LPYNMHLINDCSNTF* KASDSV 
KKQKPSSPFLPKRHKITG*GGD 
KTETS WSLRKYGG KNFK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22317 


52685 


A 


22445 


625 


2700 


YIRGHSTPRKLWSMHLHVQAK 

LLQEIVRSFSGTTCQPIQHMLRR 

ICVQLCDLASPTALLIMRTVLD 

LIVEDLQSTSEDKEKQYTSQTT 

RLLALLDALASHKACKJL A I LHL 

INGTIKGDERYAEIFQDLLALVR 

SPGDSVIRQQCVEYVTSILQSLC 

DQDIALILPSSSEGSISELEQLSN 

SLPNKELMTSICDCLLATLANS 

ESSYNCLLTCVRTMMFLAEHD 

YGLFHLKSSLRKNSSALHKLLK 

RVVSTFSKDTGELASSFLEFMR 

QILNSDTIG\CCG\DDNG\LMGSR 

RGAHTSRTMSINAAELNQLLQS 

TEESPEDLFLELEKLDLEHSKD 

DDNLYSLLD**RGLKQMLESSG 

DPLPLSDQDVEPVLSAPESLQN 

LFNNRTAYVLADVM\DDQLKS 

MWFTPFQAE\E1GTDLDLVKVD 

LIELSEKCCSDFDLHSE\LERSFL 

SEPSSPG RTKTTKGFKLG KH KH 

ETFITSSGKSEYIEPAKKEFMLC 

PPPRGRGRGGFGQGIRPHDIFRA 

QRKQNTSRPP\SMHVDDF\VAA 

E\SKEVVPQDGI/PSHPNRPLKVS 

QRISSRVGFSGNRGGRGAFHSQ 

N RFFTPP A S K.GN Y SRREG TRGS 

SWSAQNTPRGNYNESRGGQSN 

FNRGPLPQL\RPLKFPTG*PAPK 

SLGTRAS*MVRGG\LGTFPGLS 

AKLAASGGSRGKFVSGG\SGRG 


22318 


52686 


A 


22446 


2487 


3161 


TWWLHISI11PGGKKSYSPRLGR 
GKRFATFVLLVGGELCLTSYAP 
PSIHPILRSEAECLNYSIFSKFLA 
PAGEFALPRSFDNCPRVRLRAL 
RLALLILLTFILCWTPYYLLGM 
WYWFSPH\MLTEVPPSLSHILFL 
LGLLNAPLDPSPSYGAFTLGCR 
RGHQELSIDSSKEGSGRMLQEEI 
HAFRQLEVQKTVTSRRAGETK 
GISITSI*S*QSM*EQNSKSLVP 


22319 


52687 


A 


22447 


232 


337 




22320 


52688 


A 


22448 


1 


1449 




22321 


52689 


A 


22449 


1 


2004 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22322 


52690 


A 


22450 




1558 


APARDRAGGGRRALPRLPAAS 
ARARGLTRALSRAMACRQEPQ 
PQGPPPAAGAVASYDYLV1GGG 
SGGLASARRAAELGARAAVVE 
SHKLGGTCVNVGCVPKKVMW 
NTAVHSEFMHDHADYGFPSCE 
GKFNWRV1KEKRDAYVSRLNA 
IYQNNLTKSHIEIIRGHAFFYTSD 
PKPTIEVSG KKYTAPHILIATGG/ 
MVPSTPH *EPRSRGASL*1TSDG 
FFQLEEIVPAAASLVGARLPLSV 
EM AG ILAS ALG SKTSLM IRHD\K 
VLRSFDSMISTNCTEELENAGV 
EVLKFSQVKEVKKALNSGLEAS 
MVTAVPGRLPVMPMIPDVDCL 
LWAIGGVPNTKDLSLNKLGIQT 
DDKGH1IVDEFQNTNVKGIYAV 
GDVCGKALLTPVAIAAGRKLA 
HRLFEYKEDSKLDYNNIPTVVF 
SHPP1GTVGLTEDEA1HKYG1EN 
VKTYSTSFTPMYHAVTKRK.TK 
CVMKMVCANKEEKVVGIHMQ 
GLGCDEMLQGFAVAVKMGAT 
KADFDNTVA1HPTSSEELVTLR 


22323 


52691 


A 


22451 


51 


464 




22324 


52692 


B 


22452 


103 


1184 




22325 


52693 


A 


22453 


52 


148 




22326 


52694 


A 


22454 


1 


3282 




22327 


52695 


A 


22455 


145 


436 




22328 


52696 


A 


22456 


1 


3622 


MPGYRAGPFEEAFDREDERQ1E 
CQGRGVDRKITGEHTTFSGRSG 
PDHELTLDSGKGCTRSMVPASA 
ASEDRRKLPIIVEDEGGPTRSRA 
CSSPARGSRPPPSAIGCSPVAQA 
SDSAAGPARRTALQSLSSWLGY 
QIDRHSVPVYVFKSPLFSVIMAP 
KHKSSDAGNLDRPKRSRKVLPL 
SEKV K. VLDLIRKDKKS Y AE V A 
KIYGKNESSIREIVKKEKEIRASF 
AVSPPTAKVTATVRDKCLVKM 
EQALHLWVEE 


22329 


52697 


A 


22457 


3 


422 


VVELRCQDKEGNPAPEYTWFK 
DGIRLLENPRLGSQSTNSSYTM 
NTKTGTLQFNTVSKLDTGEYSC 
EARNSVGY/PQVPGKRMQVDD 
LNISG 1 1 A A VCGLG VCY AQRKG 
YFSKETSFQKSNSSSKATTMSE 
NDFKHTKSFII 


22330 


52698 


A 


22458 


1 


208 




22331 


52699 


A 


22459 


122 


321 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offirst 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22332 


52700 


A 


22460 


2 


1169 


HTPKTEQTPIPGL EDPPLGSQLR 

RRPGEGETD1PSRAVPPLPPLPT 

LCSFPAPEVQGPPASCAPAAGT 

LDLLRAAGCRPGKMARRSRHR 

LLLLLLRYLVVALGYHKAYGF 

SAPKDQQVVTAVEYQEAILAC 

KTPKKTVSSRLEWKKLGRSVSF 

VYYQQTLQGDFKNRAEMIDFNI 

RIKNVTRSDAGKYRCEVSAPSE 

QGQKPG\EDTVTLEVLGDVHVL 

APAVPSCEVPSSALSGTVVELR 

CQDKEGNPAPEYTWFKDGIRLL 

ENPRLGSQSTNSSYTMNTKTGT 

LQFNTVSKLDTGEYSCEAVRNS 

VG*SEGPCETNASR*SQHKVGII 

GSRS*LWALVDFPFVGLVYSYG 

SEGKATFSKETSFQKSNSSSKAT 

TMSENDFKHTKSFII 


22333 


52701 


B 


22461 


57 


168 




22334 


52702 


A 


22462 


1 


682 




22335 


52703 


A 


22463 


398 


1465 


GTFPPSGL1TGKKRKALLGACD 
CTQIVKPSGVHLKLVLRFSDFG 
KAMFKPMRQQRDEETPVDFFY 
FIDFQRHNAEIAAFHLDRILDFR 
RVPPTVGR1VNVTKEILEVTKN 
EILQSVFFVSPASNVCFFAKCPY 
MCKTEYAVCGKPHLLEGSLSA 
FLPSLNLAPRLSVPNPW1RSYTL 
AGKEEWEVNPLYCDTVKQ1YP 
YNNSQRLLNV1DMA IFDFLIGN 
MDRHHYEMFTKFGDDGFL1HL 
DNA\RGFGRHSH\DEIP1LSLLSQ 
CGM1KKNTLLHLQ\LLAQADYR 
LS\DVMRESLLEDQL\SPVLTEP 
HLLAL\DRRLQTILRTV\EGCIV\ 
AHG\QQSVH*FDGPSGNSSGPR 


22336 


52704 


A 


22464 


2 


424 


GRVGVSAVIVRAWITHKYSGR 
DWNVKWEENLLHAVAKNYTL 
LQT1PPFERPFKDHQVCLEWNM 
GYIWNLRANRIPQCPLEN/DFRE 
DFHYNDTAGYFIIGGSRYVAGI 
EGFFGPLKYYRLRSLHPAQIFNP 
LLEKQLAEQIS 


22337 


52705 


A 


22465 


23 


323 














287 


LSVQMYAQAALDGDSQGFFNL 
ALLIEEGIAYERCWSHSNEESFS 
PCSLAWLYLHLRLLWGA1LHSA 
LIYFLGTFLLSILIAWTVQYFQS 
VSGKDL 


22339 


52707 


A 


22467 


1 


348 




22340 


52708 


A 


22468 


1 


738 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22341 


52709 


A 


22469 


1 


507 




22342 


52710 


A 


22470 


187 


3682 


SILCLLSPCVVQFGKPVVSILSS 

RSRHSPCTKKG WEG MRKHLHT 

RQGHK*VHV\KFP\SIMGLQGM 

DYFHPDISIFCNLAVIVRAWUTH 

KYRGRDWNVKWEENLLHAVA 

KXNYTLLQTIPPFERPFKDHQVC 

LEWNMGYIWNLRANRIPQCPL 

ENDV VALLGFPYASSGENTG 1 V 

KKFPRFRNRELEATRRQRM D Y P 

VFTVSLWLYLLHYCKANLCGIL 

YFVDSNEMYGTPSVFLTEEGYL 

HIQMHLVKGEDLA 


22343 


52711 


A 


22471 


3 


153 




22344 


52712 


A 


22472 


1 


408 


TEPEFPGRRFRPRMAVMAP\RT 
LVLLLSGALALTQTWAGSHSM 
RYFSTSVSRPGRGEPRFIAVGYV 
DDTQFVRFDSDAASQRMEPRA 
PWIEQEGPEYWDEETGKVKAH 
SQTDRENLRIALRYYNQSEAGS 
HTLFPR 


22345 


52713 


A 


22473 


1 


823 


MAVVAPRTLLLLLSGALALTQT 

WAGSHSMRYFSTSVSRPGSGEP 

RFSAVGYVDDTQFVRFDSDAA 

SQRMEPRAPWMEQEEPEYWDR 

QTE1SKTNAQIDLESLRJALRYY 

NQSED/GPPPKTHMTHHP1SDHE 

ATLRCWALSFYPAEITLTWQRD 

GEDQTQDTELVETRPAGDGTF 

QKWASVVVPSGQEQRYTCHVQ 

HEGLPKPLTLRWEPSSQPTIPIV 

GILAGLVLFGAVIAGAVVAAV 

MWRRKSSDRKGGSYSQAASSD 

SAQGSDVSLTACKV 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22346 


52714 


A 


22474 


1 


1162 


NSRVDDFVAVMAPRTL\LLLLS 

GALALTQTWAGSHSMRDVFFTS 

VSRPG\R*EPRFIAVGYVDDTQF 

VRRDSDAASQRMEPRAPWIEQ 

EGPEYWDQETRNMKA\HSQTD 

RENLRIALPLTYNQSEAGS\HTL 

QMMFGCERGGSDGALSFRGLP 

PVTAY\DGKGFTFALNE\DLRS 

WTAAADMAAQITQRKWETPPM 

WRS/EQEEAYLEG\QCV\DGLRR 

YLVENGKEDAAAQRTPPKTHMT 

HHP1S*P*RPL*RCW\AL\AFYPC 

GDHT*PWQRDG\EDQTQ\DTEL 

V\ETRPAGDGTF\HKWAAVVVP 

SGEESEITPANVQQ*RVLPKPLT 

LKM/WEPSSPAHPSPIVGHHLLA 

LVL/LLGAFDHLKLWVAAVML 

KEGTAQVGKG*KIEKGGSYSSR 

LPSQ 


22347 


52715 


A 


22475 


9 


316 


1PAMGLETEKADVQLFMDDDS 

YSHHSGLEYADPEKFADSDQD 

RDPHRLNSHLKAILMPFVKTCL 

MVLPSVQTIWK.SVTDVIIAPLCT 

SVGRCFSSVSLQLSQD 


22348 


52716 


A 


22476 


3 


606 


RPRTKAAMGLETEKADVQLFM 
DDDSYSHHSGLEYADPEKFADS 
DQDRDPHRLNSHLKLGFE\DVI 
AEPVTT\HSFDKVW\ICSHALFEI 
\SKYRM\YRSLT\VFLGHSPWAFI 
CGEFSFATL\SCLAHLGF*WPFV 
\KTCLM/VFLPSVQTIWEEC*QM 
V/I SLAPLC\TSVG\RCFLFLFSLA 
TEPRNGILGPQVWRLGYCNTSF 
VIIT 


22349 


52717 


A 


22477 


101 


432 


ATRDQLKAKPENLLGSISRDSG 
RTQEGIPARVPYPPPP/PTREPPQ 
ST* PGRNGLLGCLGGG APRPG 
WLDSEAGGAPAFHCPG*CPRRH 
RRGGTRLKQLPPPPTTVHDQPL 


22350 


52718 


A 


22478 


794 


1209 


VKVDEVTVKHLGCQRCQWSRC 
PPSCSGTCLCCGAEAPCAAQPA 
WPPPPAAPPPTPPAPPSDVNSSCT 
Q* PTPRCGT* DKDKG I FTLPKG H 
P*V*SLEHGFLKLGSCP\PPPPHA 
LVRPPQVRFNTPHGAEPQRDQL 
PQST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22351 


52719 


A 


22479 


3 


1041 


GSNCPLRQADPGPPRHTLFMDF 
VAGAIGGVCGVAVGYPLDTVK 
VRIQTEPKYTGIWHCVRDTYHR 
ERVWGFYRGLSLPVCTVSLVSS 
VSFGTYRHCLAH1CRLRYGNPD 
AKPTKADITLLGCGLRTRPRVP 
DVAH*GGQSPLADADTGFLSSS 
GGFRLSALLAAPPMCPVPPACP 
EPKYRGPLHCLATVAQ\EEGLC 
GLYKGSLALVLRDGHSFATYFL 
SYAVLCEWLSPAGHFRPDVPG 
VLVAGGCAGVLAWAVATPM\D 
GIKSRLEANGQGQYNGYRGLLH 
CMVTSVREEGPRVLFKGLVLN 
CCRAFPVNMVVFVAYEAVLRL 
R PG S A HH SR SPTPRG ATHQQL V 


22352 


52720 


A 


22480 


38 


453 




22353 


52721 


A 


22481 


287 


413 


DMDYRRGGWTV1HRKIGGR1D 
FQRVR*DYLHGYADLLREFWL 


22354 


52722 


A 


22482 


1 


393 


MPKLLKWNYEGGACWGNLW 

KLPNVERLCFSEATVFRSAAQC 

LVVGLGLLLVSRACSHEDAIEW 

RGDSSVVNIVEDGSNAKDESKS 

NDTVCKEDCEESCDVKTKITRE 

EKHFMCIFHNVQSLGTVCGEK 

GIDVN*NYTRRKTFHVYLPQCS 

VTGNSLRGERH 


22355 


52723 


A 


22483 


505 


854 




22356 


52724 


A 


22484 


584 


1009 


FTQKDLFIPFEVMCDMDYRGG 
GWTVIQKRIDGI1DFQRLWCDY 
LDGFGDLLGDAFL\FL*KEDNQ 
NAMPFSTSDVDNDGCRPACLV 
NGQSVKSCSHLHNKTGWWFN 
KCGLANLNGIHHFSGKLLATGI 
QWGTGNQKQLTWQE 


22357 


52725 


A 


22485 


1 


3123 


MSHRARPCPAPFLFWMLGVKT 

EPAGQDRRKKARSRCCIFRVHA 

SGL WGLRFPS V E WGKPSRDKA 

QLSESPPQSVYLFAETALSAIVP 

GDGVAGGGGTGDGGPGAPYPG 

AVADMEELTIWEQHTATLSKD 

PRRGFGIAISGGRDRPGGSMVV 

SDVVPGG PAEGRLQTGDHI VM 

VNGVSMENATSAFAIQILKTCT 

KMANITVKRPRRIHLPATKASP 

SSPGRQDSDEDDG PQRVEEVD 

QGRGYDGDSSSGSGRSWD 


22358 


52726 


A 


22486 


191 


267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22359 


52727 


A 


22487 


2 


609 


PPPRSSEDPAKMAEVEHEEGSG 
PFRKFTLPAAVDL\DQ\RLDISY 
DQLEQPMQAVPVARPAAGGLN 
PGACGRKQ\HSPA*KRLLQGPS 
KGGAAPCHKPEAGEDATLRD\ 
MII\LPEMWGS\MVGVYH\GKTF 
\NQVEDQGVCGRPCRLGWAGV 
A*CRRDQLTPSFALGLPQPEMI 
GHYLGEFSITYKPVKHGRPGIG 
ATHSSRFIPLK 


22360 


52728 


A 


22488 


3 


461 


STISLYCGLKTCPKLTCAFPVSV 
PDSCCRVCRGDGELSWEHSDG 
DFFRQPATREASHSCHRSHYDP 
PPSRQAGG LSRFPG ARSH RG AL 
MDSQQ A SGTI VRF VLNN K.H K.H 
GQVCVSNGRTYSHGESWHPNL 
RA FG1 VEC VLCTPTP1D\WPQGD 
*GKCRHGCPTLHYVD*LPLEKQ 
V 1 LATALTM1LHQADRLEVCPA 
FLGPEVTGELLWIPSKHQEPLC 
DLSSITNTSMDKCVFPMEGPIL 
M ASPGTQTSGLLA L WS VC Y VL 
PPPS1VPQGD 


22361 


52729 


A 


22489 


656 


1495 


TGDGELSWEHSDGDIFRQPANR 

EARHSYHRSHYDPPPSRQAGGL 

SRFPGARSHRGALMDSQQASG 

TIVQIV1NNKHKHGQVCVSNGK 

TYSHGESWHPNLRAFG1VECVL 

CTCNVTKQECKK1HCPNRYPCK 

Y PQKIDGKC * QN STCFLIPEELP 

GQSFDNKGYFCGEETMPVYES 

VFMEDG ETTRK I AL ETERPPQVI 

CSTFCL A\QG I LQHFHIEKISKR 

MFEELPHGHFAFVCLLGQWKIF 

TEGEAQISQMCSSRVCRTELED 

LVKVLYLERSEKGHC 


22362 


52730 


A 


22490 


1 


477 




22363 


52731 


A 


22491 


1 


294 




22364 


52732 


A 


22492 


56 


4042 


VFFTSMGEHLQKLIPASPACLA* 
1PQACQP*PPTPPAWQCRNLR/L 
AASRHQEPRGEVGGPLGHGAE 
RILAVPVRTDAQGRLVSHVVSA 
ATSRAGVRARRAAPVRTPSFPG 
GNEEEPGSHLFYNVTVFGRDLH 
LRLRPNARLVAPGATMEWQGE 
KGTTRVEPLLGSCLYVGDVAG 
LAEASSVALSNCDGLAGL1RME 
EEEFFIEPLEKGLAAQEAEQGR 
VHVVYRRPPTSPPLGGPQALDT 
GASLDSLDSLSRAL 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22365 


52733 


A 


22493 


173 


1148 


QALGLPSLLAVLALSTTDRASF 
SAVISRSPQRTVSSTRKEQRPLV 
FAFSALRLGTNACKMDGFCSTF 
LGAPGIRLKLLTPAGTHKSERD 
RTATPTRHHEKRLFCSSLSIGRQ 
AEEAWRADHPLPESRLFGLVPL 
GGAAWCRLAGSFCVCSLRLPRP 
IELVRAASGALLGAVRRRNHGP 
PHCFSTATLLCKAYRGGHLTIR 
LALG\GAPNRPFYRIVAAQNKC 
PRDGPFP*SKLGPPYDP/LLPPNS 
HGEKTPCPLN\LDRI\RHW1G\CG 
APPLLSPMEKLLGLAGFFP\LHP\ 
MMITNAERLRRKRAREVLLAS 
QKTDAEATDTEATET 


22366 


52734 


A 


22494 


2 


4985 


AGATTALELPGQPSVTGVPELP 
GLPSATRALELSGQPVATGALE 
LPGPLMAAGALEFSGQSGAAG 
ALELLGQPLATGVLELPGQPGA 
PELPGQPVATVALE1SVQSVVT 
TSELSTMTVSQSLEVPSTTALES 
YN/DERSMMSSYERSMMSYER 
SMMSPMAERSMMSAYERSMM 
SAYERSMMSPMAERSMMSAYF. 
RSMMSAYERSMMSPMADRSM 
MSMGADRSMMSSYSAADRSM 
MSSYSAADRSMMSSYTADRSM 


22367 


52735 , 


A 


22495 


18 


174 


ALIKKHFIF*IAAAKPTPPKSQV 
TLTKEFPVSSGSQHRKKEADSV 
YGEWVL 


22368 


52736 


A 


22496 


3 


595 


1KKHFIF*1AAAKPTPPKSQVTLT 

KEFPVS\SGPQHRKKEADSVYG 

EWVPVEKNGEENKDDDNVFSS 

NLPSEVSRRNIMYFSFF1PESAH 

F1VMLCLIWDSVSLFLRAGVKR 

QGRV*DGQM\KQPAASH\LTVT 

RM/CNSLCG\TKATKWKRLRFA 

ENSVI\TSLPMGPSLHLWEGSP 

WYSIPFSFPSLLLLKVGEVEFKR 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22369 


52737 


A 


22497 


3 


5618 


SSELPGPSVTPVPQLSQELPGLP 

APSMGLEPPQEVPEPPVMAQEL 

PGLPLVTAAVELPEQPAVTVA 

MELTEQPVTTTELEQPVGMTTV 

EHPGHPEVTTATGLLGQPEATM 

VLELPGQPVATTALELPGQPSV 

TGVPELPGLPSATRALELSGQP 

V ATG ALELPG PLMAAGALEFS 

GQSGAAGALELLGQPLATGVL 

ELPGQPG APELPGQP VATV A L E 

ISVQSVVTTSELSTMTVSQSLEV 

PSTTALESYNTVAQ 


22370 


52738 


A 


22498 


1 


4685 


MAPESH1LASNTMETHILASNT 
MDSQMLASNTMDSQMLASNT 
MDSQMLASSTMDSQMLATSSM 
DSQMLASNTMDSQMLASNTM 
DSQMLASSTMDSQMLATSSMD 
SQMLATSSMDSQMLATSTMDS 
QMLATSSMDSQMLATSSMDSQ 
MLATSSMDSQMLATSSMDSQM 
LATSTMDSQMLATSTMDSQML 
ATSSMDSQMLASGTMDSQMLA 
SGTMDAQMLASGTMDAQMLA 
SSTQDSAMLGSKSPDPYRLAQD 
PYRL 


22371 


52739 


A 


22499 


291 


7655 


KRAPEKVDAYLYKQILLMKLP 

TKKSKKHKKHKNKKKKKKKE 

K.EKKYKRQPEESESKTKSHDD 

GNIDLESDSFLKFDSEPSAVALE 

LPTRAFGPSETNESPAVVLEPPV 

VSMEVSEPHILETLKPATKTAE 

LSVVSTSVISEQSEQSVAVMPEP 

SMTKILDSFAAAPVPTTTLVLK 

SSEPVVTMSVEYQMKSVLKSV 

ESTSPEPSKIMLVEPPVAKVLEP 

SETLVVSSETPTEVYPEPSTSTT 

MDFPESSAIEALR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22372 


52740 


A 


22500 


90 


2166 


SQHFGRLRRVDYLRTSKMQTSS 

SRSVHLSEWQKNYFAITSGICT 

GPKADAYRAQILRIQYAWANS 

EISQVCATKLFKKYAEKYSAIID 

SDNVESGLNNYAENILTLAGSQ 

QTDSDKWQSGLSINNVFKMSS 

VQKMMQAGKKFKDSLLEPALA 

SVVIHKEATVFDLPKFSVCGSS 

QESDSLPNSAHDRDRTQDFPES 

NRLKLLQNAQPPMVTNTARTC 

PTFSAPVGESATAKFHVTPLFG 

NVK.KENHSSAKENIGLNVFLSN 

QSCFPAACENPQRKSFYGSGTI 

DALSNPILN KAC SKTEDNG PKE 

DSSLPTFKTAK.EQLWVDQQKK 

YHQPQRASGSSYGGVKKSLGA 

SRSRG1LGKFVPPIPKQDGGEQN 

GGMQCKPYGAGPTEPAHPVDE 

RLKNLEPKMIELIMNEIMDHGP 

PVNWED1AGVEFAKATIK.EIVV 

WPMLRPDIFTGLRGPPKG1LLFG 

PPGTGKTLIGKCIASQSGATFFSI 

SASSLTSKWVGEGEKMVRALF 

AVARCQQPAVIF1DEIDSLLSQR 

GDGEHESSRRIKTEFLVQLDGA 

TTSSEDRILVVGATNRPQEIDEA 

ARRRLVKRLY I PLPEA S A RKQI 

VINLMSKEQCCLSEEEIEQIVQQ 

SDAFSGADMTQLCREASLGPIS 

AV/SQTADIATITPDQVRPIAY1D 

FENAFITVRPIVSPKDL*LYENW 


22373 


52741 


A 


22501 


3 


523 


FFFFFPAFKMSKRG\RGWVPSG 
CRKFPDFPLGLP\VGTL*SNWCL 
TNT\GAQKTLYI\ISREGGIKGTG 
LTRLPRLPGVGVDMVMAHSSRK 
ANPELQKKGYIPAWVIRQRKVI 
TVGKRWRCFFIFED\NAGVIGD\ 
N KGVEMKGF AITGVPRAKEC AD 
LWPRDCIQMLGSIAWFSQYIL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22374 


52742 


A 


22502 


3 


946 


GPSASVSFWLWSQQHSPRIRHP 
RPGERRRLLHG I PHPTAEKQPA 
PLRPERRGGRRRRPAGRRGCA* 
/GGARPCSSRSS*PASTPAPRAA 
PPCRSPCSARPRTGPRTGAGRPR 
AP/HDGPPCATPDPRDQAS\PLPP 
RGPRPRVAPGSP\PEGHPRELPS 
EGSPGPRAPGQRHVRPPRAVLR 
PRGLRGGGCPGPAHPAPRLQRR 
RAPGEAAAPGPRWPGRPGRGR 
AQALVPAARSRCFWKLWEAVF 
CLPVAAAPTRRFGARQRPQLW 
LHGHKGGQVGEVSSHSAGEEH 
LVPHAAPKRAREPHGRSGSPGG 
IASSWQDGS 


22375 


52743 


A 


22503 


34 


823 




22376 


52744 


A 


22504 


424 


2339 


LLRGTLQSYAWTSVIPDTATELR 

DAPEKTLACMGLAIHQVTICLM 

HTFVTFLMFAHTCTPCLTMVN 

VPH1HAR*GI*CIKVLLRMGH*R 

PFKNENAHRGTVVRVSNIKPLC 

TKMAFLCAACGEIQSFPLPDGK 

YSLPTKVIRSLTASLFILVKKAN 

QNTEN1SRQSIK*AIRLLHKRQA 

LDVTLLRKSIILLHDLVDSCVPG 

DTVTITGIVKVSNAEEGRVQLF 

SLFVSQ**FINVHLF*DAPPHILV 

VGDPGLGKSQMLQVDNQSFSV 

CSFACKMR**FTSEFSPLSKDSS 

SGDFALEAGALVLGDQGERPK 

GI1SDSGTF* KAFSFSVNFLSISL 

AKAGVVCSLPARTSIIAAANPV 

GGHYNKAKTVSENLK*VSSNIY 

TFNVLNHFNSIRKRNSSHLLSEH 

VIAIRAGKQRTISSATVARMNS 

QDSNTSVLEVVSEKPLSERLKV 

*MFLLLIQFGSV*MSKFSVWLIV 

DVYPRLSTEAARVLQDFYLELR 

KQSQRLNSSPITTRQLESLIRLTE 

VCFFLWSCFFWLKGEGCALTSL 

LKYR*DKNFKLF*MKYQLSSHL 

KLGNRPNRSTAKRFISALNNVA 

ERTYNNIFQFHQLRQIAKELNIQ 

VADFENFIGSLNDVQGYLLKKG 

PKVY\QLQTM 


22377 


52745 


A 


22505 


73 


214 




22378 


52746 


A 


22506 


1 


503 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22379 


52747 


A 


22507 


3 


1000 


ESKLEGKAAQDIKDEEPGDLGR 

PKPECEGYDPNALYCICRQPHN 

NRFMICCDRCEEWFHGDCVGIS 

E ARGRLLERNGEDYICPNCTI L 

QVQDETHSETADQQEAKWRPG 

DADGTDCTSIGTIEQKSSEDQGI 

K.GRIEKAANPSGKKKLKIFQPG 

PGPVPTQLPVLWQVLEIAVSRSI 

SAFTLLHCISCKVIEAPGASKCI 

GPG\CCHVAQP\DSVYC\SNDCIL 

KHAAXATMKFLSSGKEQKPKPK 

EKMKMKPEKPSLPKCGAQAGI 

KISSVHK.RPAPEKKETTVKKAV 

VVPARSEALGKEAACESSTP\S 

W A S\DHN YN A\ VKPEKT A APSP 

VTVV 


22380 


52748 


A 


22508 




2330 


MAAAEGKERAGGRASGRGRSE 

PPRPGARASDAGPGGLREVEGT 

GEHSVVAAGTVPRVGVGAAAR 

GEERRAGLGECGPGLGGCVAG 

LISGKSVQAFSVGAGRWPLLRV 

FGGNVTFCSVVSWSLCAYTLPL 

GMDDKGDPSNEEAPKAIKPTSK 

EFRKTWGFRRTTIAK.REGAGD 

AEADPLEPPPPQQQLGLSLRRS 

GRQPKRTERVEQFLTIARRRGR 

RSMPVSLEDSGEPTSCPATDAE 

TASEGSVESASETRSGPQSASTA 

VKERPASSEKVKGGDDHDDTS 

DSDSDGLTLKELQNRLRRKREQ 

EPTERPLKGIQSRLRKKRREEGP 

AETVGSEASDTVEGVLPSKQEP 

ENDQGVVSQAGKDDRESKLEG 

KAAQD1KDEEPGD\LGRPKPEC 

EGYDPNALYC1CRQPHNNRFMI 

CCDRCEEWFHGDCVGISEARG 

RLLERNGEDYICPNCTILQVQD 

ETHSETADQQE A *MG DLG DA\D 

GTDFYTSIGNIRSRSLSRRPK.GLK. 

GRIEKAANPSGKKELKIF\QPVL 

EIAVSRSISAFTLLHC1SCKV1EA 

PGASKCIGPGCCHVAQPDSVYC 

SNDCILKHAAATMKFLSSGKEQ 

KPKPKEKMKMRPEKPSLPKCG 

AQPVQWLLLLSSWQLGTSSGL 

QVTLCQPPFTEHKWLKFSVLHG 

ETAGPPRAHRIRKLNKYWGAC 

HHCMPLRPLPCLPGWPRSSPSL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22381 


52749 


A 


22509 


149 


2001 


IQPPDPRNMTLAAYKEKMKELP 

LVSLFCSCFLADPLNKSSYKYE\ 

AGVGDSVGGRMKASGKTVLT 

GRERRAQADTV\DLNWCV1SD 

MEVIELNKCTSGQSFEVILKPPS 

FDGVPEFNASLPRRRDPSLEEIQ 

KKLEAAEERRKRGPDLVIYEIH 

SPASLPFHSSDASVLGD1PPTTY 

SN1SNSNQELLLMGGSPAPEQP 

HYEANILERSETTSYDNGSDAA 

QSFKVDGRCVFYINIPIPSNEGK 

VLWKAPEIATAKEPTWSPLGST 

GPRPCQILVVKSPVVHGKGPVL 

SGCGLDLLEQPTFALCFLVAGA 

VTITFLSCSGEEAREESAPKAMS 

ERQARRGGAEKQGAEGRGLQA 

VTTPELPYRMGLGAAFLLKERS 

GVLPGSFICEDFTAALKQDEEIG 

TMKGKIREAYFKSFVPTPVAFS 

GGVMLPTGGTLEMCGNNFGGH 

KEQAGTVLPAFAIALRVTPSAS 

LVLRPLNLDQAMLQGSLGLQL 

ADGLFWDLASIMDWTASRIQPS 

VSSSMKICQAFPGRPLAILLAQC 

AYVYGTWMKLEAI1LTKLTQE 

QKTKHHLFSLPCCMPADISYRQ 

RCLGEPPHCTVWNRHLESLVM 

MSNSTTSPCSELL1FEVPPVAPE 


22382 


52750 


A 


22510 


373 


990 


IQPPDPRNMTLAAYKEKMKELP 
LVSLFCSCFLADPLNKSSYKYE 
ADTVDLNWCVIFRHWKVIEVLN 
KCT/SGANSFEVILKPPSFDGVP 
EFNASLPRRARP1PWEEIPVRKL 
GRRLRERREVTREADP*KQLAE 
KR\EHEERGDSKRAFRETTTFIK 
M A K/EKN L AQ KM E SN REN RE A 
HLAAMLERLQEK\DKHAEEVR 
KNKELKEEASR 


22383 


52751 


A 


22511 


524 


1107 


LCSPKVLGLNASCQKNFLKQK 
KSIKTLSTSQ/YSVSGYSLARSE 
NAHPEFRMAMKDGELVIWDSV 
HPCYTVFHEQTETFSSLWSEYH 
DDFRQFLHIYSQDVACYGENLA 
YFPKGFIENMFFVSANPWVSFT 
SFDLNVANMDNFFAPVFTMGK 
YYTQGDKVLMPLAIQVHHAVC 
DGFHVGRMLNELQQYCDEWQ 


22384 


52752 


A 


22512 


1 


1413 




22385 


52753 


B 


22513 


1 


2787 




22386 


52754 


A 


22514 


1 


1638 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22387 


52755 


A 


22515 


71 


2421 


YTVCYFLQAAEEDETQNQHDD 

SSSDSGTPSGPDFNYILNMSLW 

S LTKEK V E E L I KQRD A KG RE\ V 

NDLKRK\SPSDLW\KEDLAGIC 

WRDWDKV/ENSPRNEEDVLAG 

MSGKSNLKGKVGKP\KVKKLQ 

LEETMPSPYGRRI1PE1TAMKAD 

ASKKLLKKK/KGVDLDTAAVKX 

VEFDEEFSGAPYVEGAGEEGIDS 

HQFPINK\GPKP\RREKKEPGS\R 

VRKTPTSSGKPSAKKVKKRNP 

WSDDESKSE SDLEETEP V VI PR 

DSLLRRAADIHRLGGEGFDAGL 

TVFAPLFASPFPPRGAPYLKAA 

CQTPRSGIGATAISGEALKGAV 

SSGVDPRWASHLRVKLLEKSFS 

LQEIQSTEKVLSQQAKTLSLLG 

EPKLSKQLTGTCIYRKTNLALC 

RGPAAAKSLFQGAVRNDRNKK 

KKETSKQECTESYEMTAELDDL 

TEKI PvKAHQETFPSLCQLGKYT 

TSLQKGMQRCQ1LDLSSVRPIV 

DVRPPELQDSKLVLVQAAKCA 

PLADHCSKPVLLKEGPEDQKD 

QHDVGDCWNPECQTLFDQNN 

AAKKEESETANKNDSSKKLSVE 

RVYHIKTQLEH1LLRPDTY1GSV 

EPLSKVAEEGPAAVGGWKGWF 

GTESRKDPKPTGTEEVERGVW 

LSGREGRLLSPSVVTTMVLAEN 

SAIRFVGGKPSSDTVPKPKRAP 

KQKKVVEAVNSDSDSEFGIPKK 


22388 


52756 


A 


22516 


1424 


4860 


GRDRYGVFPLRGKILNVREASH 
KQIMENAE1NNIIKIVGLQYKKS 
YDDAESLKTLRYGKIMIMTDQ 
DQDGSHIKGLLINFIHHNWPSLL 
KHGFLEEFITPIVKASKNKQELS 
FYSIPEFDEWKKHIENQKAWKI 
KYYKGLG\TSTAKEAKEYFA\D 
MERHRILFRYAGPEDDAAITLA 
FSKKKIDDRKEWLTNFMEDRR 
QRRLHGLPEQFLYGTATKHLTY 
NDFINKELILFSNSDNERSIPSLV 
DGFKPGQRKV 


22389 


52757 


A 


22517 


87 


292 




22390 


52758 


A 


22518 


1 


903 




22391 


52759 


A 


22519 


3 


311 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon Tor peptide 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22392 


52760 


A 


22520 




1087 


MPSAAWKRPVEGPATLRRPLGI 

AAASQCPSSPQPGCLIGAVNLK 

SSNRTPVVQEFESVELSC1ITDS 

QTSDPRIEWKKIQDEQTTYVFF 

DNKIQGDLAGRAEILGKTSLKI 

WNVTRRDSALYRCEVVARNDR 

KEIDEIAIEVTYVQVKPVTPVCR 

VPKAVPVGKMATLHCQGE*GP 

PPAVHYSWYRNDVPLPTDSRAN 

PRFRNSSFHLNSETGTLVFTAV 

HKDDSGQYYC1ASNDAGSARC 

EEQEMEVCHTDK.RGGFPWSW 

AAPHLWFLQDTALLPAALTGW 

CSVSVAFPGAQCKLSVDLSFWG 

LEDGGPLLTAPLGSTPVGTLCR 

GSDPTFPFCTALADDLYESPTPA 

ANFCLDIQAFSYIL 


22393 


52761 


A 


22521 


628 


1117 


FF1SV1NGQVSSVQRLSGVGPAC 

LSCGSANPGPPPGTSPGAGAQR 

R*\PRADGSGSPQWPRGARVGG 

GRLGTGGRGRPGWRQVPRRLS 

PGFGR*GGTGPGPVGTSGKRGP 

SRRRAPANDKAACWPRPPGQP 

AS* TGFRGERG VKGFSS WGSG 

WRAWEDGGTVH 


22394 


52762 


A 


22522 


2 


238 




22395 


52763 


A 


22523 


131 


2891 




22396 


52764 


A 


22524 


131 


3103 


LVSFLLFQDALPEGDASPLGPY 
LLPSG APERG SPGKEHPEERVV 
TAPPSSSQSAEVLGELVLDGTA 
PSAHHD1PALSPLLPEEARPKHA 
LPPKKKLPSLKQVNSARKQLRP 
KATSAATVQRAGSQPASQGLD 
LLSSSTEKPGPPGDPDPIVASEE 
ASEVPLWLDRKESAVPTTPAPL 
Q1SPFTSQPYVAHTLPQRPEPGE 
PGPDMAQEAPQEDTSPMALMD 
KGENELTGSASEESQETTTSTIIT 
TTVITTEQAP 
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SEQ ID 

NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22397 


52765 


A 


22525 


474 


2527 


SASPLGPYLLPSGAPERGSPGK.E 

HPEERVVTAPPSSSQSAEVLGE 

LVLDGTAPSAHHDIPALSPLLPE 

EARPKHALPPKKKLPSLKQVNS 

ARKQLRPKATSAATVQRAGSQ 

PASQGLDLLSSSTEKPGPPGDPD 

P1VASEEASEVPLWLDRKESAV 

PTTPAPLQISPFTSQPYVAHTLP 

QRPEPGEPGPDMAQEAPQEDTS 

PMALMDKGENELTGSASEESQ 

ETTTSTIITTTVITTEQAPGMQPP 

TPMGEGPPIVKHTWILDKCNVA 

TLQST*ALGPNEGY1DSSDYPLL 

PLNNFLECTYNVTVYTGYGVE 

LQVTPGEYPDGELLSIRGVDGP 

TLTVLANQTLLVEGQVIRSPTN 

TISVYFRTFQDDGLGTFQLHYQ 

GRVRPRLFPRRPDSGDVTVMDL 

HSGGVAHFHCHLGYELQGAK 

MLTC1NASKPHWSSQEPICSGM 

LQPQPHNAT1GRVLSPSYPENT 

NGSQFCIWT1EAPEGQKLHLHF 

ERLLLHDKDR*SSEGPQTNKSA 

LLYDSLQTESVPFEGLLSEGNTI 

RJEFTSDQARAASTFNIRFEGEG 

PWELYEPYIQNGNFTTSDPTYNI 

GTIVEFTCDPGHSLEQGPAIIECI 

NVRDPYWNDTEPLCRGERIHN 

ASAVAGVVLSPNWPEPYVEGE 

DCIWKIHVGEEKRJFLDIQ/FVS 

V*NGSVFSQEKVRPTPEWW 


22398 


52766 


A 


22526 


131 


3125 


LVSFLLFQDALPEGDASPLGPY 
LLPSGAPERGSPGKEHPEERVV 
TAPPSSSQSAEVLGELVLDGTA 
PSAHHDIPALSPLLPEEARPKHA 
LPPKKKLPSLKQVNSARKQLRP 
KATSAATVQRAGSQPASQGLD 
LLSSSTEKPGPPGDPDPIVASEE 
A S E VPL WLDRKE S A VPTTP APL 
QISPFTSQPYVAHTLPQRPEPGE 
PGPDMAQEAPQEDTSPMALMD 
KGENELTGSASEESQETTTSTI1T 
TTVITTEQAP 


22399 


52767 


C 


22527 


161 


352 




22400 


52768 


A 


22528 


2 


368 


LGSTHASVRINILSVDVLYFIFY 
RRDDNKDIDSEKEAAMEAEIKA 
A RERAIVPLEARMKQFKDM LL 
ERGVRKQSLGEIFLFCISN1NMS 
C*KVKSKVSAFSTWEKELHKIV 
FDPRYLLLNLI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22401 


52769 


A 


22529 


2 


614 


KDHRWESGSLLEREEKEKLFNE 
HIEALTKK.KREHFRQLLDETSAI 
TLTSTWK.EVKKIIKEDPRCIKFS 
SSDRKKQREFEEYIRDKYITAK 
ADFRTLLKETKFITYS*FSERCE 
SESL*KMLGLAAPQTEVLCSST 
E\RSKKLIQESDQHLKDVEKILQ 
NDKRYLVLDCVPEERRKLIVAY 
V D D L D RRG PPPPPTA SEPTRRST 


22402 


52770 


B 


22530 


201 


296 




22403 


52771 


B 


22531 


1 


1290 




22404 


52772 


A 


22532 




3369 


SSSVMAERGGVGGESERFNPGE 

\LRMAQQQALRFRGPAPPP\NA 

AMRGPPPLMRPPPPFGMMRGPP 

PPPRPPFGRPPFDPNMPPMPPPG 

GIPPPMGPPHLQRPPFMPPPMSS 

MPPPPGMMFPPGMPPVTAPGTP 

ALPPTEE1WVENKTPDGKVYYY 

NARTRESAWTKPDGVKV1QQS 

ELTPMLAAQAQVQAQAQAQA 

QAQAQAQAQAQAQAQAQAQA 

QAQAQAQAQAQAQAQAQAQA 

QAQAQAQAQAQVQAQVQA 


22405 


52773 


A 


22533 


43 


347 




22406 


52774 


A 


22534 




1776 




22407 


52775 


A 


22535 


3 


433 


PLAPNHLGGGAVVLGAESHAS 
KDVA1DMMDSRTSQQLQLIDE 
QDSY1QSRADTMQNIESTIVELG 
S1FQQLAHMVKEQEETIQR*DR 
VNSAHPWDPVHLLPSTQQVFIE 
HLFM 


22408 


52776 


A 


22536 


304 


1403 


SRGNATGLRTRIRVSTWVSQRH 

RSCPLQLLAVAAATSSPLPPPVT 

LVPPPPDTMSCRDRTQEFLSAC 

KFAARPVKNGI\QTN*GQLLRW 

LVRQRSEIHPSLAKRHLGKDLS 

NTFAKLEKLTILAKRVKPLFDDK 

AGEIEELTYIIKQDINSLIKQIAQ 

LQ\DFVRAKG\SQSGRHLQTHS 

NTIVWSLQSKLAASMSNDFKSV 

L\EVRDRGTLKQ\QREPEERQFS 

RAPV\SALPLSPTHRAGGA\VVL 

GAESHASKDV\AIDMM\DSRTS 

QQLQLIDEQDSYIQSRADTMQN 

IESTIV\ELGSIFQQLAHMVKEQ/ 

ERETIQRIDENVLGAQLDVE\AA 

HSE1LKYFQSVTSNRWLMDK1F 

LIL1VFFIIFVVFLA 


22409 


52777 


B 


22537 


147 


506 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22410 


52778 


A 


22538 


2 


1397 


AAPGNGLSPSSWRSELACEFQH 

ECTAEVRFGAVVCRGARSHSFY 

LEREILQ/PPGMSL/PENPVTPML 

RHLMYK1KSTGPITVAEYMKEV 

LTNPAK.GYYVYRDMLGEKGDF 

ITSPEISQIFGELLGIWFISEWMA 

TGKSTAFQLVELGPGRGTLVGD 

ILRVFTQLGSVLKNCDISVHLVE 

VSQKLSEIQALTLTKEKVPLER 

N AGSPVYMKG VTKSGIPIS W* S 

RJCTD\VPKGYSFYLAHEF\LDV 

LP VH KFQKTPQG WRE VF VD1 DP 

QVSDKLRFVLAPSATPAEAFIQ 

HDETRDHVEVCPDAGVIIEELS 

QRIALTGGAALVADYGHDGTK 

TDTFRGFCDHKLHDVLIAPGYT 

ADLTADVDFSYLRRMAQGKVA 

SLGPIKQHTFLKNMGIDVR/L*R 

FF*rNQMRPSVRQQLLQGYDML 

MNPKKMGERFNFFALLPHQRL 

QGGRYQRNARQSKPFASVVAG 

FSF.I.AWQ 


22411 


52779 


A 


22539 


2 


377 




22412 


52780 


A 


22540 


2 


1427 




22413 


52781 


A 


22541 


2 


568 


CSSPSN/T1LGVQKLNSQWRLA 

QDFRLINEAVIPLYPVVPNPYTL 

LSQIPEEAESFTVLDLKDAFFCIP 

LHSDSQFLFAFEDPTDHNSQLT 

WMVLPQGFRDSPHLFGQAQAQ 

DLVHFSSPGTLVVQYMDDLLL 

ATSSEASCQQATLDLLNFLANQ 

GCKRVG1ALGV LTQTHGTTPQP 

VAYLSKETDVAAK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22414 


52782 


A 


22542 


1 


1230 


GPRGTGPKGKARSEKGCSLSHG 
PQTNKPLVVQKGQKMEQANHP 
VGLVISVVYKDILKKIVQRETS 
HPLIHVRYAEAITGRRTAPEDK 
GSLGRDMLAKAGAIIYMNMGN 
KLPIWCHLLEEGIYLEVWALEG 
QFGRAKNACPVQIRLKDPTTFP 
YQRQYPLRPEAHKGLQDIVKH 
VKAQGLVKKCSSPCNTP1LGVQ 
KPNGQWSLVQDLRLISEAVIPL 
YPVVPNPYTLLSQIPEEAEWFP 
VLDLKDAEFCIPLHYDSHDSQF 
LFAFEDPTDHTSQLIWTVLPQG 
FRDSPHLFGQALAQDLGHFSSP 
GTLVLQYVDDLLLATSSEASCQ 
QATLDLLNFLANQGYKASRSK 
AQLCLQQVKYLGLILARGTRTL 
GKERIQPI LA YPHPKTLKQL WG 
FLQIT/GFCQLW1PR*SKI 


22415 


52783 


A 


22543 


! 


211 




22416 


52784 


A 


22544 


1 


472 




22417 


52785 


A 


22545 


1 


393 




22418 


52786 


A 


22546 


59 


411 


SWPSDKQTLVVQRGQKMEQA 
NHPDPTDHMSQLMWT/VLPQG 
FRDSPHLFGQALAQDLGHFSSP 
GTLVLQYVDDLLLATSSEASCQ 
QATLALLNFLANQGYK/LSRSK 
AQLCLQQVKYLCL 


22419 


52787 


A 


22547 


43 


236 


TSSLLRKEDSAPSQGKSVVFTL 
TSQG*VPLWRTLQLQGPFFTPSS 
RK*LELSSANSQQHLGCPV 


22420 


52788 


A 


22548 




1446 




22421 


52789 


A 


22549 




1521 




22422 


52790 


A 


22550 


2 


689 




22423 


52791 


A 


22551 


1 


64 




22424 


52792 


A 


22552 


636 


1586 


SNDRTEDDCGKHPFMSSPPVTEP 
WVCL1IEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVT1QGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKDAFFCIPLHSDSQFLF 
AFEDPTDHTSQLMWMVLPQRF 
RDSPHLFGQAQAQDLGHFSSPG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
iii USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22425 


52793 


A 


22553 


292 


1493 


SNDRTEDDCG K H PFM SSPPVTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
LIPCLGRLSSRSVTIQGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQDIV 
KHLKAQDSVRKCSSPCNTPILG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKDAFFCIPLHSDSQFLF 
AFEDPTDHTSQLMWMVLPQRF 
RDSPHLFGQAQAQDLGHFSSPG 
TLVLQYSEIAK.TLYTLIKEMER 
ANTHLVEWEPEAETAFETLKQ 
ALVQAPALSLPTGQNFALYVIE 
RAGIALGVLTQTHRTTPQPVAY 


22426 


52794 


A 


22554 


2 


307 




22427 


52795 


A 


22555 


3 


400 




22428 


52796 


A 


22556 


2 


78 




22429 


52797 


A 


22557 


395 


1336 


SNNRTEG ASSCI 1\PLTEPQ VCLT 

IEGQE1DFLLDTGTAFSVLISCPA 

WGTGQDSVSKKNEKKRKEKA 

KGNHQANAEAK.IAARWNPSLE 

1PTEGPLVWNNPLQEIKPQYSLT 

ETE WGLSQG H SFLPLG WLMTE 

EVKVLIPEASQWK1LKTLHQTF 

QMGIENTQQMAKSLFTGPNLL 

WTIRHVVKACEVCQRNNPLVH 

HKAPLGEQRIGHYPGEDWQLD 

FTHMPKSKGFQYLLVCVDTFT 

NWIEAFPCKIEKAQEVNKVLIH 

ETIPRFGLPQSLQSDNDPAFKA 

MITQGIFQGAKDTISPSLCLEATI 

LREGREGN 


22430 


52798 


A 


22558 


244 


638 


GPLNPTFLGPPCGLGGKLVFLL 

LRQ*VQLFRSAGSRDRCGFLDR 

ERNKTNQNCGKQAKKSPKDHK 

NPRAVGYVPFNL*QEGNLAQP 

G YMSPSPSLI * SRSRQTWGS FQ 

MILIGTKRNRPKRKSEIRERLQP 


22431 


52799 


A 


22559 


210 


600 


RGKRTWRERRNGWSRGFCPLP 
LTGSWLISRESPRLACLGEGLG 
VPGM*DLPHAWPTTLMCPELV 
GSWSH*LQE*SHGPSQ*VLQLL 
RWCVWSLFLLMFGCVWSFFLL 
VSSWSRWLRSEATDLCGECYSS 
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SEQID 
NO: 


SEQID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22432 


52800 


A 


22560 


2746 


5211 


ETSCPLVRVHYAEAITGRCTAP 

EDEGSLGQKPPARRSNNRTEGA 

WGKRQLMSSP/STEPRVCLT1EG 

QEIDFLLDTGAAFSVLISCPGRL 

SSTSVTIQGILGQPVTRYFSHLL 

SCNWETLLFSHAFLLMPERPTG 

LLGRDILAKAGAIIYMNMGNKL 

PICCP\LLVEGINPEVWALEGQF 

GRAKNARPLQ1RL1CDPTTFPYQ 

RQYPLRPEAHKGLQDIVKHVK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRL1SEAV1PLYP 

VVPNPYTLLSQIPEEAEWSWAL 

TFKDAFFC1PLHSDSQFLFAFED 

PTDHTSQLTGTVLPQGFRDSPH 

LFGQALAQDLGHFSNPGTLVLQ 

YVDDLLLATSSEASCEQATPDL 

LNFLTNQGYKVSRLKAQLCLQ 

EVKYLGLILARGTRALSKE* IQP 

I L A YPHPKTLKQLRGFLEITGFC 

* L Wl PG Y SKI ARPL YTLIKETQR 

ATMTHLVEWEPEAETTFKTLKQ 

ALVQAPALSLPTGQNFSLYVRE 

RARIALGVLTQTHGTTPQPVAY 

LSK.EIDVVAKGWPHCLRVVAA 

VAVLASEAIK1IQGKDLTV*TTY 

DVNG1LGAKGSLWLSDNCLLR 

YQALLLEGPVLQICTCMALNPA 

TFLPEDGEPIKI IDCQQII VQTY A 

ARDDLLEVPLTNPDLNLYTDGS 

SFVENGI/RKVSDVTILESKPLPP 

GTSAQLAELVALTWALELGKG 


22433 


52801 


A 


22561 


903 


4440 


DHPGH I H SSPCHERPNN VSTLPF 
LPGEQHPILLPPRNCPGDKILEE 
NFRYNNYKRTMMSFKERLENT 
VERCAHINGNRPRQSRGFGELL 
STAKQDLVLEEQSPSSSNSLENS 
LVKDYIHYNGDFNAKSVNGCV 
PSPSDAKSISSEDDLRNPDSPSS 
NELIHYRPRTFNVGDLVWGQIK 
G LTS WPGKL VREDD VHN SCQQ 
SPEEGKVEPEKLKTLTEGLEAY 
SRVRKRNRNGIKVPPRSPRSTIG 
SPRPSMPSSPS 


22434 


52802 


A 


22562 


1 


501 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22435 


52803 


A 


22563 


1688 


2038 


SATHGLSDSCYWLVVSRAIGRN 

NLSPASPASIIHALVFLAEPQLF 

QPRILGLIDEESGHEGGRPAAKT 

RKLSGPWSRPAAFMSTLL1NQP 

QYAWLKELGLREENEGVYNGS 

WGGRGEVITTYCPANNEPIARV 

RQA\SVADYEETVKKAREAWKI 

WADIP\APKPKEKLVRQIG\DAL 

REEDSKLLRKPWCPLEDWGKIL 

LEGVGEVQEYVDICDYAVGLS 

RMIGGPILPSERSGHALIEQWNP 

VGLVGI1TAFNFPVAVYGWNN 

AIAMICGNVCLWKGAPTTSLIS 

VAVTKIIAKVLE\DNK\LPGAICS 

LTCGGAD1GTAMAKDERVNLL 

SFTGSTQVGKQVGLMVQERFG\ 

RHYQNWRSLLELGGNNAIIAFE 

DADLSLVVPSALFACCGEQLGQ 

RCTTVSRGRLFYYMES1HDEVFK 

QTLKRAYGTRSRVG\NPW\DPN 

VLYGA1SHQGRQLSMFLGAVEE 

AKKERLAQWVYGGKVMDRPG 

N\YVEPTNVTS\LDHDASIAHTE 

TFAP\ILYVFK\FKNEEEVFAWE* 

WK*NRGLSS*HSLPKDLGAESF 

RW\LGP\KGTQTCG\IVKCQPFPT 

KWGLRLGGA\FGGEKAHLVVA 

RESGQ*C/WGKQYMRKVYLVL 

FNYS\KDLPSGPQG\IKFQ 


22436 


52804 


B 


22564 


1 


1434 




22437 


52805 


B 


22565 


1 


1185 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22438 


52806 


A 


22566 


1 


2450 


GQACHASSSPLKGSRGSPPNFEI 

LYGPIFEDSLAPD*PKVIAGQ\IT 

LRDAVTGPISSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFHNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRFNLPRGTIK 

ATLLI ETLPA VFQM DE I L H ALR 

DHIVGLNCGRWDYIFSYIKTLK 

NYPDRVLPDRQAVTMDKPFLN 

AYSRLLIKTCHKRGAFAMGGM 

AAFIPSKDEEHNNQVLNKVKA 

DKSLE ANNG H DGTWI AHPGL A 

DTAMAVFNDILGSRK.NQLEVM 

REQHAP1TADQLLAPCDGERTE 

RKFNALMESEKGQSQNLWKFA 

VYSGLRHGELAALAWEDVDLE 

KGIVNVRRNLTILDMFGPPKTN 

AGIRTVTLLQPALEALKEQYK.L 

TGHHRKSEITFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWNAAVKRAGIRRRNP 

YHTRHTFACWLLTAGANPAFIA 

SQMGHETAQMVYE1YGMW1D 

DMSDEQIAMLNARVMVYDVA 

SGNALFISELGPLPENVTWLSPE 

GEFQK.WNGTAWVKDTEAEK.L 

FRIRE AEETKMNLM Q V A S EH1 A 

PLQD A ADLEI ATEEEI SLL E A W 

KKYRSIPLCSKVVTMMFDDRP 

GCPVGFPMWGRGGFDRMPPG 

WGGRPMPPSRRDMSPHRGPPPP 


22439 


52807 


A 


22567 


1 


941 


MIPNVQGPMRGLEGPNYIFIKIS 

KTMRRYTMAVTSVGLASSLCRV 

VRPCRAPAGVVSRGSPDDEWL 

FCPQARIQQQQDID/NGTLPDFIS 

ETASIRDA/DWKIRGIPADLEDR 

RV/EITGPVERKMVINALNAI\F 

MADFEDSLAPDW/NKVIDGQIN 

LRDAVNG/TISYTNEAGKIYQL 

KPN/PA VLICRVRGLHLPEK.H/V 

TWRGEAIPGSLFDLA/LYFFHNY 

QALLAKGSGP/YFYLPKTQSWQ 

EAAWWS/EVFSYAEDRFNLPRG 

T/IKATLLD*TLAGGFQMVDPSA 

LGG*TGPWDHLRYIKVENIPKV 

GEEGDAETTGGTAV 


22440 


52808 


A 


22568 


2 


393 




22441 


52809 


A 


22569 


1066 


1824 




22442 


52810 


A 


22570 


2 


165 




22443 


52811 


A 


22571 


3 


902 
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SEQ ID 

NO: 


SEQ ID NO: 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22444 


52812 


A 


22572 


1 


2034 




22445 


52813 


A 


22573 


176 


873 


RLFGEMSKLN/HNLSEVMSKLE 
KQHSSKVFVVKRLSSSSRRSLVI 
SPPVRTSTVSSPLTSPTSPSTLSS 
KSKSESVSATEDLAPDAAQGED 
NSEIKELLEDEE1GKEGSEASSS 
EEEEPLLTCNGPSQAQPSP1 IES A 
RSQEEVPPSSPALSPGGALSPSG 
HPLSSAAEVVLRTRTAVPQAKG 
NNVVITSYMTNRGFFEDKKATF 
APSFLMNIKGNKTSVVKNSILE 
QGQLTVN 


22446 


52814 


A 


22574 


1 


1890 




22447 


52815 


A 


22575 


2 


1279 


LSVFPRVRNFTTQAECH/KLFK 

VLKNFLIAGGGVHESSKRAS*T 

LQFIYY\SEWYGHEELKAIVWN 

N DLL WED YEEKL ADQA VRTM 

EIYVAQFSEIKERIAKRGRKLVD 

YDSARHHLEAVQNATKKDEAK 

TAKAEEEFNKAQTVFEDLNQEL 

LEELPILYNSRIGCYVTIFQN1SN 

LRDVFYREMSKLNHNLYEVMS 

KLEKQHSNKVFVVKGLSSPSTL 

SLKSESESVSATEDLAPDAAQG 

EDNSEIKELLEEEEIEKEGSEASS 

SEEDEPLPACNGPAQAQPSPTT 

ERAKSQEEVLPSSTTPSPGGALS 

PSGQPSSSATEVVLRTRTASEGS 

EQPKKRASIQRTSAPPKPPEKPV 

RTPEAKENEN1HNQNPEELCTSP 

TLMTSQVASEPGEAKKMEDKE 

KDNKLISANSSEKYIFQRPSVLI 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22448 


52816 


A 


22576 


1 


1791 


MPGARTSSSGASENHRARGQG 

GGPQGVGRMAEGKAGGAAGL 

FAKQVQKKFSRAQEKAL*KLG 

KAVETKDERFEQSASNFYQQQ 

AEGHKLYKDLKNFLSAVKVMH 

ESSKRVSETLQEIYSSEWDGHE 

E LKA I V WNNDLL WED YEEKL\ 

ADQAVRTMEIYVAQFSEIKE\RJ 

AKRGRKLVDYDSARHHLEAVQ 

NAKKKDEAKTAKAEEEFNKAQ 

TVFEDLNQELLEELPILYNSRIG 

CYVT1FQNISNLRDVFYREMSK 

LNHNLYEVMSKLEKQHSNKVF 

VVKGLSSSSRRSLVISPPVRTAT 

VSSPLTSPTSPSTLSLKSESESVS 

ATEDLAPDAAQGEDNSEIKELL 

EEEEIEKEGSEASSSEEDEPLPA 

CNGPAQAQPSPTTERAK\SQEE 

VLPSSTTPSPGGALSPSGQLSSS 

ATEVVLRTRTASEGSE\RPKKT 

AS1QRTSAPPRRPPPPRATASPRP 

CSGNIPSSPTASGGGSA\TSPRAS 

LGTGTASPRTSLEI\*PNPE\PPEK 

PVRTPEAKENENIHNQNPEELC 

TSPTLMTSQVA SEPGEAKKME 

DKEKDNKL1SADSSEGQDQLQV 

SMVPENNNLTAPEPQEEVSTSE 


22449 


52817 


A 


22577 


2216 


2568 


RPSLGLGM/C/TIWQ/TSLA/GKH 
RRTIETHTDDYRISLEQGTPGLE 
PPLNALTAISKKIGCNGFFPFQIR 
PGKNETDGRMFSPAIGIVEDPV 
TGNANGPMGAWLVHHNVLPH 
DGNVLRVKGH 


22450 


52818 


A 


22578 


108 


532 


WGSKGN LLYSHQTHS VSHQFS 
LVACCLELEYSPFSFPYACLLSS 
LMRLEKHQELNLWPAHQRSMR 
HPQDTLVVFS/HHGRVLL*DKT 
SRGTIRQQHSRFTKICCSAATAA 
VTQANRVWSGPLANSNRPAAE 
GPVLAAFMGWL 


22451 


52819 


A 


22579 


1 


1125 
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SEQ II) 

NO: 


SEQ ID ISO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22452 


52820 


A 


22580 


1 


985 


MCARGSLWGCYSGLERK.CEAA 

LPDRVVSSKSACGAVSQDLLQ 

AQGRRAGPPSWLYADPVHTGT 

1ECGGHWCLNAALLDFQSPQRL 

LTYLHCGLQRPMESDPPELAPM 

VHHQEG1YLNIRKAMYDKPTA 

NKLN WDKSN V S SLITGTRQEET 

TANGTTFATIHLQFF1QIPAVPR 

KTLLNRADYYFPEHNPSLTLVI 

NRRITKFSEPNWEAPPSRGRLTP 

HTAGYSSETKIPEERSDSSIRGS 

RKSAVLQPLLLDSQANRVWSG 

PLANSNRPAAEGPVC*LWWVT 

LHGPLKATMQVCQQPLW 


22453 


52821 


A 


22581 


294 


934 


YPPSPAELTVCRLRQLQLRDVL 
YCIAYPSGPGVKPFRGNSA/G/V 
VFPADNLSEAQMQLI/ARELGH 
SETAFLLHSD/DSDVRI/RFTPTV 
EVP1/CGHATVAAHYVRAKVL/ 
GLGNCTIWQTSLAGKHR/VTIE 
KHNDDYR1SLNALTAIS/KKIGC 
NGFFPFQIRPG/T<.NETDGRMFSP 
AIG 1 VE/DP VTGN ANGPMG A WL 
VH/HNVLPHDGNVLRVRQ*GPR 


22454 


52822 


B 


22582 


1163 


5585 




22455 


52823 


A 


22583 


2 


429 


AACAAAMSLV1PEKFQHILRVL 
NTN1DGRRKIAFA1TASSSSSSSS 
SSSSSSSSSSSSSSSSSSSSSSSSSS 
SSSSSSSSSVNLLSNGLYL/VKG 
VGRRYAHVVLRKAD1DLTKRA 
GELTEDEVERV1TIMQNPRQYKI 
PDWFL 


22456 


52824 


A 


22584 


84 


424 


GVHAASDKPCW1TTSQTPDVQ 
HRW/WLLISSML*TAPNRRSDK 
AFTPHPTNHAGSQLRKHPTCSI 
DGVIDIFHAVNTFVQHHMEETL 
KAFHVTGHHILIARHGLGVGKE 
NTEHAANVVNDQRNSGFFCRF 
QQTFCQTCCQL1QRFVNARLRD 
F1SC 


22457 


52825 


A 


22585 


88 


381 


IQVLANGLDNKLREDLERLKKI 
RAHRGLRHFWG*VGGLISLPTS 
TQHSSYSLFFFPNLLFLLCMTCD 
SSLFTCSLRVRGQHTKTTGRRG 
RTVGVSKKK 


22458 


52826 


A 


22586 


355 


699 


FIDTTEAGSHFLYALVRFAATIT 
TITDDGARRLRTLFQRQQADLV 
SVSKSGFFTADCTHTNALIDVV 
RTIFNNAVF*NPGFV1ARLKIEIA 
IIKATFGQLTEDREQVLMFQAV 
RR 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=IJnknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion) 










sequence 






22459 


52827 


A 


22587 


1389 


1532 


SVLPGRPDARQYRQTRQSW*R 














WSLRLRGSYPVAGRSLSRRHRQ 














TERF 


22460 


52828 


A 


22588 


1 


427 


LVHQQWIQTKKKSLIYPFCHSP 














SQRVVEVAALDQWLAMLYPR 














VEHQAVLAVVVVVVGPLVVRP 














YHTRRDAVRLLRQPAVF1VAV 














DIVRILRDAV1RPHCECTVRV\R 














SGSGSRLPAGSVAYGMRMSRS 














GARVRTLS1LPVAL 


22461 


52829 


A 


22589 


1 


915 






52830 


A 


22590 


1 166 


1321 




22463 


52831 


A 


22591 


813 


977 




22464 


52832 


A 


22592 


3485 


4237 




22465 


52833 


A 


22593 


1 


499 


ARAAACAAAMSLVIPEKFQHIL 














RWLNTN1DGRRKIAFAITA1 KG 














VGRRYAHVVLRKADIDLTK.RA 














GELTEDEVERV1TIMQNPTAQYK 














IPDWFLNRQKDVKDGKAFQPGS 














*ANGLSTTKL\RENLKPLKEDSG 














P1KGLRQLP/WGLRVRGQHTKT 














TGRRGRTVGVSKKK 


22466 


52831 


^ — 


22594 


1 


1 197 




22467 


52835 


A 


22595 


1 


1905 




22468 


52836 


A 


22596 


37 


514 


WTWWLRCYENRHRHCHLLQQ 














LPTSPHQHAVATPTTVAVPTAP 














AATPPVVVAVVVAPVVVVVVP 














VVPVVASVPFVEPGSDV1VCAE 














MDEQWGYVGAKSRQRWLFYA 














YDSLRKTVVAHVFGERTFDVVI 














WMTDGWP\LYESRPAFTGRDC 














VDDAFFAVAGV 


22469 


52837 


A 


22597 


1 


471 




22470 


52838 


A 


22598 


2 


323 


SRIQPGSDV1VCAEMDEQWGY 














VGAKSRQRWLFYAYDSLRKTV 














VAHV/FGERTIRTLTRRLFRCLR 














SSHDLVSSPVSHRRRRAGSRQR 














HRRARGGENVEYQWGALRHG 


22471 


52839 


A 


22599 


2033 


2310 


ARYVGNAGCTGGALFGRSQTI 














REAVG/ERRLAESRDVAALDTP 














CDPEIKMAEWMQTLKETGSTS 














GHIVTRRISVRISHVTPGPASQD 














GPDVQQR 


22472 


52840 


B 


22600 


1 


4891 




22473 


52841 


B 


22601 


7 


1233 




22474 


52842 


A 


22602 


193 


492 




22475 


52843 


A 


22603 




486 
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SEQ ID 

ISO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22476 


52844 


A 


22604 


62 


443 


RSDRLLIHGFSFPAMGFRLRKT 
VVAHVFGERTMATLGRLMSLL 
SPFDVVIWMTDGWPLYESRLK 
GKLHVISKRYYTQRIERHNLNLR 
QHLARLGRKSLSFSKSGTACCG 
HCLTRD1PMLHHQGNQLF 


22477 


52845 


A 


22605 


971 


1444 


SMGSG DMRSSPSRAAALRQLPR 
PFRQLAVRMEMISRFRSAKEQT 
KSLRK WRKA KSIF*SVAQTGFN 
VLVCTTIIETGIDSRQPTLLSLNA 
R1TSVCAAAPVTRSRRTFASSGY 
AWLLTPHPKAMTTDAKNVLKQ 
LPRWK.ISGQVRAGTARSGDSRR 
W 


22478 


52846 


A 


22606 


1 


1047 




22479 


52847 


A 


22607 


318 


598 


LTGFRRLCDLRFGGGAVRSVLA 
RSREF1LQH * FRRI VTGSMGRSL 
VPSAPLR/PS1VLVLFRKAW*LV 
KTQRKMHVVSIVQKJCASCWYP 
LLGCL 


22480 


52848 


A 


22608 




2652 




22481 


52849 


A 


22609 




852 




22482 


52850 


A 


22610 




807 




22483 


52851 


A 


22611 




1740 




22484 


52852 


A 


22612 




3144 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


22485 


52853 


A 


22613 


173 


1983 


PVQNGSSPLGALPGAPLIFGPSV 
PAISRPGSCSPEWPTLDTSGYSA 
PR/WLFTAYAGSEAVFAHVFGD 
ALGDAGLLMSLLSPFDVVIWM 
TDGWPLYESRLKGKLHVISKRY 
TQRIERHNLN LRQHL ARLG RKS 
LSFSKSVEQHDKLESLPGQIDKS 
LDEASLSLRAGSLRTITHILLPLL 
RPA1LSALIYSFVRAITTVSA1VF 
LVTPDTRVATAY1LNRVEDGEY 
GVA1AYGS1L1VVMLAIIFIFDWL 
IGESLLSRFEKTVDDHSQSRLPA 
EGSILSQD1SGVKLFSLLTPARG 
YVPIRAPCPFLCASYRFFCVARQ 
QGLDAALIDAPLAVDALTPLSE 
LLSHVGQAPCSVPVVDEDQQY 
VGIISKGMLLRALDREGGVRVP 
VDYILNGFHPLLLGMPAPLAIIV 
FALIACRFPGSNGRIRRSRRIRH 
LHKMPDATLSASYQAYVRHQT 
NVTALVLRSSHRFRKDRHCWG 
FVFLQQP1LRATGQFEIQTFRYL 
SVFSVQRHKTNGKTALMSGNV 
ADKAVNRATGPTACVWLFSLR 
NSSMVTTRFCGLCEWADQQGA 
RPARISENGKRGYSYLYDVHM 
GAQSGETRGRQGEYASKPPSRE 


22486 


52854 


B 


22614 


1 


2149 




22487 


52855 


A 


22615 


1 


1815 




22488 


52856 


A 


22616 


2014 


3411 




22489 


52857 


A 


22617 


1 


922 


MV1CQP1NGGWQWPPSTGTDP 

APYFR1FN PTTQGEKFDHEGEFI 

RQWLPELRDV PGKV VHEPWK 

WAQKAAAPPQTRLHSTPTTIPH 

RVPGHTPNLKPIWEVDLPKFSH 

KATSHATDKPSDTTQNDQIV1A 

YMEPPEIVHETTTSSTHPSLYIIL 

KRQTRELRPQSVTSRIQPGSDVI 

VCAEMDEQWGYVGAKSRQRW 

LFYAYDSLRKTVVAHVFGERT 

MATLGRLMSLLSPFDVV1WMT 

DGWPLYESRLKGKLHVISKRYT 

QRIERHNLNLRQHLARLGRKSL 

SFSKSVELHDKVIGH\YLNIKHY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22490 


52858 


A 


22618 


1458 


2185 


YGHEWRWMPGNRPHWGRWP 
QHDFPPFKKLRPQSVTSRIQPGS 
DV1VCAEMDEQWGYVGAKSR 
QHWLFYAYDRLRKTVVAHVF\ 
GERTM ATLGRLM SLL SPFD V VI 
WMTDG WPL Y E SRLKG K. LH V I S 
KRYTQR1ERHNLNLRQHLARLG 
RKSLSFSKSVEKITSG PTTN ATP 
GTQKTATDKRGGKKLPIQI PIGP 
ISR1ASGAAINTISIGLRKFLVTA 
GVMLSTQRSIYDRHQV1TSAGIT 


22491 


52859 


A 


22619 


493 


1518 




22492 


52860 


A 


22620 


963 


1597 




22493 


52861 


A 


22621 


1 


3052 


MATDSVGLNCTPAPHARDVLL 
WRPSSLPVSTSCVFPLGRJGDVS 
DESDDKTEAPTPHRLEKAREEG 
QI PRSRELTSLLILLVG VSV 1 WF 
GGVSLARRLSGMLSAGLHFDH 
SIINDPNLILGQIILL1REAMLAL 
LPLISGVVLVALISPVMLGGLVF 
SGKSLQPKFSKLNPLPGIKRMFS 
AQTGAELLKAILKTILVGSVTG 
FFLWHHWPQMMRLMAESPITA 
MGNAMDLVGLCALLVVLGVIP 
MVGFDVFFQ1F 


22494 


52862 


A 


22622 


1 


1233 


MANDLPHSNSGDGQKPSSPDLF 
TAPLLADPTVGFLPNDAEELF1F 
LTE1TEITIPCRVTDPQLVVTLHE 
KKGDVALPVPYDHQRGFSG1FE 
DRSYICKTTIGDREVDSDAYYV 
YRLQAVPPVQLLTGWCVTAKA 
PPDISAISALTAVKHGNCSSLTP 
LLNPPGSDV1VCAEMDEQWGY 
VGAKSRQRWLFYAYVDSLRAR 
RVVAHVFG\*RTMATLGRLMSL 
LSPFDVVI WMTDG WPLY ES RL 
KG KLH VI S KR YTQRIXERHN LN L 
RQHLARLGRKSLSFSKSVELHD 
KPSPQHREGVKDVMRFNEPMY 
PLESRPRLYVCHLRNGAQASGR 
RCQLPMGCACHPVSQRNDRPN 
RRPERHATRKTTTRQRQQNSRQ 
HKQTQKKAK.PNKRRATERGKG 
PQQKAERPKRHTHCFLKLQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22495 


52863 


A 


22623 


3 


1386 


HEASSPLAMASLTVKAYLLGK 

EDAAREIRRFSFCCSPEPEAEAE 

AAAGPGPCERLLSRVAALFPAL 

RPGGFQAHYRDEDGDLVAFSS 

DEELTMAMSYVKDDIFRI*IKE 

KKECRRDHRPP\CAQEAPRNMV 

HPNVICDGCNGPVVGTRYKCS 

VCPYY\DLCSVCEGKGLHRGHT 

KLAFP\SPFGHL\SEGF\SH SRWL\ 

RKV\KHGHF\GWPGW\EMGPPG\ 

NWEPTFLPRAG\EARPGP\TAES 

ASGPSEDPSVNFLK\NVGESVA\ 

AAFSPLYNFEVDIDVEHGGKRSR 

LTPVSPESSSTEEKS\SSQPSSCC 

SDPSKPGGNVEGATQSLAEQM 

RK1ALESEGRPEEQMESDNCSG 

GDDDWTHLSSKEVDPSTGELQ 

SLQMPESEGPSSLDPSQGGNPQ 

G WKEAAL YPHLP\PE VEPA A * F 

ESLSQMVVPWGFS*LKGGWVH 

QG SCRPRNYDI\G AAL\DTIPVIQ 


22496 


52864 


A 


22624 


1032 


1127 


F Y AKAEAGDRTVA* PI IKPKMF 
LSIHHRVAKI 


22497 


52865 


A 


22625 


121 


561 


VFPGPLG SLVDICGPSRVPFPWV 

VPAVLPVQFVQRLPRFFRCPPV 

LVTSVIRSISTLIQALGSSPFARR 

YWGNLG*FLFLGVLRCFSSTGS 

PH*PMNSVNDSVSKHT/EVTPF 

GNVPGNNG S YHLTD A Y RRL ARP 

SSPLT\PGHPPLYG 


22498 


52866 


A 


22626 


243 


454 


ATAGCPSCSATEGVVRNGKST 
AGHQRYLCSPCRKTWQLQFTY 
TASQP/GARIMGVGLNTVLRHL 
KNSGRSR 


22499 


52867 


A 


22627 


3 


640 




22500 


52868 


A 


22628 


236 


410 




22501 


52869 


A 


22629 


116 


359 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22502 


52870 


A 


22630 


276 


1905 


LFLYSSHGQYGCPSCSATDGVV 

RNGKSTAGHQRYLCSHCRKTW 

QLQFTYTASQPAGQ*RTAIATVI 

CCNNCQRRHTNSRCHTDNCRR 

ADSASSHATSGSSSRGCAGSGR 

CGASSTRRCLGPVCCFRGSK.RS 

WRRQHEGHKDCRKLVFHNFSFI 

H RM DNTAVPPVQLLTGWCVTA 

KAPPDISAISALTAVKHGNCSSL 

TPLLNPPG SDVI VC AEMDEQW 

GYVGAKSRQRWLFYAYDSLRK 

T V VAH VFG ERTM ATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KGKLHVISKRYTQRIERKNLNL 

RQHLARLGRKSLSFSKSVELHD 

KQQGLDAALIDAPLAVDAQTP 

LSELLSHVGQAPCAVPVVDED 

QQ Y VG 1 1 S K.GMLLRALDREGG V 

RVPV1YPK.RFRTTDVCMPLSLG 

TCIREIEAEFPDP1FRRSVVYICE 

HNTNGAMGIIVNKPLENLKIEGI 

LEKLKITPEPRDESIRLDKPVML 

GGPLAEDRGFILHTPASN FASSI 

R1SDNTVMTTSRDVLETLGTDK 

QPSDVLVALG YA S WEKGQLEQ 

E1LDNAWLTAPADLNILFKTPIA 

DRWREAAKLIGVDILTMPAQD 

GTPDWNIIERLLKEWQPDE11VG 

LPLNMDGTEQPLTARARKFAN 

RJHGRFGVEVKLHDERLSTVEA 

RSGLFEQGGYRALNKGKVDSA 

SAVIILESYFEQGY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22503 


52871 


A 


22631 


399 


2337 


PEVQGLQQAGAAARRPGVGLA 

APRVVCEGRLRGSGLQSRLCPG 

ASV*ATDGVVRNGKSTAGHQR 

YLCSHCRKTWQLQFTYTASQP 

AGQ*REKEEK.EEVEEEEEEEKK 

KRRREGEKEEKEEKEKEKKKK 

F rCKKKKKKKKKKKKKKKKKK 

KKKKKKKQLSLVTVMSQQCQL 

WRNEARTTGACLPSPTVSAAAP 

PIVSTTVTAFAAATLAKGDLRS 

RASSKQVPLLVVLVWVWPHPG 

WFVKAGSVALGSSPGCVLELL 

CKLLTGWCVTAKAPPDISAISA 

LTAVKHGNCSSLTPLLNPPGSD 

V1VCAEMDEQWGYVGAKSRQ 

RWLFYAYDSLRKTVVAHVFGE 

RTMATLGRLMSLLSPFDVVIW 

MTDGWPLYESRLKGKLHTQER 

KARSKQQKDAD FAPPIQVGTQ 

TPQTVHAARDTRQASPRASKIS 

QHRQADGDKRQTRH A E AQAT 

RTHTGRRKTIKETATQQAYADE 

QTRRTARTHRRTARHTAAHTH 

RTRVAARQTTEKDNEQSDTQPP 

TQKTPSATATAHTPRRTETTTNI 

VQARHTSARERNHTRQHQATR 

RETTTNAHTNTPHYHAEHTQSR 

SQQQTTSTERPTTDSSTTINNNN 

HTPRTVRDERRMTQHKHPSRA 

STTTNRTTTTGAYQHTQRDTRD 

TRRDTH EDTTTQQPHTTTPTAN 

EAAYTAHTTKTDDHRHTADDT 


22504 


52872 


A 


22632 


103 


313 


ATAGCPSCSATEGVVRNGKST 
AGHQRYLCSPCRKTWQLQFTY 
TASQP/GARIMGVGLNTVLRHL 
KNSGRSR ! 


22505 


52873 


A 


22633 


620 


832 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22506 


52874 


A 


22634 


453 


1047 


AADDRGHLRPTDGLLRNGKST 
AGHQRYLCSHCRKTWQLQFTY 
TASQPAGQ*RVTGTSERREQIIQ 
RLRQQGSVQVNDLSALYGVST 
VTIRNDLAFLEKQGIAVRAYGG 
ALICDSTTPSVEPSVEDKSALNT 
AMKRSVAKAAVELIQPGHRVIL 
DSGTTTFEIARLMRKHTDVIAM 
TNGMNVANALLEAEGVELLMT 
AGICALLTGCCVTAKAPPDI S AI 
SALTAVKHGNCSSLTPLLNPPG 
SDVPVCAEMDEQWGYVGAKS 
RQRWLFYAYDSLRKTVVAHVF 
GERTMATLGRLMSLLSPFDVVI 
WMTDG WPLYESRLKGKLH VIS 
KRYTQRIERHNLNLRQH LA RLG 
RKSLSFSKSVELHDKVIGHYLN 
GDFLQSTLREAPLIPHTREHP 


22507 


52875 


A 


22635 


1089 


1686 


TSPGYWRANSTDPDGRYCRTG 
TSGGVCHALSSLRCPSCSATDG 
VVRNGK.STAGHQRYLCSHCRK 
TWQLQFTYTASQPAGQ*RFLSK 
QEKTLLINQLASEEQQKVTSRL 
SDALRNGRVWQLAI1YLTIQVA 
VYGLIFFLPTQVAALLGTKVGF 
TASVVTA1PWVAALFGTWLIPR 
YSDKTGERRNVAALTLLAAGIG 
1GLSGLLSPVMA1VALCVAAIGF 
1AVQPVFWTMPTQLLSGTALAA 
G1GFVNLFGAVGGFIAPILRVKA 
ETLFASDAAGLLTLAAVAV1DR 
RGTSLN RLRNTMI ALLSNPFKE 
RLRKGEVQIGLWLSSTTAYMA 
EIAATSG YDWLLI DGEHAPNTI 
QDLYHQLQAVAPYASQPVIRPV 
EGSKPLIKQVLDIGAQTLLIPMV 
DTAEQARQVVSATRYPPYAVH 
PVQLLTGWCVTAKAPPD1SATS 
ALTAVKHGNCSSLTPLLNPPGS 
DVIVCAEMDEQWGYVGAKSR 
QRWLFYAYDSLRKTVVAHVFG 
ERTMATLGRLMSLLSPFDVVIW 
MTDGWPLYESRLKGKLHVISK 
RYTQRIERHNLN LRQHTGTG W 
DGSRCRSQKSGGAA 


22508 


52876 


A 


22636 


91 


200 


SGI1AFQYLLMTLKVLPVASVS1 
SCPS\CSATDGVVRNGKSTAGH 
QRYLCSHCRKTWQLQFTYTAS 
QPAGQ*RGGA 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftlrst 
codon Tor peptide 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22509 


52877 


A 


22637 


2649 


3270 


GAPVASVSISCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ*RTIGRAML 

KNKHMTITEFVAQRMRDAQQK 

GEISPDINTAMTSRLLLDLTYGV 

LADIEAEDLARKRRJLLRITRDD 

WRYLNRIL1LSLFRRAGDNCAR 

VSYQTPTREIKKLDGLWAFSLD 

RENCGIDQRWWESALQESRAIA 

VPGSFN DQFADADIRNYAGNV 

WYQREVFIPKGWAGQRIVLRF 

DAVTHYGK.VWVNNQEV 


22510 


52878 


A 


22638 


1 


2470 


MNADTDYSIAEAAFNKGETAM 
TINGPWAWSNIDTSKVNYGVT 
VLPTFKGQPSKPFVGVLSAGIN 
AASPNKELAKEFLENYLLTDEG 
LEAVNKDKPLGAVALKSYEEE 
LAKDPRJAATMENAQKGEIMP 
NIPQMSAFWYAVRTAVINAAS 
GRQTVDEALKDAQTRJTNCCR1 
RRESL1RPGMRKNPMDVIKKKH 
WWQSDALKWSVLGLLGLLVG 
YLVVLMYAQGEYLFAITTLILS 
SAGLYIFANRKAYAWRYVYPG 
MAGMGLFVLFPLVCT1AIGFNN 
YRRTKQVAGMPAKSSSLRSSQ 
DREMRPGAKAERTRYDSPGSY 
G V AG PGFLG SRGGSPFGG PGK Y 
NNTITKYALNIAPSAQNQSPHG 
PKLNRRQETQHALDWLDAGYT 
FTYSEDQALTPYFKLAYVYDDS 
NNDNDVNGDSIDNGTEGSAVR 
VGLGTQFSFTKNFSAYTDANYL 
GGGDVDQDWSANDLTGITAKD 
AQMLSVVKPLQEFGKLDKCLS 
RYGTRFEFNNEKQVIFSSDVNN 
EDTFVILEGVISLRREENVLIGIT 
QAPYIMGLADGLMKNDIPYKLI 
SEGNCTGYHLPAKQTITLIEQN 
QLWRDAFYWLAWHNRILELRD 
VQLIGHNSYEQFAHIIFMIAAM 
QMGSVWGDDFSSGQHSVARKS 
QLHKPILRVKCHEGFTISANPNS 
SPRYPTIIEQAEQPRIVDFSIVRF 


22511 


52879 


A 


22639 


1 


852 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22512 


52880 


A 


22640 


1 


747 


MIIIDPRYTDTGAGREDEWIPIR 

PGTDAALVNGLAYVMITENLV 

DQAFLDKYCVGYDEKTLPASA 

PKNGHYKAYILATD/GVVRTAK 

STAGHQRYLCSHCRKTWQLQF 

TYTASQPAGQ* RYTDTGAGRE 

DEW1P1RPGTDAALVNGLAYV 

MITENLVDQAFLDKYCVGYDE 

KTLPASAPKNGHYKAYILATDG 

WCVPPKAPPDISAISALTAVKH 

GNCSSLTPLLNPPGSDVIVCAE 

MDEQWGYVGAKSRQRWLFYA 

YDSLRKTVVAHVFGERTMATL 

GRLMSLLSPFDVV1WMTDGWP 

LYESRLKGKLHVISKRYTQRJE 

RHNLNLRQHLARLGRKSLSFSK 

SVELHDKVIGHYLNIKHYQ 


22513 


52881 


A 


22641 


1722 


2463 


NPRL AG SEG SCPSCSATDG V VR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTYTASQPAGQ*RKLTPGCL 

FVALKGERFDAHDFADQAKAG 

GAGALLVSRPLD1DLPQLIVKD 

TRLAFGELAAWVRQQVPARVV 

ALTGSSGKTSVKEMTAA1LSQC 

GNTLYTAGNLNNDIGVPMTLL 

RLTPEYDYAVIELGANHQGEIA 

WTVTHPPRFVTKQWLCFLPDG 

LLLFAEARFVIWQMQPAVMAV 

DVAAFAHLFNQQQYQRFTGRP 

PDSSK.LPWK1TCNGECVTFHW 

WLLGVAVR1SRLLPVRVMTAL 

EGNYNGTEGISALPFNGIILAHS 

NESEWVTFRNNKNNEAFLDRV 

YIVKVPYCLRISEEIK1YEKLLN 

HIFECWQHFLNNPESLQCYIWA 

ANADFREARQVIFKTFFTVGVE 

EELG I RQTRTNDFL VTGDNLLRI 

FRFDVGNEDKVRQQFAVVRIH 

REVFLVTFHGVNQRFSRHREEF 

LFEFCVSVTANLTRCFFG1GFNL 

RLTFFVIGDDFPTLTQNFRILIGV 

IDGEFRLAHK.AVAANHAIGLNA 

QNGCRNDFVAHAAGSRALAAD 

GRSLEHAPTVETVVAGPLCESG 

DVFTQQEGGNVETRALPEVKA 

AVPPVQLLTGWCVTAKALPDIS 

AISALTAVKHGNCSSLTPLLNPP 

GSDVIVCAEMDEQWGYVGAKS 

RQRWLFYA YDRLRKTV VAHRL 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22514 


52882 


A 


22642 


90 


1254 


KGLCSHSEMVVPSYSATDGVV 

RNGKSTAGHQRYLCSHCRKTW 

QLQFTYTASQPAGQ*RDIVLTK 

LMMVWHSQSGYEKAYAHIQR 

WWYRAILLLTGWCVTAKALPD 

ISAISALTAVKHGNCSSLTPLLN 

PPGSDV1VCAEMDEQWGYVGA 

KSRQRWLFYAYDRLRKTVVAH 

VFGERTMATLGRLMSLLSPFDV 

VIWMTDGWPLYESRLKGKLHV 

ISKRYTQRIERHNLNLSSTSILVL 

LNGATQFQDLGDLNKELEETY 

TDSKNHISCVGNDFGFNDIFSR 

YVEAVGREGDVLLGISTSGNSA 

NVIKA1AAAREKGMKVITLTGK 

DGGKMAGTAD1EIRVPHFGYA 

DR1 QE I H 1 K V I HILIQLIEKEM VN 

FTGLVQRGGGTGPHKDGWGIT 

FYEVAFEDVAVNFTQEEWALL 

DPWQKKLYRDVMLETYRNLAS 

VGDDDNIPSLREQVAHQRYFKT 

WHVEREYFSK 


22515 


52883 


A 


22643 


690 


1233 


RLQSLHYQGRGKPVPMRSYSLS 

FLFTISNSAGVFRCPSCSATDGV 

VRNGKSTAGHQRYLCSHCRKT 

WQLQFTYTASQPAGQ*RLLGP 

K.N RPREQN WLLWCERGVMSRL 

QALYLREQGFNNVKVDNFQTK 

VDSCTRPLAGQQFYPC1PDDAL 

VQPLFGGNFVFQRREAGHITNR 

EDIVRHQHGGWRGANSRDDTP 

GTVELFNGFNQQSAIAKTLRAF 

NATRQHDHVIFAISHFDQRRIR 

QQLHAARAGNRQVTIAGDAGS 

GDFDTAANQQIDSGDGFSLFTT 

RG E ANQCRCAHIHSPFFLPFQT 

VRVFSAVPPVQLLTGWCVTAK 

APPDISAISALTAVKHGNCSSLT 

PLLNPPG SDVIVCAEMDEQWG 

YVGAKSRQRWLFYAYDSLRKT 

VVAHVFAVKPYWDTGGGFHC 

RWIYMQQEKELLQLSLQQGKY 

NQKRAAELLGLTYHQFRALLK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22516 


52884 


A 


22644 


1314 


1483 


R1QRYCGKTGCPSCSATDGVVR 

NGKSTAGHQRYLCSHCRKTWQ 

LQFTAYTASQPAGQ* RMFNADG 

SEVAQCGNGARCFARFVRLKG 

LTNKRD1RVSTANGRMVLTVT 

DDDLVRVNMGEPNFEPSAVPF 

RANKAEKTYIMRAAEQTILCGV 

VSMGNPHC VIQ VDDVDTA AVE 

TLGPVLESHERFPERANIGFMQ 

VVKREHIRLRVYERGAGETQA 

CGSGACAAVAVGIQQGLLAEE 

VRVELPGGRLDIAWKGEELQET 

LTELDDRAVVDYLIKNPEFFIRN 

ARAVEAIRVPHPVRGTVSLVE 

WHMARARNHIHVLEENMALL 

MEQAIANEGLFYRLLYLQRSLT 

AASSLDDMLMRFHRWARDLG 

LAVAMPVT1NKGNQIIENQLDT 

ETIT1SYEF1LCQHL1ANTEFSYL 

ALPEN YN RLCLPNSKNQTNNRF 

KTLNSKA IG RLLAAGG VYNGNI 

EGFRDTAEKLAVPPVQLLTGW 

CVTAKALPDISAISALTAVKHG 

NCSSLYTASQPAGQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22517 


52885 


A 


22645 


1479 


1793 


TRYRSCPSCSATDGVVRNGKST 

AGHQRYLCSHCRKTWQLQFTY 

TASQPAGQ*RRNACQYRTPAV 

VASRQKRWHGDLGMIGSRDV 

MLFISDSVGAKELDLIIPRLEDK 

S1ALLAMTGKPTSPLGLAAKAV 

LD1SVEREACPMHLAPTSSTVN 

TLMMGDALAMAVMQARGFNE 

EDFARSHPAGALGARLLNKVH 

HLMRRDDAIPQVALTASVMDA 

MLELSRTGLGLVAVCDAQQQV 

QGVFTDGDLRRWLVGGGALTT 

PVNEAMTVGGTTLQSQSRAIDA 

KEILMKRKITAAPVVDENGKLT 

GAIKLQDFYQGRGLFNPSIPRVS 

TADAGLANRARRNWVGSSWK 

QVGQIILQGGPQNAEKSGQRYT 

VSHDRHRDAERQRVKSGLPRY 

AECSTYPSCPVALDLAFASHGI 

HMHAPGEALRMLVTAMDKAA 

DARTKLARLLATKGITHEIQIPD 

I STKEKA QQPIG LNMEQIKPEKQ 

DFIKPVIPQAGKHNGVNMSVLR 

SLLTAGVLASGLLWSLNGITAT 

PAAQASDDRYEVTQQRNPDAA 

CLDCHKPDTEAVPPVQLLTGW 

CVTAKAPPDISAISALTAVKHG 

NCSSLTPLLNPPGSDVIVCAELD 

EQWGYVGAKSRQRWLFYAYA 

QSPRTTRCCARIRLHALWRRW 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22518 


52886 


A 


22646 


807 


1350 


NRGCPSCSATDGVVRNGKSTA 
GHQRYLCSHCRKTWQLQFTYT 
ASQPAGQ* RLLNRLIEPTRGQ V 
LIDGVDIAKISDAELREVRRKKI 
AMVFQSFALMPHMTVLDNTA F 
GMELAGINAEERREKALDALR 
QVGLENYAHSYPDELSGGMRQ 
RVGLARAINPDILLMDEAFSAL 
DPLIRTEMQDELVKLQAKHQR 
TIVFISHDLDEAMR1GDRIA1MQ 
NGEVVQVGTPDEILNNPANDY 
VRTFFRGVDISQVFSAKDIARRT 
PNGLIRKTPGFGPRSALKLLQD 
EDREYGYV1ERGNKFVGAVSID 
SLKTAAVPPVQLLTGWCVTAK 
APPDISAISALTAVKHGNCSSLT 
PLLNPPGSDVIVCAEMDEQWG 
YVGAKSRQRWLFYAYDSLRKT 
VVAHVFGERTMATLGRLMSLL 
SPFDVVIWMTDGWPLYESRLK 
GKLHV1SKRYTQRIERHNLNLR 
QHLARLGRKSLSFSKSVELHDK 
VIGHYLNIKHYQ 


22519 


52887 


A 


22647 


1 


1270 


MTAATEQLNASRGLSTREMER 

QAELAK1TTDYINSGGSEGDEK 

LQNMIKAQNDYYAAEDAKRA 

DWLAGAESAFADYGDSAMDM 

YGNVNEIASSALNGMTDMMV 

QFLTTGKANFADFAKNIISMI1K 

MIAQMV1FNTSLRNDGRSVSSG 

GAAVSLAAAAGSVATSGFNAS 

NSAPKVVTIREVERSVDVSGME 

ASSTSW1TIRSFTAETSTFGPTM 

TASMTFLPTYCSIIASLLSSFKLA 

AATDGVVRNGKSTAGHQRYLC 

SHCRKTWQLQFTYTASQPALA 

RNPNRDITIYWGGREEQHLYDL 

CELEALSLKHPGLQVVPVVEQP 

EAGWRGRTGTVLTAVLQDHAT 

DGVVRNGKSTAGHQRYLCSHC 

RKTWQLQFTYTASQPGTHQK.il 

DMAMNGVGCRATARMMGVGL 

NTIFRHLKNSGRSR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22520 


52888 


A 


22648 


381 


945 


GAPVASVSISCPSCSATDGVVR 
NGKSTAGHQRYLCSHCRKTWQ 
LQFTYTASQPAGQ* RTENQTPH 
VLTHKWELNYENPWTQGGEHL 
TMGLVVGWRGLQEGDPARTN 
LSYYQANVGSGQHRENKGPIN 
LGNVGKSNGERGGKSLYRCKIF 
LESSVTMKDRELPPVYDGVFEV 
LQWLLFLSAVPPVQLLTGWCV 
TAKAPPDISAISALTAVKHGNC 
SSLTPLLN PPGSDVI VCAEMDE 
QWGYVGAKSRQRWLFYAYDS 
LRKT V V AH VFGERTM ATLG RL 
MSLLSPFDVVIWMTDGWPLYE 
SRLKGKLHV1SKRYTQRIERHN 
LNLRQHLARLGRKSLSFSKSVE 
LHDKV1GHYLNIKHYQ 


22521 


52889 


A 


22649 


354 


1119 


RRWRRGAHEAATGGTGRGPAE 

EAAPGEPAAGRAAPKSGGKRL 

GGVLGRGGVGRRSGSPDRSGA 

H S A APRRC RQLPG RCPSCS ATD 

GVVRNGKSTAGHQRYLCSHCR 

KTWQLQFTYTASQPAGQ*RSK 

GAIGEGPPDPRGIVEQNLGGDIS 

IPCYNGPRPRRSAQKTTLGPLN 

QPRIPSAQCAGAFPRVAAAGAG 

GGGGGGSGGSGFCLGWRLRRR 

RQRRRRWRRGEGEGDGDAGH 

MRPRPAGRAEARRRRRLRGNP 

PPGARLPNREGNGSGVSWAAE 

VSGDGRGARTEAARTRRRPGG 

ADNYPGAVPPVQLLTGWCVTA 

KAPPDI S A I S A LT A V KHGNC SSL 

TPLLNPPGSDVIVCAEMDEQW 

GYVGAKSRQRWLFYAYDSLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDVV1WMTDGWPLYESRL 

KGKLH VI S KRYTQRIERHNLNL 

RQHLARLGRKSLSFSKSVELHD 

KV1GHYLNIKHYQ 


22522 


52890 


A 


22650 


23 


658 


V1SRPGSSIQVRGLLLSRHGLAL 
GSAPDLWK.LPWVNLVQGMGQ 
QSQGSSCREGCSRPQCPSAAPC 
GAAPAHFCSAATFWESEVQSIP 
R/CRATDGVVRNGKS/TAGHQR 
YLCSHCRKTWQ/LQFTYTASQP 
EVIRSSPTSAPRSDGTKTVPPLM 
GISP*SAHHRLATSDPSLCLSES 
LCSREPAAVPRASNQQPQGVK 
DVHHQFTARTSRYPSKC 


22523 


52891 


A 


22651 


926 


1093 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22524 


52892 


A 


22652 


343 


817 


GGARSRQNPRCGPCMVVVPGQ 
SGRSVSADSSTEFREQGGS\AI\S 
FPKS IN RAGPELFRFMENPFN S V 
♦YRKNVRELTPAIMAVLPVEFR 
TRLAPQNDTMSLIASAMKECSE 
AKQAVLLNA PEHQKMKE V SEG 
IASLFRLMPEQVGPLMTMVTS 
MLGVI 


22525 


52893 


A 


22653 


115 


425 




22526 


52894 


A 


22654 


747 


1173 




22527 


52895 


A 


22655 




2709 




22528 


52896 


A 


22656 


1 


2583 




22529 


52897 


A 


22657 


636 


1029 


APSDQKRDFLVPHGADSAMAK 
SG*CESGNDLLSSSHMNQLR/A/ 
ESIPEDVIAGASALVLTFIIKFVI 
AENPQWWQQFLKDHVSILAMN 
EDEAEALTGESDPLLASDKALD 
WVDLVLCTAGPIGLYMAGGGD 
VN 


22530 


52898 


A 


22658 


1611 


3300 


QSAWANRHRLVDCGRPGNGSD 

AGVAARSGRNDGTGRCGLCHS 

CSRYGDHHRQSDR1YRHYDAG 

RSPSGAVDYGTQRGNRFSRAV 

YPVGA/RRWR*GLPLV/QQFQPE 

NETSAAWWVGrNQPLVDIEAK 

VDDEFIERYGLSAGHSLVIEDD 

VAEALYQDVQQKNLITHQSAG 

GT1GNTMHNYSVLADDRSVLL 

GVMCSNIEIGSYAYRYLCNTSS 

RTDLNYLQGVDGPIGRCFTLIG 

ESGERTFA1SPGHMNQLRAESIP 

EDVIAGASALVLTSYLVRCKPG 

EPMPEATMKA1EYAKKYNVPV 

VLTLGTKFVIAKNPQWWQQFL 

KDHVSILAMNEDEAEALTGESD 

PLL AS DKALD WVDL VLCT AG PI 

GLYMAGFTEDEAKRKTQHPLL 

PGAIAEFNQYEFSRAMRHKDC 

QNPLRVYSHIAPYMGGPEKCNI 

LGRSG WLL YGRGLDK.QRLTQ Y 

QSKLGAAMVIVAAWCVEDYQ 

VIRLAGSLTARATRLAHEAQLD 

VAPLGKIPHLRTPGLLVMDMDS 

TAIQIEC1DEI AKL AGTG EM V AE 

VTRTGDARRTRFYRQPAQPCG 


22531 


52899 


A 


22659 


430 


586 




22532 


52900 


A 


22660 


1 


131 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22533 


52901 


A 


22661 


1 


1282 


MLPAHLDACVTTLQKIRWTLS 
VVDPTLALRVPLPALSIRDDPPL 
RAYLPGRGALKVIRFDDMDFA 
TIDGINRMLVDIDTNYLFLPRVT 
SST1 RC LS VPTRRTV PA VTA SG R 
SVKYYPPDFDPSKIPKLKLPKD 
RQYVVRLMAPFNMRCKTCGEY 
IYKGKKF\NARKETVQNEVYLG 
\LPI\FRFY1K\CTRCLGRDSPFKT 
DPVENTDYTM/ESLGATRNFQG* 
E A S WEEEEKRV\QK\ERE DE/ES 
LNN PMK VLENRTKDSKLEM E V 
LENLQELKDLNQRQAHVDFEG\ 
MLRQHRLSEEERRSQQQEEFEQ 
KTAALLEEARKRRLLEDSDSED 
EAAPSPLQPALRPNPTATLDEA 
PKPKRKVEVWEQSVGSLGSRPP 
LSRLVVVKKAKADPDCSNGQP 
QAAPHPRSPAEQEGGQPYTPDA 
WRVLPEPTGC1PGQ 


22534 


52902 


A 


22662 


1 


412 




22535 


52903 


A 


22663 


298 


532 


MGSWSLPGRTLWKEK.VRFLKS 
KERTNPGSNFFSFPGSQHTREER 
SQECLSLPVLPSYLATRLSLPDS 
CPLKGRKAH*QRHSEI*LMGFE 
PGWPGKL*GWIELAFLLGCLHL 
TLPLPCPTPLPPKSTKSGCFSLSI 
ALCFNKQFAVTK 


22536 


52904 


A 


22664 


1 


193 




22537 


52905 


B 


22665 


55 


281 




22538 


52906 


A 


22666 


86 


159 




22539 


52907 


A 


22667 


63 


1036 


VRGGLAAGRGRGSAGAAPVVV 

AAMLGAWAVEGTAVALLRLL 

LLLLPPAIRGPGLGVAGVAGAA 

GAGLPESVIWAVNAGGEAHVD 

VHGIHFRKCIPL*GRVGRALYY 

GMKLPILRSNPEDQSCYQTE\RS 

NVEETFGYESPIQREGGLTCWSL 

KFAEWYFAQSQQKVFDVRLNG 

HVVVKDLDIFDRVGHSTAHDEI 

IPMSIRKGKLSVQGEV\STVFTQG 

KLLPLSFSKGYL*PIPKVCAL\Y1 

MAGVTVDDVPKASAFNPGLEK 

KEEEEEEEEYDEGSNLKKQTNK 

NRVQS\GPRTPNPYALDNSSLM 

FPILVVAFGVFIPTLFCLCRL 


22540 


52908 


A 


22668 


1570 


1773 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22541 


52909 


A 


22669 


62 


454 


NKQLNKKRRRTM1ALIQRVTRA 
S/VTVEGEVTGEIGAGLLV/LLG 
VEKDDDEQKAN/RDAEGQM/N 
LNVQQAGGSVLVVSQF/TLAAD 
TERGMRPSFSQGHHR1RAQAFY 
DYFVES/CRQQR*YAQGGLSAE 
FRLLNS 


22542 


52910 


A 


22670 


1 


1930 


M AG KPE YDKTISTS I VLN ALN A 
LGVSAEASGRNDLVVKTVEGD 
RK.VSGSAYRETKDRGFHHGTL 
LLNADLSRLANYLNPDKKKLA 
AKG1TSVRSRVTNLTELLPGITH 
EQVCEAITEAFFAHYGERVEAE 
IISPNKTPDLPNFAETFARQSSW 
EWNFGQAPAFSHLLDERFTWG 
GVELHFDVEKGHITRAQVFTDS 
LN PAPLE ALAGRLQGCLFSLYN 
SDLNTVIDNVLRIFPLLLSWISF 
WLLYS1VPT1RVPNRDA1VGAFV 
A A LLFE AG KKG F AL YITMFPS Y 
QLIYGVLAVIPILFVWVYWTCV 
TVEGEVTGEIGAGLLVLLGVEK 
DDDEQKANRLCERVLGYRIFSD 
AEG\KMNLNVQQAGGSVLVVS 
QFTLAADTERGMRPSFSKGVID 
DI G FNTEI SQTRFHQ A SHLFKRK 
G 1 Y RLHF ARRRCQQI ORRQRRR 
RFMQRTAVAITHQQRMKQGIL 
RLWRNWLLWLLILLLRRNRLL 
RLLILLLWRNRLLRLLILWLRR 
NRLLWLLILRLRRNWLLRLLIL 
LLRCN RLLRLLY RFNN WRKQR 
FVWTIIQQRFHWRK.FKIIQRERI 
RPSRLFAG1TLLLSLRKLTSQFS 
LCRSICIFCVYGHIMLILFAIALL 
LCLGELTCQFILLHRIDFIIVVLI 


22543 


52911 


A 


22671 


377 


463 


QTISQTTVQSN*NSGLRISPKTA 
QLHGD 


22544 


52912 


A 


22672 


129 


615 


KARQKSCQPVTTDTQCRHTSSS 
IGKRLAFCQNLTQIHTESTMKP 
WILLLVMFISGVVMLLPVLGSF 
WNKDPFLDM IRETEQC WVQPP 
YKYCEKRCTKIMTCVRPNHTC 
CWTYCGNICLD/IRRAP*/HQC* 
TPRFYWPITTVG*RMTIWSKKS 
AAYFLLGTPTWL 


22545 


52913 


A 


22673 


3 


412 




22546 


52914 


A 


22674 


2 


390 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22547 


52915 


A 


22675 


180 


507 


CCGGRARSELCLLNLCIKGAD*I 

QAW*KFCQWPCERADGRGCRK 

AER\CPCPKGAYSL/YCRESVCC 

LPSFVNKNSSSLCVAHNWGRH 

CYLWTAADVKQFISSHMFPVE 

HL 


22548 


52916 


A 


22676 


5 


227 


GGGRARSELCLLNLCIKGAD*I 
QAW*KFCQWPCERADGRGS*F 
DRGAEVCNQTDWQSIRSSQGG 
RDQRFSTERA 


22549 


52917 


A 


22677 


567 


842 




22550 


52918 


A 


22678 


1 


1400 


MGWGQGPDVQLMNGHERSPS 

HSPREAKKSGSPLPTD1HCFSPQ 

SQPAMVITGVPTAPAGASAKM 

GLCATPITGACPLWLRGFRGWR 

CEDRCEQGTYGNDCHQRCQCQ 

NGATCDHVTGECRCPPGYTGA 

FCEDLCPPGKHG PQCEQRCPCQ 

NGGVCHHVTGECSCPSGWMLS 

FPGWRPI*FSKSL*MQGTVCGQ 

PCPEGRFGKNCSQECQCHNGGT 

CDAATGQCHCSPGYTGERAAV 

PDVRK\CQDECPVGTYGVLCAE 

TCQCVNGGKCYHVSGACLCEA 

GFAGERCEARLCPEGLYGIKCD 

KRCPCHLENTHRGDDREKAEF 

GHLLIALEVQYTE1SNCIEKSQE 

ASCYDIRMLKQPYGETNTEEEL 

AVNYVYSIYASK.EQIRYKHGRS 

FANGHVKELMEGPSRRIAGSGG 

EKYKRDEEKNTLLRGQNRGGR 

GKNPKKTKAWVKIQGQNKIE1S 

GVGADRKRFFREK 



2948 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22551 


52919 


A 


22679 




2210 


MEQKGEFKNDTLIYEFFHIVAK 

PHPLPIKSSTYTTFQSARVTRFF 

LDAEKECRCQEGQVEAALIAM 

GGTCQGTQRLSTAGESESATH 

MREPAVQCRRDSQCVSVLAGR 

RRFFQGAASPLHPASVALTQLH 

VRWASTATIGQVSGFPGKIRVS 

PTTNLGDSDYI FTASH WG LGHY 

GPAVHVHSQGG1DERGSNDSG 

RLYVTNPCGNVPSWTPNIDRLA 

EDGVK.LTQHISAASLCTPSRAA 

FLTGRYPVRSGMVSSIGYRVLQ 

WTGASGGLPTNETTFAKILKEK 

GYATGLIGKWHLGLNCESASD 

HCHHPLHHGFDHFYGMPFSLM 

GDCARWELSEKRVNLEQKLNF 

LFQVLALVALTLVAGKLTHLIP 

VSWMPVIWSALSAVLLLASSYF 

VGALIVHADCFLMRNHTITEQP 

MCFQRTTPLILQEVASFLKRNK 

HGPFLLFVSFLHVHIPLITMENF 

LGKSLHGLYGDNVEEMDWMV 

GRILDTLDVEGLSNSTLIYFTSD 

HGGSLENQLGNTQYGGWNG1Y 

KGGKGMGGWEGG1RVPGIFRW 

PGVLPAGRVIGEPTSLMDVFPT 

VVRLAGGEVPQDRVIDGQDLL 

PLLLGTAQHSDHEFLM H\YCER 

VLHAARWHQRDRGTMWKVHF 

VTPVFQPEGAGACYGRKVCPCF 

GEKVVHHDPPLLFDLSRDPSET 

H1LTPASEPVFYQVMERVQQAV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Srop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22552 


52920 


A 


22680 


185 


2091 


GSTERDNMLHLHHSCVCFRSW 
LPAMLAVLLSLAPSASSDISASR 
PNILLLMAVDDHGVGDIGCYGN 
NTMRTPNIDRLAEDGVKLTQHI 
S AASLCTPSRA AFLTG RYPVRS 
GMVSSIGYRVLQWTGASAGFT 
TN\ETTFAKILKEKGYATGLIGK 
WHLGLNCESASDHCHHPLHHG 
FEHFYGMPFSLMGDCARWELS 
EKRVNLEQKLNFLFQVLALVA 
LTLVAGKLTHL1PVSWMPVIWS 
ALSAVLLLASSYFVGALIVHAD 
CFLMRNHTITEQPMCFQRTTPLI 
LQEVASFLKRNKHGPFLLFVSF 
LHVHIPL1TMENFLGKSLHGLY 
GDN VEEM D WM VGRILDTLDV 
EGLSNSTLIYFTSDHGGSLENQL 
GNTQYGGWNGIYKGGKGMGG 
WEGGIRVPG1FRWPGVLPAGRV 
IGEPTSLMDVFPTVVRLAGGEV 
PQDRV1DGQDLLPLLLGTAQHS 
DHEFLMHYCERFL\HAARWHQ 
RDRGTMWESPTL*PPCVSSQEG 
AGACVYGRKWCPCFGEKWVHH 
DP\PLL\FDLSRDPSETHILTPASE 
PVFY\QVMER\VQQAVWEHQR 
TLSPVPMQLDRLGNIWRPWMQ 
PCCGPFPLCWCLREDDPQINVC 
SEKLEPRFLNFVTQIETNQLAM 


22553 


52921 


A 


22681 


209 


392 




22554 


52922 


A 


22682 




513 




22555 


52923 


A 


22683 




613 




22556 


52924 


A 


22684 


1 


2115 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22557 


52925 


A 


22685 


53 


1966 


VGQPRGLRTLEKLTASVAGGA 

ANFFGDIERDLGPRDTSRGIRG 

GNLGDRGCSSAEMAYASWQR 

WSPVE WA RWMWTAVTSSG DS 

SLLVLQGDSGKRSSDSEEAFET 

PESTTPVKAPPAPPPPPPEV 1 PEP 

EVSTQPPPEEPGWGSETVPVPD 

GPRSDSVEGSPFRTQAHSFSGVF 

DEDQPIASTGTDILDFDNIELVD 

TFQTLEPRASDAKNQEGKVNT 

RRKSTDSVPISKSTLSRSLSLQA 

SDFDGASSSGNPEAVALAPDAY 

STESAKRVVPPASGGGRVQNSP 

PVGRKTLPLTTAPEAGEVTPSD 

SGGQEDSPAKGLSVRLEFDYSE 

DKSSWDNQQENPPPTKKIGKKP 

V A KMPL RRPKMKKTPEKLDNT 

PA SPPRSPA EPN DIPI AKGTYTF 

DIDKWDDPNFNPFSSTSKMQES 

PKLPQQSYNFDPDTCDESVDPF 

KTSSKTPSSPSKSPASFEIPASA 

MEANAV\DGDGLNKPAKKKKT 

PLKTMVEDVMSVCSLFDTFRV 

K K SPKRSPLSDPPSQDPTP A ATP 

ETPPVISAVVHATDEEKLAVTN 

QKWTCMTVDLEADKQDYPQPS 

DLSTFVNETKFSSPTEELDYRNF 

YEIEYMEK1GSSLPQDDDAPKK 

QALYLMFDTSQESPVKSSTVR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22558 


52926 


A 


22686 


662 


2927 


HLRRK.RNLPRREGLSPALLEET 

PLEPAVGPKAACPLDSESAEGV 

VPPASGGKRCLFTTAPEAGEVT 

PSDSGGQEDSPAKGLSVRLEFD 

YSEDKSSWDNQQENPPPTKKIG 

KKPVAKMPLRRPKMKKTPEK.L 

DNTPASPPRSPAEPNDIP1AKGT 

YTFDIDKWDDPNFNPFSSTSKM 

QESPKLPQQSYNFDPDTCDESV 

DPFKTSSKTPSSPSKSPASFEIPA 

SAMEANGVDGDGLNKPAKKK 

KTPLKTDTFRVKKSPKRSPLSD 

PPSQDPTPAATPETPPVISAVVH 

ATDEEKLAVTNQKWTCMTVD 

LEADKQDYPQPSDLSTFVNETK 

FSSPTEELDYRNSYEIEYMEKIG 

SSLPQDDDAPKKQALYLMFDT 

SQESPVKSSPVRMSESPTPCSGS\ 

SFEETG SPLRNTAA\KNQ\HPVP 

TRDWAP*PRSSHLAGCQRKSSQ 

E/VELGGPWG LGH PFQEGDLKF 

TASPRGSFASADALLSRLAHPV 

FSL/CGALDYL\EPNFRQKRNPP 

LFAQKLQREA\VHPTDVSI\SKT 

ALYSRIRTTEVEKPAGLLFQQP 

DL\DSALQIARAEII\TKEREVSE 

WKDKYEESR\REVMEMRK1\LA 

EYEK. riAQMlEDEQREKSVS\HQ 

TVQQLVLEKEQA\LADLNSVEK 

\SLADLFRRY EKMKE VLESFRK 

NEEVLKRCAQEYLSRVKKEEQ 

RYQA\LKVHA\EEKLDRANAE\I 


22559 


52927 


A 


22687 


374 


1268 


AETNMVWYDWMRPSHAQLHS 

DYMQPLTEAKAKSKNKVRGV 

QQLIQRLRLIKSPAEIERMQIAG 

KLTSQAFIETMFTSKAPVEEAFL 

Y AKFEFEC RARG ADIL A YPP V V 

AGGNRSNTLHYVK.NNQLIKDG 

EMVLLDGGCESSCYVSDITRTW 

PVNGRFTAPQAELYEAVLE1QR 

DCLALCFPGTSLENIYSMMLTLI 

GQKLKDLGIMKNTQGK*CL/RR 

LLE/QYCPHHVGHYLGMDVHD 

TPDMPRSLPLQPGMVITIEPGIYI 

PEDDKDAPEKFRGLGVRIEDDV 

VVTQDSPL1LSADCP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22560 


52928 


A 


22688 


329 


1389 


RIWKTQMMRMKKMMMMMM 

MMMRTTLFFQQESQEAIFFPFD 

LFPMCPFGCQCYSRVVHCSDLG 

LTSVPTNIPFDTRMLDLQNNKI 

KEIKENDFKGLTSLYGLILNNN 

KLTKIHPKAFLTTKKLRRLYLS 

HNQLSEIPLNLPKSLAELRJHEN 

KV KKIQKDTFKGMN ALH V L EM 

SANPL**/SMGIEPGAF*RG*RCS 

/YIRIAEAKLTSVVPKGLVPPTLLE 

LHLDYNKISTVELEDFKRYKEL 

QRLGLGNN K.ITDIENGSLANIPR 

VR\EIHLGNIK.LKKIPSGLPELKY 

LQIIFLHSN SI ARVG VNDFC PTV 

PKMKKSLYSAISLFNNPVKYWE 

MQPATFRCVLSRMSVQLGNFG 


22561 


52929 


A 


22689 


1 


4608 




22562 


52930 


A 


22690 


1 


465 




22563 


52931 


A 


22691 




1542 




22564 


52932 


A 


22692 




4226 


EAVLCSSRGRPDSSMPDCCRNA 

ALEARSCQSMTSLFSNTVSPTQ 

DGTSSLPRRQSSFAKPPLRALY 

DLLIAPMEGGVVESTEPLGTSR 

SGFASGTALFWLG DNGKA ASP 

PGVSVSSLENEDDNTQCNRLEQ 

GYREAAVPDWTQDLALCLLPT 

LQSLKARTAPHLC VPSSC Y KA 

WYTLAV SKVSGMVEGKAW1IL 

LLLAASTHALLQRPQEGD1TPL 

AGSRAAAVSCQARPFSTFSGLM 

HSSGPVGRHRQL1LVLE 


22565 


52933 


A 


22693 


2 


4197 


ALDFPGRRFRPTASFIWASVLFE 
TIRHEAEVSTDYKLSLFDLQTSS 
YQALQRVLVSLGHHDEALAVA 
ERGRTRAFADLLVERQTGQQD 
SDPYSPVTIDQILEMVNGQRGL 
VLYYSLAAGYLYSWLLAPGAG 
IVKFHEHYLGENTVENSSDFQA 
SSSVTLPTATGSALEQHIASVRE 
A LG VESHYSRACA SS ETESE AG 
DIMDQQFEEMNNKLNSVTDPT 
GFLRMVRRNNLFNRSCQSMTS 
LFSNTVSPTQDGTSS 


22566 


52934 


A 


22694 


1 


618 




22567 


52935 


A 


22695 


1 


3528 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22568 


52936 


A 


22696 


85 


1193 


RPIEGQLGTCHPGSEPRTIRWRA 

PG KGLRL YTH PPTSDI AGRTG A 

AASFPAPLHLPREPRAGVDGTD 

AERILYPRRAAPAASGVGSRPA 

GEAVRADEAGAAGLGGFQSER 

NRSWGGESLGSRQPQKMPAFN 

RLFPLASLVLIY*VSVCFPVWGE 

WPLENGGRARANPMKLRCISC 

MKREEVEATTVVEWFYRPEGG 

KDFLIYEYRNGHQEVESPFQGR 

LQWNGSKDLQDVS1TVLNVTL 

NDSGLYTCNVSREFEFEAHRPF 

VKTTRLIPLRVTEEAGEDFTSV 

VSEIMMYILLVFLTLWLLIEMIY 

CYRQVSKAEEAAQENAPGNSL 

EGG SQGLQINSTQDGLVTGQQ 

DVGSHRAREHMPDFEEPPSAK 


22569 


52937 


A 


22697 


277 


527 


VRV S WE YFC APGPAG SPAGPG 
RGEEKQRLGLLIRDARSPAPPG 
PPVGSVRG/PK.PAPAGRVRAK.G 
RRA*GAACSLAAGAWVEPGI 



2954 



WO 01/075067 



PCT/US01/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SCQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22570 


52938 


A 


22698 


226 


2268 


SV KNYTKCH VRNEQICNKLTSC 
KSCSLNLNCQWDQRQQECQAL 
PAHLCGEGWSHIGDACLRVNSS 
RENYDNAKLYCYNLSGNLASL 
TTSKEVEFVLDE1QKYTQQKVS 
PWVGLRKINISYWGWEDMSPF 
TNTTLQWLPGEPNDSGFCAYLE 
RAAVAGLKANPCTSMANGLVC 
EKPVVSPNQNARPCKKPCSLRT 
SCS7MCTSNGMECMWCSSTKRC 
VDSNAYIISFPYGQCLEWQTAT 
CSPQNCSGLRTCGQCLEQPGCG 
WCNDPSNTGRGHCIEGSSRGPM 
KL1GMHHNEMVLDTNLCPKEK 
NYEWSFIQCPACQCNGHSTCIN 
NN VCEQCKN LTTGKQCQDCMP 
GYYGDPTNGGQCTACTCSGHA 
NICHLHTGKCFCTTKGIKGDQC 
QLCDSENRYVGNPLRGTCYYK. 
T\LIDYQFTF\SLLQEDDRHHTA1 
YFIVNPKQSNKNLHISINASNMF 
NLN1TWPC*STAGTISGEETYIV 
SKNN1LEYRJDSFSYEKFNFRSNP 
NITFYVYVSNFSWPIKIQTAFSQ 
HNTIMDLVQFFVTFFSCFLSLLL 
EAAVVWKIKQTCWASRRREQL 
LRERQQMASRPFASVDVALEV 
GAEQTEFLRGPLEGAPKPIA1EP 
C AGNRA A V LTVFLCLPRGSSG A 
PPPGQSGLAIASALID1SQQKAS 
DSKDKTSGVRNRKHLSTRQGT 


22571 


52939 


B 


22699 


252 


360 




22572 


52940 


A 


22700 


1 


84 




22573 


52941 


A 


22701 


1 


404 




22574 


52942 


A 


22702 


86 


292 


NPEMRCREFCLPSCRPELALE* 
G*SVRDVA*AQMCSVVWAGRP 
LGFAA* S*GSGHSCGRCSIWGE 
CWG 


22575 


52943 


A 


22703 


82 


379 


HTLQPFISMG SLTKMFK V I S EG P 
MD*RPHPKVRPMT*HSTPAPAN 
FMGHFFWKIMICTDRTEVATLV 
AGVVSGASVGGKSPPYRKWNS 
PEPDVKGPRVL 


22576 


52944 


A 


22704 


2 


382 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22577 


52945 


A 


22705 


1 

u 


479 


HMPSGETAPLRJVDTGTGTGTV 
\AYAPTE\LGLHEMHIKYMASHI 
LESPLRF Y VTTPT VPS V SA YG PG 
L V YG V AN/NTATFTI VTED AG E 
GGLDLAIEGPSKAEEPRPRLSRA 
PGVDGAGASPGLGEDTGPQAP 
GLQVLTERIPGPSAPTPEFLSVG 
VSAVC 


22578 


52946 


A 


22706 




590 




22579 


52947 


A 


22707 


171 


406 




22580 


52948 


A 


22708 


269 


2477 




22581 


52949 


B 


22709 


167 


7472 




22582 


52950 


A 


22710 




520 




22583 


52951 


A 


22711 


2218 


2472 




22584 


52952 


A 


22712 


722 


1555 


SRMWYEALNNTWGREDICVVD 
GWQSFRRQDYAFLQERGSGGD 
LWSSTLAQAMTLVESRHPRHQ 
ALSTQLLDAIMPYCGNTLRLGV 
TGTPGAGKSTFLEAFGMLLIRE 
GLKVAVIAVDPSSPVTGGS1LG 
DKTRMNDLARAEAAF1RPVPSS 
GHLGGASQRARELMLLCEAAG 
YDVVIVETVGVGQ\SETEVARM 
VDCF1SLQIAGGADDLQGIKKG 
LMEVADLIVINKDDGDNHTNV 
A I A RH M/YES ALH1 LRRPPMH R 
VPRNPKVNLLPGTAMANLLS 


22585 


52953 


B 


22713 


381 


425 




22586 


52954 


A 


22714 




1185 




22587 


52955 


A 


22715 




3009 




22588 


52956 


A 


22716 


22 


527 


YEGIVMKPL1IVNPADC1GC\RT 
CEWACVVAHPSEQELNADVFL 
PRLKVQRLDSISAPVMCHQCEN 
APCVGACPVGALTMGEQVVQT 
NSARCIGCQSCVSACPFGMITIQ 
SLPGDTRQQIVKCDLCEQR*EG 
PACVESCPTQALQLLIERELRRV 
RQQRIVVTGENPL 


22589 


52957 


A 


22717 


187 


325 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22590 


52958 


A 


22718 


1 


2240 


MRSDPDTSVNEIETKLSALLGS 

ETTGEILFDLLCANGPEWNRFV 

TLEM K YG RIML DT AKIIDEQD V 

PTH1LSKLTFTLRNHPEGVVMK 

NFEVLQPLQNSLSGLPLWVSER 

I LQQINQLTH YEP V IG1MGKTG A 

GKSSLCNALFAGEVSPVSDVAA 

CTRDPLRFRLQIGEHFMTIVDLP 

GVGESGVRDTEYAALYREQLP 

RLDLILWLIKADDRALATDEHF 

YRQVIGEAYRHKMLFVISQSDK 

AEPTSGGNILSTEQKQNISRKIC 

LLHELFQPVHPVCAVSVRLHPV 

VALLQQFRTDDERTHRYHYDS 

QHRLVDYTRTQYEEPLVESRYL 

YDPLGRRVAKRVWRRERDLTG 

WMSLSRKPQVTWYGWDGDRL 

TTIQNDRSRJQTIYQPGSFTPLIR 

VETATG ELAKTQRRSLADALQ 

QSGGEDGGSVVFPPVLVQMLD 

RLESEILADRVSEESRRWLASC 

GLTVEQMQNQMDPYTEGTTAW 

Y/AEYDEWGNLLNEENPHQLQ 

QLIRLPGQQ YDE ESG L Y YN RHR 

YYDPLQGRYITQDPIGLKGGW 

NFYQYPLNPISDIDPLGLSMWE 

VARQMNAIASKLPEGFHIGINFS 

ASH1ISPTFVDECLNFRDSFTRR 

DLNLVLEVTERDLLNVDESLVQ 

RLNILHENGFVIALDDFGTGYS 

GLSYLH DLH1DYIKIDHSFVGRV 

NADPESTR1LDCVLDLARKLSIS 



2957 



WO 01/075067 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22591 


52959 


A 


22719 




2301 


MALTSGVHTGEKPYKCAQCEE 
AFSRKSELIIHQIIHTGEKPYECT 
ECGKTFSRKSQLI1HQRTHTGEK 
PYKCTKCGKSFCQQSHLIGHQR 
IHTGEQPYLGLSVAERPKEYED 
DRALKMAAPCGNSSREQPCCFL 
NKASEDAERAKPPS*EPGRLRT 
P*VAQPH*VPHFMATWVRKHP 
VHDRQFRLHGQIRELNWDVVR 
PEQFTGVATNCSGITYPQGGWL 
CPAELTRNVLELAQQQGLQIYY 
QYQLQNLSRKDDCWLLNFAGD 
QQATHSVVVLANGHQISRFSQT 
STLPVYSVAGQVSHIPTTPELAE 
LKQVLCYDGYLTPQNPANQHH 
CIGASYHRGSEDTAYSEDDQQQ 
NRQRLIDCFPQAQWAKEVDVS 
DKEARCGVRCATRDHLPMVGN 
VPDYEATLVEYASLAEQKDEA 
VSAPVFDDLFMFAALGSRGLCS 
APLCAE1LAAQMSDEPIPMDAS 
TL A A LN PN RLWVRKLLKGKA V 
KAG 


22592 


52960 


A 


22720 


1021 


1734 




22593 


52961 


A 


22721 


1247 


2412 


RRSHHAANLD1R1RMPQTRQVT 
LPDPELHPDSTLSMWPD/NRIAR 
DAHYLYRYDRHGRLTEKTDLIP 
EGVIRTDDERTHRYHYDSQHRL 
VHYTRTQYEEPLVESRYLYDPL 
G RR V AKRV WRRERDLTG WMS 
LSRKPQVTWYGWDGDRLTTIQ 
NDRTR1QT1YQPGSFTPLIRVET 
ATGELAKTQRRSLADALQQSG 
GEDGGSVVFPPVLVQMLDRLE 
SE1LADRVSEESRRWLASCGLT 
VEQMQNQMDPVYTPARKIHLY 
HCDHRGLPLALISKEGTTEWCA 
EYDEWGNLLNEENPHQLQQLI 
RLPGQQYDEESGLYYNRHRYY 
DPLQGRYITQDPIGLKGGWNFY 
Q YPLNP VTNTDPLGLEV FPRPFP 
LPI PWPKSPAQQQQWYPTFCC 


22594 


52962 


A 


22722 


1 


4767 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54Q,217 


Nucleotide 
location of first 
codon lor peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22595 


52963 


A 


22723 


668 


1922 


YPHADSPECWLSSSSERGKSSV 
TADLSRPRRLRPIPTCHGKPIAC 
TTTKAKNAFRPIAGASATGRLA 
NSPIIILPNAAIRQEFGITLDPEEV 
FTFQGVKLYEYRYFPDCVRSRN 
EAGILVEQILSTLFSVGEHFSLK 
RAPFFK VPSLRS F Y AFGG LTTG 
VVRRNGNHGVNTPARKIHLYH 
CDHRGLPLALISKEGTTEWCAE 
YDEWGNLLNEENPHQLQQLIR 
LPGQQYDEESGLYYNRHRYYD 
PLQGRYITQDP1GLK\GGWNFY 
QYPLNPVQYIDSMGLASKYGH 
LNNGGYGARPNKPPTPDPSKLP 
DIAKQLRLPYPIDQASSAHNVF 
K.TFFRALSPYDYTLYCRKWVK 
PNLTCTPQDDSQYPGMDTKTA 
SDYLPQTN/WPVPSSIVSCTTGV 
VP*VVCQWVFAWPPD1SHRRTG 


22596 


52964 


A 


22724 


25 


510 


RJTDFGVK.KIIRVGSCGAVLPHV 
KLRDV/V 1/GMG AC/TDSKVNRI 
RFKGQAFGG1ADFAMGRTAVD 
PGKALG IN ARVGN LVSADLFYS 
PDGEMFDVMEKYGILGVEMEA 
AGIYGVAAEFGAKALTICTVSD 
HIRTHEQTTAAERQTTFNDMIKI 
ALESVLLGDKE 


22597 


52965 


A 


22725 


415 


759 


HRRRJVIDDTGIFRPRNTAQQLR 
QRP1AMSASGVVQI1LEGHWRT 
HSLRNGFHRGFRL*SSPKVGMQ 
HG SRQV DHRTQRALRFFRQPGI 
DFLRPVFTPRRQRLAATNHFSR 
FVEH 



2959 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22598 


52966 


A 


22726 


2 


2329 


GTLPGCGAMHTCPSGPATHLV 

RRRIVRLPACVVTRANVPTPSR 

PVNATIGAFHSG*MASQGRRLS 

AQYPWSPFQYAVARPVPTVPGR 

LVFTGTSKAPKISVMGPGMGIP 

SCSISAKELITDFGVKKI1RVGSC 

GAVLPHVKLRDVVIGMGACTD 

SKVTRIRFKDHAFAAIADFDMV 

RNAVDAAKALGIDARVGNLFS 

ADLFYSPDGEMFDVMEKYG1L 

GVEMEAAGIYGVAAEFGAKAL 

TICTVSDHIRTH EQTTAAESQTT 

FNDMIKIALESVLLGDKEEDRVI 

RFGKARATRYALLRPYRGIER1P 

VWRVDDTG KA HKFADIRLC WP 

QGSCLDVAKAREVIRGSQPLPA 

WCENWAQEVDARLTKEAQSA 

LRPVINLTGTVLHTNLGRALQA 

EAAVEAVAQAMRSPVTLEYDL 

DDAGRGHRDRALAQLLCRITG 

AEDACIVNKNAAAVLLMLAAT 

ASGKEVVVSRGELVEIGGAFRI 

PDVMRQAGCTLHEVGTTNRTH 

ANDYRQADFQFDDFVMAFTQN 

INGPTQNTRALHGGHKRPDFLP 

LLGAFHGAIDILAPGGLHGYSL 

PSSFFHALALSAAFPGK.RCKLS 

VHLPFWGLKDGGPLLTAPLGG 

ALVGIVGGVGGSNLTFPFHTNF 

LN VRF V 1 RR1 SHRHHHF YRJ A KL 

LMNGAQGSNMLIAAVAGVPHQ 

NGHFPFTVADRFAIVLSEGS1RV 


22599 


52967 


A 


22727 


1 


702 




22600 


52968 


A 


22728 


876 


1318 


RCHL AN A SPAAGSHAPSPDSLS/ 
K1R/QEVG/PPLP/PLLAPLIATPP 
RTSQPLSPLISSSSPSSPASPVGQ 
VSPFRETPVPPAMSPWPEDPRR 
ASPPDPSPSPSAASASERVVPSP 
LQFCAATPKHALPVPGRLPPCA 
SGHAMPCWRAKIK 



2960 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22601 


52969 


A 


22729 


485 


1455 


PVVQRARNASSCQPFSTSVWA1 

PSISATSVPMCGATHSILSPKKS 

TVSDRIGSMQISFFPLSRSAEK* 

ESPCSSDAFHA1FSVLSGLALHS 

TTTSLCSSTSGQLVCC* *TSLPPT 

TYGMIACAAPVE*SPRCPV*PPA 

SA1*RCNNVEALCSTPFERQP*E 

PAK\SMPDHKPHECVYVVGE*D 

PAPHPNSREQIHPAHECLAGFP 

VTQESLFAPLEIVPAYCCEPGRE 

PRSARSFPFAPRELT*VQLELGT 

GL*RETLDLVVSAGWA*ARRIS 

GA VTATPETG TLCQLDSGAECH 

YRETGVELP*RSPRPVGHGSSR 

HSRRWRT 


22602 


52970 


A 


22730 


814 


5001 


PENSSHRPKPIIPM1ASTL1NANQ 
N S V SP YKRTFTRLTALM 1 1 KKA 
AAQIHVGTSGNQYWRKLDFNS 
PGGSSPVENSDCSTNSRLSFSPE 
NILIQNQDIVREAAVQGDGQKQ 
RQPQATDLDSSGTHGSEMLPAT 
EVTVSGGFSVEETSCGDTGRSG 
GEALAVANDSTSTPQNANGLW 
KLKSTTPGGALPECFGTTDTTFS 
SAFCRKHGETQDTSQSSLPGTL 
HCYTGIREGGDDTEVESEAFSC 
SEGSEQQDAPD 


22603 


52971 


A 


22731 


34 


102 




22604 


52972 


A 


22732 


584 


893 


QKLLPNRMGHPVFVKSSQDPV 
LLSR1AWKDASTVTWVIEQDPV 
LRRRRRRTRRRRTRMRRRRGR* 
*/SKRRRMR/GRRGRR*CRRRRR 
RSSRSRPTRRQRNRNQV 


22605 


52973 


A 


22733 


2 


269 


IGKLYWFMPPSANLALRELGIV 
LFLSVVGLKSGLSWIGYGALIT 
AVPLITVGILARMLAKMNYLT 
MCGMLAGSMTDPPA* PRFQTN 
DREEQHDPQLPQREVGAWRHK 
PVQLAD 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22606 


52974 


A 


22734 


3 


958 


RCYSLLSRAPHPGIYISIAERV/*I 

RLNSANFTLNSLLPAEKKLAEE 

FAVSRMTIRKAIDLLVAWGLV 

VRRHGSGTYLVRKDVLHQTAS 

LTGLGEVLKRQG KT VTSQ V L IF 

EIMPA PPAI ASQLRJQINEQI YFS 

RRVRFV\EGIPLMLEDSYMPVK 

LFRNLSLQHL EG SKFE Y IEQECG 

ILIGGNYESLTPVLADRLLARQ 

MKVAEHTPLLRITSLSYSESGEF 

LNYSVMFRNATQIQGWRSHFR 

R\LHPKKSLTVPPERAPPVFGGL 

1 MRKNH SQR1 DSG VRERRRTAG 

WMK1ISKRQRRRIGHGTCQHPA 

HGQVIHFG 


22607 


52975 


A 


22735 


2 


285 


G DEMTTSTLQK A I DL VTKATEE 
DKAKN YEEALRLYQH PVEYFL 
HAUKYEAHSDKAKESIRAKCV 
QYLDRAEKLKDYLRSKEKHGK 
LCLKDRVT 


22608 


52976 


A 


22736 


545 


791 




22609 


52977 


A 


22737 


249 


1574 


NIIKAIDLVTKATEEDKAKNYE 

EALRLYQHAVEYFLHAIKYEA 

HSDKA KESI RAKC VQYLYRAE 

KLKDYLRSKEK.HGKKPVKENQ 

SEGKGSDSDSEGDNPEKKKLQE 

QLMGAVVMEKPVNIRWNDVAG 

LEGAKEALKEAV1LPIKFPHLFT 

GKJITPWRGALLFRPPGTAGNSN 

RPKAGAPKATNSTFFSVSS\SDV 

K SK RLG ETEKL V*NLF\EL ARQ 

HK\PS 1 1 FIDEVDSLCGSRNENES\ 

QAARRIQNGSSLVQIAGGLGIN 

NDGDSGFFGATNIP\WVLD\SAI 

R\RKV*KTKFYIPLPEKACPRPD 

VSRLHLGSTPHN\LRVATFHKL 

ARKTEGYSGADISIIVRDSLMQP 

VRKVQSATHFKKVCGPSRTNPS 

MMIDDLLTPCSPGDPRAMEMT 

WMDVPGDKLLEPVVCMSDML 

RSL ATTRPT VN ADDL LAKVKKF 

SEDFGQES 


22610 


52978 


A 


22738 


52 


567 




22611 


52979 


B 


22739 


1 


1293 




22612 


52980 j 


A 


22740 


443 


1027 




22613 


52981 


A 


22741 


2077 


2430 




22614 


52982 


A 


22742 


1 


504 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


.Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22615 


52983 


A 


22743 


3244 


3947 


RNEITPFRAMMIIRRMAHRFQT 
EE1KRISFIKRRVGNKDEINPGA 
RWRRFHDDGITFLRLLDAGLTI 
PSGKTIVHPLARQRRGLVKIQFL 
R* LL A KLTRQPLLPLQP VTA RL 
CLNPRLRRQRK1RMPAGTKWQ 
RLCPLIGDR*RHRQRSAVYALS 
VRHNPVHHILRKNGDMYSFPIT 
IGNNVWIESHVVINPGVTIGDNS 
VIGAGSIVTKD1PPNVVAAGVP 
CRVILE1NDRDK 


22616 


52984 


A 


22744 


742 


1158 




22617 


52985 


A 


22745 


439 


2882 


PDWQAFQSPPFPASLI1HPKPAK 
LPGWLCIVQWSLLAITRTPTPV 
RWAQQTTETVGLVVGDVSDPF 
FGAMVKAVEQVAYHTGNFLLI 
GNGYHNEQKERQAIEQLIRHRC 
AALVVHAKMIPDADLASLMKQ 
MPADKQCESIPDQNNQTGTQY 
PRGKEPKLLRRLMHMNRKVGP 
RGPRRMLLRYLDVEFLSVALA 

V VHLGPQGTCSRLFL VARA L V 
VAVSEMDK.SLSAQAQIYFASSN 
GPVPDLAYQVDFPRLEIGL*F\E 

Y VDTG AETTLV PG D V L Y VPAG 
GWNFPQWQAPATTFSVLFGKQ 
QLGF/SAVVQWDGKQYQNLAK 
QH VARRG PRIGS FLLQTLNEMQ 
MQPQEQQTARL1VASLLNHCR 
DLLGSQIQTASRSQALFEA1RDY 
IDERYASALTRESVAQAFYISPN 
YLSHLFQKTGA1GFNENLSHTR 
LGHA*TLLKGYDLKVK£VAHA 
CGFVDSNYFCRLFRKNTERSPS 
EYRRHRRLHDNRICQFK.TPTDN 
PENPDRYLTFRRIDKETSSLPKK 
VAPSCKRLSVSRSSPKPSIS1RRC 
MRLMLIEGRRSSFIHPDKDVDG 
FHPYNVGRLCQRAPRLRPCTPR 
GIVTLLERYNIDTFGLNAVVIGA 
SNIVGRPMSMELLLAGCTTTVT 
HRFTKNLRHHVENADLLIVAV 
GKPGFIPGDWIKEGAIVMMSGI 
NRGVATDASCFPLVPFANRVSG 


22618 


52986 


A 


22746 


2 


126 




22619 


52987 


A 


22747 


1 


465 




22620 


52988 


C 


22748 


78 


308 





2963 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22621 


52989 


A 


22749 


1 


2797 


MEHPPVLAVQRVALPSRSSEPE 
LFLNPPTDEETEAHRGMYLDQ 
GPRTKDWIPVAPGVREPSPLGP 
GPSSLWLLVVGGTVEEGSRKH 
RPTCKKDFTKSKT V DQ APTLC A 
RHQMLNIQFLISDRDPQCNLHC 
SRTQPKPICASDGRSYESMCEY 
QRAKCRDPTLGVVHRGRCKDA 
GQSKCRLERAQALEQAKKPQE 
AVFVPECGEDGSFTQNTSCIHSS 
VYQIGENSSLTFLEKREESGHL 
QRDWFPLWFPRKARVI 


22622 


52990 


A 


22750 




5295 


MNLNQEEIPDLPEKEFRRLVIKL 
1REGLEKGKAQCKEIQKMIQEV 
KREIFQEIESLKKKPPKIQKTLDI 
LLKMQNALESLSDRTEQAEEIN 
SELEDKVFKLTQSNKDKEKITR 
KYEQSLQEVWSYVKRPNLRIIG 
VPEEEENTKSLENILGGIIEENFP 
SFARDLDIQIPEAQRTTGKL1AK 
RSLLRH1VFRLSKVKMK.ERILR 
AVRQKHQATVSQKNKAGGITL 
PDFKLYYKATVSQKNKAGG1TL 
PDFKLYYK 


22623 


52991 


A 


22751 


1 


891 


GSPFEVMPRDDVFFIVDVKI*DI 
GVYSCTAQNSAGSISANATLTV 
LETPSFLRPLLDRTVTKGETAV 
LQCIAGGSPPPKLNWTKDDSPL 
VVTERHFFAAGNQLL11GDSDV 
SDAGKYTCEMSNTLGTERGNV 
RLSV1PTPTCDSPQMTVL/HLLD 
DDGWGHCGLYVIIAVVCCVVG 
TSLVWVVIIYHTRRRNEDCSITN 
TDETNLPAD1PSYLSSQGTLADR 
QDGYVSSESGSHHQFVTSSGAG 
FFLPQHDSSGTCHIDNSSEADVE 
AATDLFLCPFLGSTGPYVFEGK 
CVWAQNPF 


22624 


52992 


A 


22752 


1 


2947 


MSAPSLRARAAGLGLLLCAVL 
GRAGRSDSGGRGELGQPSGVA 
AERPCPTTCRCLGDLLDCSRKR 
LARLPEPLPSWVARLDLSHNRL 
SFIKASSMSHLQSLREVAGNRFV 
EILPEHLKEFQSLETLDLSSNMS 
ELQTAFPALQLKYLELNRNKIK 
NVDGLTFQGLGALKSLKMQRN 
GVTKLMDGAFWGLSNME1LQL 
DHNNLTEITKG WL YGLLM LQE 
LHLSQNAINRISPDAWEFCQKL 
SELDLTFNHLSRLDD 


22625 


52993 


A 


22753 


2 


417 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22626 


52994 


A 


22754 


1 


262 


VLDIGS/SLTVPDEFSKQE/RAD 
GMWWKQLVAGAVAGAVS/RT 
GTAPLDRLKVFMQIKRAILGQQ 
ETLMCRSASWLAPWLVPQPNH 
HLPYG 


22627 


52995 


A 


22755 


1 


762 




22628 


52996 


A 


22756 


1 


1527 


RLAAAGADPAGSRGGRGSREA 

PTEAARCRASPPPRAGAMRGSP 

G D A ERRQRWGRLFEELDSNKD 

GRVDVHELRQGLARLGGGNPD 

PGAQQGISSEGDADPNGGLDLE 

EFSRYLQEREQRLLLMFHSLDR 

NQDGHIDVSEIQQSFRALGISIL 

LEQAEKNFAQA/VDRDGTMTID 

WQEWRDHFLLHSLENVEDVLY 

FWKHSTVLDIGECLTVPDEFSK 

QEKLTGMWWKQLAAGAVAG 

AVSRTGTVPLDRLKVFMQVHA 

SKTNRLNILGGL*SMVLEGGIRS 

LWRGNGINVLKIAPESAIKFMA 

YEQIKRAIPG\E*ETLPVLERFVA 

GSLAGATAQTII\YPMEVLKTRL 

TLRRTGQYKGLAGLRRGGILER 

EGPRAFYRGYLPNVLGIIPYAGI 

DLAVYETLKNWWLQQYSHDS 

ADPG ILVLLACGTISSTCGQIAS 

YPL AL VRTRMQAQA S I EGG PK.L 

SMLGLLRHILSQEGMRGLYRG1 

APNFMKVIPAVSISYVVYENM1C 



2965 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22629 


52997 


A 


22757 


1 


2127 


MDQSGLLALRAAVGAVVGSTL 

AVDIGILVKDWHPRPLGGKHC 

QLLGAFRCRQHRRGKEERRGE 

TKEKKGERENERGKRRRIEGER 

DKYVKENEKQTCVQKERHSCT 

GNSPNHMATVQAERGALDSHG 

GWHPWDYCAVQQGRYHQLLL 

TKEEIEVQRSKKMCLLQAFLIC 

CQKSHFLGPGCTRSMVPASASG 

ESLKLLPLMVEDEGEPVTERE\R 

KREGERERGRERERRRRRKRK 

RRRKRRRKRRRRRRRRG * EFLS 

LG*NERGKRRRJEGERDKYVKE 

NEKQTCVQKERHSCTGNSPNH 

MATVQAERGALDSHGGWHPW 

DYCAVQQGRYHQLLLTKEEIE 

VQRSKKMCLLQAFLICCQKSHF 

LGPGCTRSMVPASASGESLKLL 

PLMVEDEGEPVTEREQEEGGGE 

RERERERKKEKEKEK.EKEKEEK 

EKEKEK.EEERJRVPLPRVELRLT 

NIAAKQVGNTILDVAAPADHPS 

ESSCVYVRFVIKIPVAASFRFKK 

SYVTNNVESCEDGIHYFWKSH 

MHSENSCSCKLPCPPHLPAAER 

LGDALEPLLPTMRRQRQCQNT 

GDCDGRRQIGTRETEMHRDTSL 

VAVKTQVDTSREGMGEVEPNS 

CFWRDTHMASGVGAAFEELPH 

DGTCDECEPDEAPGAEEVCREC 

GFCYCRRHAEAHRQKFLSHHL 

AEYVHGSQAWTPPADGEGAGK 


22630 


52998 


A 


22758 


348 


881 


WRQPRWPHHQACLWQRAGSS 
YSQHKDPHFTSFSTPRAVQNFD 
GFPCPFLRETTTLVLIPSVPLTDP 
GSFYRAWSFQCGPRSPRPLLGR 
TLSQKFLLRLRG RPRRPYMSTL 
TPF* STRIFERAFCQ VMGAESGG 
RIEKTTLCKRSLGPLMEPRV 


22631 


52999 


A 


22759 


1 


347 


MVPASASGESLKLLPLMVEDER 

EPVTERE/REKGRGREREGERE 

KEREGERERERERGERKGERER 

RRG*QPPFHNRFSEGQGRSFLCS 

RRPRVSRRGHTSRGPARVKAAE 

RRGLG 


22632 


53000 


A 


22760 


145 


258 


PENGLIGLS*KIVLSLNIPVNEN 
DMKVDEVLYEDSSTA 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of iirst 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22633 


53001 


A 


22761 


1 


1479 


MALKEIFCPVRETETCTINCGTR 

ISPSILHVGLPYPSTPNVKPERE 

GCGGGVSGNSKQPGALETAESI 

GKKEGRREEGSRPESASSLSLLL 

SLAYDVDKSAQ1CTR1HSSVPLE 

AVYPGYIHQSIINQADLSALAPY 

DPCVCQIHKYHGAYNCLQYSV 

QNTLYSPTTEQYKRCQAPWVL 

PAIFT1PASGAAASAVPVRAQA 

QGGQAAGQRRRLATAPLTGEG 

EPDHGDRTRAGSQGPEARPRIH 

LGAARGGDRTRGRPGRRGRDW 

TRLGREMAAAAVSSAKRSLRG 

ELK.QRLRAMSAEERLRQSRVLS 

QKYVI AHSEYQKSKRI SIFLSMQ 

DEI ETEEI I KD\ICQRGK\ICF I PP V 

RFSRA1TMDMVRIGSP\EGNFFN 

FPKTSWEYSLRLGEGVDVREEG 

LVPPGGL/E1L1LPCPQALGLDQ 

NHGQPRLG\RGQGAYL*CLS*K 

RLFCSHSGKLKPPTPPGGWLFK 

EQICPPRSPVNENDMKWDEVL 


22634 


53002 


A 


22762 




813 




22635 


53003 


A 


22763 




368 




22636 


53004 


A 


22764 


327 


4281 


SASASRCDPGSGSRREREEELQ 
WRRRRRRRRRRRRRRRQRQRA 
AAPAAPAGGIEAVNMASASYH1 
SNLLEKMTSSDKDFRFMATND 
LMTELQKDSIKLDDDSERKVV 
KMILKLLEDKNGEVQNLAVKC 
LGPLVSKVKEYQVETIVDTLCT 
NMLSDKEQLRDISS1GLKTVIGE 
LPPASSGSALAANVCK.KITGRL 
TSA1AKQEDVSVQLEALD1MAD 
MLSRQGGLLVNFHPS1LTCLLP 
QLTSPRLAVRKRTIIA 


22637 


53005 


A 


22765 


2 


271 




22638 


53006 


A 


22766 


299 


451 


IVALFRSLVRHLRGTMAMESTA 
TAAVAAEL/VSADKIEDAPAPST 
SADKVES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


22639 


53007 


A 


22767 


1 


1122 


MATESTATAAIAAELVSANKIE 

DVPAPSTSADKVERIENGVLGN 

TLDGVHVEEEEGEKTEDESLVE 

NNDSIDEEARKELREQVYDSM 

GEKEEAKKTEDKSFAKPETDKE 

QDCEMEK.GGREDMDISESAEEP 

QEKVDLTLGWLTEISEGAKGG 

GAPEGPNEAEVTSGKPEQEVPD 

VEEEKSVSETDVQKECREKGG 

WEKHREVIVSIEEKPKEVSEEQP 

VVILEKQGTAVEVAAESLDPTV 

KPVDVGGDEPEEK/GTVPGSLR 

PSPCRDPLPAGLGLWVQLSV** 

GSGTVQQ1Y*SH*EENGCTKRA 

GEGG*RIVC*IQERN*GTEGTAT 

RNYRKDRRCKGVSDYWECS*T 

GSESYSGGELYFRFHS*WRRLF 


22640 


53008 


A 


22768 


223 


339 




22641 


53009 


B 


22769 


341 


496 




22642 


53010 


A 


22770 


12 


1099 


VSGVPNCLFFSQALFRSLVRHL 
RGTMAMESTATAAVAAELVSA 
DKIEDVPAP\STS\ADKVESLDV 
DSEAKKLLGLGQK\HLVMGDIP 
A A VN A FQE A A SLLGKK YG ETA 
NECGEAFFFYGXKSLLELARME 
NGVLGNA\LEGVHVEEEEGEKT 
EDESLVENNDNI/D*N*RLGRG* 
*RK**D*RNAK.*FSP*KQVSSRK 
*GGGDWEPRACLGYAGFSKDH 
F*KARNKRSTALCCPGTS*TRRS 
*C*I*\KLCASC\GGVPVLP*PTGP 
VPGSPRPSPCRDPLPAGLGLWV 
QLSV**GSGTVQQIY*SH*EQNG 
CTKRAGEGG*RIVC*IQERN*GT 
KGTATRN*REDRRCKGVSA*W 
ECS*TGSESYS 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22643 


5301 1 


A 


22771 


11 


2485 


VSGVPNCLFFSQALFRSLVRHL 

RGTMAMESTATAAVAADVVS 

ADKIEDVPAPSTSADKVESLDV 

DSEAKKLLGLGQKHLVMGGIP 

AAV\NAFQGAA\SLL\GKKYGET 

ANE\CGEAFFFYG\KSLLELARM 

ENGVLGNALEGVHVEEEEG\EK 

TEDESLVENNDNUDEEAREELR 

EQVYDAMGEKEEAKKTEDKSL 

AKPETDKEQDSEMEKGGREDM 

DISKSAEEPQEKVDLTLDWLTE 

TSEEAKGGAAPEGPNEAEVTSG 

KPGQAEVPDAEEEKSVSGTDVQ 

EECREKGGQEKQGEV1VSIEEK 

PKEVSEEQPVVTLEKQGTAVEV 

EAESLDPTVKPVDVGGDEPEEK 

VVTSENEAGKAVLEQLVGQEV 

PPAEESPEVQTEAAEASAVEAG 

SEVSEKPGQEAPVLPKDGAVN 

GPSVVGDQTPIEPQTSIERLTET 

KDGSGLEEKVRAKLVPSQEETK 

LSVEESEAAGDGVDTKVAQGA 

TEKSPEDKVQI A AN EETQEREE 

QMKEGEETEGSEEDDKENDKT 

EEMPNDSVLENKSLQENEEEEI 

GNLELAWDMLDLAKIIFKRQET 

KEAQLYAAQAHLKLGEVSVES 

ENYVQAVEEFQSCLNLQEQYL 

EAHDRLLAETHYQLGLAYGYN 

SQYDEAVAQFSKSIEVIENRMA 

VLNEQVKEAEGSSAEYKKEIEE 

LKELLP\EIREKI EN AKE\SQR\SG 


22644 


53012 


A 


22772 


52 


161 


FQNPTGLY/CDTEYN\RLQKQQ 
TEKTKQKKTQFHPICN 


22645 


53013 


A 


22773 


3 


115 


FFQNPTGLY/CDTEYNXRLQKQQ 
TEKTKQKKTQFHPICN 


22646 


53014 


A 


22774 


229 


358 




22647 


53015 


A 


22775 


257 


386 




22648 


53016 


A 


22776 


259 


294 




22649 


53017 


A 


22777 


217 


398 


KAWWNLLRKSEPKSCGS*GGL 
STSRERLVECSSPLGLGYCG* *L 
CHLQEPHYGSLHRMSS 


22650 


53018 


A 


22778 


1 


3386 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22651 


53019 


A 


22779 


391 


2100 


srrtagvrldilckdpimwvsa 

dghsyqpqypkakratefhff 

nfkallaraavgaargihihrc 

gltkrpdarrrrvagaqgrep 

aislpgdraagaratrtrgpgp 

apkmpaiavlaaaaaaywcfl 

qvesrhldal aggag pnhgynf 

l\dndq\wlstvsqydrdky\w 

nrfrdeveddyfrnwynpnkpf 

dqal\dpskdpclkvkcsphkv\ 

cvtq\dyqtal\cvsrkhllpr 

qkewgtwaqkh wgldl* il v 

k:\ckpcsrgrssamglagsdgp 

lltafqvanlefhacstgqk/s 

fatlcdg\pcpcssqsleppkhk 

grkgvpctdkelrnlasrlkd 

wfgalhedanrvikptssntaq 

grfdts1lpickdslgwmfnkl 

dmnydllldpseinaiyldkye 

pcikplfnscdsfkdgkpflnne 

wcllpsqnpgglp/caqnemnr 

iq\klskgksllgafiprcneeg 

YYKATQCHGSTGQCWCVDKY 
GNELAGSRKQGAVSCEEEQETS 
G DFG SGGSV VLLDDLE YERELG 
PKDKEGKLRVHTRAVTEDDED 
EDDDKEDEVGYIW 


22652 


53020 


A 


22780 


2 


441 


HGVQGAGCGEVAAVS1ELGAG 
GPVWRAAPRACSRLQLLRGFG 
LEGQWFGESCCRRGAS*EGSTR 
*PPPRRQPWPEWVMSWVPPET 
REPAR1SPAPAKQN*PPPAPKSP 
AAPA\PQAAVAATPSPPGEISEA 
WDSLESFSKPAFFSQ 


22653 


53021 


A 


22781 


3 


121 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22654 


53022 


A 


22782 


2 


1488 


FVNNMADGEEPEKKRRRIEELL 

AEKMAVDGGCGDTETWKDRA 

WNHVKK\FLERSGPFTHPDFEP\ 

STESLQFLLDTCK\VLVIGAGG\ 

LGCELLKNLALS\GFRQIHVID\ 

MDTI\DVSNS*IRQFLFRPKDIGR 

PKAEVAAEFLNDRV\PNCYNVV 

PH F\N K\IQDFN\DTF Y\RQFH I\I V 

CGTGTLSCARRWINGMLISLALN 

YERMVS*DPSSIVPLID\GGTEGF 

\KENARVIL\PG MTACIECTLEL 

YPPQVNFPMCT1ASMPRLPEHCI 

\EYVGMLQWPKEQPFGEG\VPL 

DGDDP\EHIQWIFQKSLERASQY 

NIRGVTYRLTQGVVKRIIPAVA 

STNAV1AAVCAT*/EVFKIATSA 

YIPL* I IT WVFND V\DGL YTYTFE 

GRKGK\ENCPAC\SQLPQNISVF 

LHQAKLQ\EVLG1ILTNSASLQN 

EILPAITATLGGEKIGTLYLQSV 

TSAEERNRANFFQTIERNWGLL 

DGPKTGRLLDVTTP\QTVLFQTS 

ILLLKGKSPT 


22655 


53023 


A 


22783 


1 


1719 




22656 


53024 


B 


22784 


199 


460 




22657 


53025 


A 


22785 


226 


1620 


NGSGLALATGNRDPGLCPLSAP 

SCPWR*KSAGASTQQAYSSQSQ 

/HPAYHRJTPTALTNFALRLYKEL 

AADAPGNIFFSPVSIS\TTLCLLC 

LG\AQANNSAL1LEGLGFNLTET 

PEADIHQGFRSLLHTLVLPSPKL 

ELKVGNSLFLDKRLKPRQHYFD 

SIKELYRAFAFSAHFTDSVTTGR 

Q1NDYL*RRTYWPGVDLPFRS/L 

A RDTFM VL AYNFILF S K A K V K A 

TLSSRVPDPKSRPVFLVDERTSF 

\QVPMMHQKEMHRFLYDQDLA 

CTVLQIEXYRGNALALLVLPDPG 

KMKQVEAALQPQTLRKWGQL 

LLPSLLDLHLPRFS1SGTYNLEDI 

LSPNWFSPTYTLNKITSLQSVG 

G*LNKSISKVSHKSMVDMNEK 

GDQRPGLLQASSPSPHL*/YTMS 

DPHAHFNRPFLLLLWEVTTQSL 

LFLGKVVNPVVWVTMVGGQE 

LSYLILDQTDRPEPACILGLLCG 


22658 


53026 


A 


22786 


64 


288 




22659 


53027 


A 


22787 


1 


1923 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


22660 


53028 


A 


22788 


309 


2286 


CAVCHISFQDTPVLVSSNVTMQ 
FGSKPLFENISVKFGGGNRYGLA 
IGANGSGKSTFMK1LGGDLEPT 
LGNGSLDPNER\IGKLRQ\DQFA 
FEEFTVLDTVIMGHKELWVKVK 
QERDRIYALPEMSEEDGYKVA 
DLEVKYGEMAGYSAEARAGEL 
LLGWGIPVEQHYGPMSEVAPG 
WKLRVLLAQALFADPD1LLLDE 
PTNMLDIDTIRWLEQVLNENNS 
T\M1IISHDRHFLNMVCTHMAD 
LDYGELRVYPGNYDEYMTAAT 
QARERLLADNAKKKAQIAELQ 
SFIDKIKLEEVKASSRQNPFIRFE 
QDKKLFRNALEVEGLTKGFDN 
GPLFKNLNLLLEVGEKLAVLGT 
NGVGKSTL\LKTLVGNLQPDSG 
TVKWSENARIGYYAQDHEYEF 
ENDLPVFEWMSQCKQ*GDDEQ 
AVRSIFGRLLFSQDVIKKPAKVL 
SAPFCKDSILEAIDAGIKLIITITE 
GIPTLDMLTVKVKLDEAGVRMI 
GPNCPGVITPGECKIGIQPGH1H 
KPGTGELN1TTGGIVKARDTQIA 
LNDKSKGDVRVDGQNSLLETF 
NMYVGTSGTGTLTLTNNGTLN 
VEGGEVYLGVFEPAVGTLNIGA 
AHGEAAADAGFITNATKVEFG 
LGEGVFVFNHTNNSDAGYQVD 
MLITGDDKDGKVIHDARHTVF 


22661 


53029 


A 


22789 




553 




22662 


53030 


A 


22790 


1633 


2207 


ILFFDKGMPAQTPSLQKRWEK 

M*LVLW*GDREGIKAI/ISEESW 

GARAPIFLLR/MMEDQGLYSIR 

MGGARGLPGKSLAL*GAGRGF 

YSGERTWTLSLPSGNCAPWQR 

GGWWYHACA\HSNLNGVWHH 

GGHYRSRYQDGVYWAEFRGG 

AYSLRKAAMPHLAPEAVTLCSF 

GPLGPRGHWSAGAPSCSGHTFF 


22663 


53031 


A 


22791 


34 


210 


AAADPLRHLRRGAF1KAGRHA 
G/PSLPVCLQ ATA\H * MDL ARL A 
LVLVVRTSASTKSSTRE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22664 


53032 


A 


22792 


397 


1168 


LLSRISKVSSKLPVRGGAGSLCT 

GDQRK\RRXFL\ETVELQISLKN 

YDPQEGQSAFSGHPSRL*V\PSP 

PLSSLVCVLGGPSKHL*RRLRP 

VGYPPTMD1EGA*KKLNQELKN 

LVKKAGPRKYDCVFWPQESLD 

SSKIPPNPSGPGFK*RAGKVPFP 

CLTFTNGKHGLAQSGIEVEVPTF/ 

LSFQMKKGVYVWAVAVWSRE 

R*QTNELVYNIHLACQLSWVSL 

LKEKNWQ\NVPGPYIIKSTMGQ 

SPSSH1LRH1R1NS1TS 


22665 


53033 


A 


22793 


1 


377 


SVSRVPTRSLRTSTWRLAQDQT 
QDTQLITVDEKLDITTLTGVPEE 
H 1 K.TRK V RJ F VPA RNN MQ SG VN 
NTKKWKMEFDTRERWENPLM 
GWAST\WSYDIEERKVPK.PKSK. 
SYGANFSWNKRTRVSTK 


22666 


53034 


A 


22794 


183 


368 




22667 


53035 


A 


22795 


3 


623 


ILAFACSKMAAVSMSVWLRQT 
LWRRRAVAVAAL\SVSRVPT/R 
RS LRTST WR\L AHVDQTQDTQLI 
TS * * KIG I SLTFN W PFPEEHIKNL 
EKSG1FVPCSPITCQSGVNNTK\ 
KWK\MEFDT\RER\WEN\PLMG\ 
W A STG LIPLS\NM V LN LPVLKE 
DA V S\F AEKYNG WE L WTLEERK\ 
VPKPKSQVFMGANFSXWNKRTR 
VSTK1GLALTISPA 


22668 


53036 


A 


22796 


1 


798 


MNK VN PTQQDKEDHPEL1 ITS 1 G 
DKRQLTLEAASGVCHRGTQTR 
VKEESKKFLISMSFRGGKPVHK 
VVERACVCTCLHHTSVPATHN 
TQRRHTTPTTRKNGRKRRGKK 
ERE KRKDRErlNTG RRTKRKKT 
RN1GGQRTQQKQKQSEDKARR 
EPGGGRKQGRGREDGTRQRRG 
GRTRNREEGAQRGRNGR/RGEG 
RRTEEETHMA*APDITATQQTE 
QQGHGTRQRDTTLRRHTAEDA 
QPSEHASADQAHTKKTE*SVSR 
TNGQYLLT 


22669 


53037 


B 


22797 


85 


322 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22670 


53038 


A 


22798 


165 


4733 


AATALLTHGQEEGQVEGQDED 
IPPITCVQNGLRYHDRDVWKPE 
PCRICVCDNGK.VLCDDVICDET 
KNCPGAEVPEGECCPVCPDGSR 
VTHRPKKPPGVEGPKGDTGPPR 
PKGTAPGPPGRDGIPGQPGLPGP 
PGPPGPPGPPGLGGKLLLPKLSY 
GYDEK.STGGISVPGPMGPSGPR 
GLPGPPGAPVSIQDVF1CLLGLW 
SFGGKTGMRAGEMLRDLLGPQ 
GFQGPPGEPGEPGASGPMGPRG 
PPGPPGKNGDDG 


22671 


53039 


C 


22799 


88 


392 




22672 


53040 


A 


22800 


37 


293 




22673 


53041 


A 


22801 


55 


1917 


GGGGVRRRRGTRRSEPGDSRSA 

MAP1GLKAVVGEK1MHDVIKK 

VKKKGEWKVLVVDQLSMRML 

SSCCKMTD1MTEG1TIVEDINKR 

REPLPSLEAVYLITPSEKSVHSLI 

SDFKDPPTAKYRAAHVFFTDSC 

PDALFNELVKSRAAKVIKTLTEI 

NIAFLPYESQVYSLDSADSFQSF 

YSPHKAQMKNPILERLAEQIAT 

LCAT\LKEYPA\VRYRGEYKDN 

ALLAQLIQDKLDAYKADDPTM 

GEGPDKARSQLLILDRGFDPSSP 

VLP*I*LFQGMSY*SCLPI\ENDV\ 

YKYETSGIGGGHGVKGGASGT 

EDDDLW\1ALR\HKHIAEV\SQ\E 

VTRSLKDFSSSKRMNTGEKTT 

MRDLSQMLKKMPQYQKELSK 

YSTHLULAEDCMKHYQGTVDK 

LCRVEQDLAMGTDAEGEKIKD 

PMRAIVPILLDANVSTYDKIRIIL 

LYIFLKNGITEENLNKLIQHAQI 

PPEDSEI1TNMAHLGVP1VTDST 

LRRRSKPERKERISEQTYQLSR 

WTPIIKDIMEDTIEDKLDNKXHY 

P\YISTRSSASFSTTAV\SARYGH 

WP*GTRPPGEYRSGP/RVFIIFHP 

LGGVSLNEMRCALRR*PRANG 

KWGGA**GSTH1LQPHRNLPGH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22674 


53042 


A 


22802 


46 


1931 


GGGGVRMLCGTRRSEPGDSRS 

AMAPIGLIAVVGEKIMHDVML 

NDLNMGEWKALLVDQLSMRM 

LSYCCLMTDIMTEGITIVEDINK 

RR* PLPSLEAVYL1TPSEKSVHS 

LISDFK.DPPTAKYRAAHVFFTD 

SCPDALFNELVKSRA AKVI KTL 

TEIN1AFLPYESRVYSLDSADSF 

QSF YSPHK AQMKNP1 LERL A EQ 

IATLCATLKEYPAVRYRGEYKD 

NALLAQLIQDKLDAYKADDPT 

MGEGPDKARSQLLILDRGFDPS 

SPVLHELTFQAMSYDLLPIEND 

VYKYETSGIGEARVKEVLLDED 

DDLWIALRHKHIAEVSQEVTRS 

LKDFSSSKRMNTGEKTTMRDL 

SQMLKKMPQYQKELSKYSTHL 

APCLRTCMKHYQGTVDKL\CR 

V\EQDLAMG\TDAEG\EKI\KDP 

MRA1VP1LLDANVQTY*QIRJILL 

YIFLKNGITEENLNKLIQHAQIP 

PEDSEIITNMAHLGVP1VTDSTL 

RRRSKPERKER] SEQTYQLSRW 

TPIIKDIMEDTIEDKLDTKHYPYI 

STRSSASFSTTAVSARYGHWHK 

NKAPG E YRSGPRL1 IF1LGG VSL 

NEMRCAYEVTQANGKWEVLIG 

STHILTPTK.FLMDLRHPDFRESS 

R V SFEDQAPTME 


22675 


53043 


A 


22803 


2 


51 




22676 


53044 


A 


22804 


236 


451 


LHLPLFLGAIRSGQYGLWNLFR 
VLGWTCSLGIYLGWRVS*NFG 
RGTKALKVLSTIS/E*RNHHCHP 
♦NNIFVY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22677 


53045 


A 


22805 


3 


1173 


GAGAPAAGQAGLTSTSAVRAR 
PVSPARQSQDPAASLSLHLSLPP 
APGAGCARWRRRGPQAAMAA 
GAGAGSAPRWLRALSEPLSAA 
QLRRLEEHRYSAAGVSLLEPPL 
QLYWTWLLQWIPLWMAPNSIT 
LLGLAVNVVTTLVLISYCLTAT 
EEAPYWTYLLCALGLFIYQPLD 
AIDGKQARRTNSCSPLGELFDH 
GCDSLSTVFMAVGASIAARLGT 
YPDWFFSRSFYLGCLVFYCVAH 
WQTYVS\GMLRFGKVDVTEIQI 
AL\VIVFVL\SAFG\GATM/WGD 
YT1PILEIKLKILPVLGFLGGV1FS 
CS\NYSHVILH\GGVGKNG\STIA 
GTSVLSPGTPH/MGLIIILVAIMIY 
*KVRQLMVF*KSIPCL*YPQCLG 
CVFVAKVSQK1SGSSHDQK 


22678 


53046 


A 


22806 


2 


1091 


CPGRRRRRRPGRSRARATALPT 
PGPRKRGGPAGRKRERPERCSS 
SSGGSSSSGDEDGLELDGAPGR 
GKRAAQPVAAGKVGGAAVVV 
AEPEHTKKHVKLETLLITTEGK 
LWSWGRNEKAQLGHGDTKRV 
EAPRLTEGLSHEVIVQTCARNH 
TLALTETGSVFAFGENKMGQL 
GLGN*TDAVPSPVQIMYNSLPIT 
KMA/CG YG WLG YTEQKDEM V 
PRLVKLFDFPGHGASQ1YAGYT 
CSFAVSEVGGLFFWGATNTSHE 
STMYPKAVQDLCSWRIWSLAC 
GKSS1IVAADESTISWGPSPTFG 
ELGYRDHKPKSSTAAQEVKTL 
HGIFSEPVAMGYSHSLVIARDE 
SETEKEKI KKLPE YSPQTL 



2976 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22679 


53047 


A 


22807 


1 


1409 


MSLGLASERLWAGLGLPALPL 

ADEGGECGETLFVWRSQKLEG 

SKCKGQLLIFGATNWDLIGRKE 

VPKQQAAYRNLGQNLWGPHR 

YGCLAGVRVRTVVSGSCAAHS 

LLITTEGKLWSWGRNEKGQLG 

HGDTKRVEAPRLIEGLSHEVIVS 

AACGRNHTLALTETGSVFAFGE 

NKMGQLGLGNQTDAVPSPAQI 

MYNGQPITKMACGAEFSMIMG 

LQRKPLFLWGALNMGQLGTQL 

RMGKFHSPGAQRIEYDCELVPR 

RVA1 FIEKTKDGQILPVPN VVVR 

DVACGANHTLVLDSQKRVFSW 

GFGGYGRLGHAEQKDEMVPRL 

VKLFDFPGRGASQ1/SCWL/HTC 

SLCCQ*NGWSVFLGGHQHLP*I 

YHVPQKQCRTSAAGESGTLAC 

GKSSIIVAADESTISWGPSPTFG 

ELGYGDHKPKSS TAAQEVKTL 

DG 1 FSEQVAMG YSHSLVIARDE 

SETEKEKIKKLPEYNPRTL 


22680 


53048 


C 


22808 


277 


518 




22681 


53049 


A 


22809 


2 


192 




22682 


53050 


A 


22810 


1 


2946 


MAEAGLRGWLLWALLLRLAQ 
SEPYTTIHQPGYCAFYDECGKN 
PELSGSLMTLSNVSCLSNTPAR 
K1TG DHL 1 LLQKICPRL YTGPNT 
QACCSAKQLVSLEASLSITKAL 
LTRCPACSDNFVNLHCHNTCSP 
NQSLFINVTRVAQLGAGQLPAV 
VAYEAFYQHSFAEQSYDSCSRV 
RVPAAATLAVGTMCGVYGSAL 
CNAQRWLNFQGDTGNGLAPLD 
ITFHLLEPGQAVGSGIQPLNEGV 
ARCNESQGDDVATCS 


22683 


53051 


A 


22811 


258 


362 




22684 


53052 


A 


22812 


1 


4038 


MAEAGLRGWLLWALLLRLAQ 
SEPYTTIHQPGYCAFYDECGKN 
PELSGSLMTLSNVSCLSNTPAR 
KITGDHLILLQKICPRL YTGPNT 
QACCSAKQLVSLEASLSITKAL 
LTRCPACSDNFVNLHCHNTCSP 
NQSLFINVTRVAQLGAGQLPAV 
VAYEAFYQHSFAEQSYDSCSRV 
RVPAAATLAVGTMCGVYGSAL 
CNAQRWLNFQGDTGNGLAPLD 
ITFHLLEPGQAVGSGIQPLNEGV 
ARCNESQGDDVATCS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22685 


53053 


A 


22813 


198 


380 


ASSESDSTPCR*MAYSWPPNSN 
SSHCIKELPLFMGKIPAAS*DGG 
PQGLAIFPPGVIVG1 


22686 


53054 


A 


22814 




154 




22687 


53055 


A 


22815 


35 


486 


PARRGRDEC*VLAPFRATRPPS 
RRTR* SKATYPTPSNDQTRTI RT 
SRERASMPRSAEPKRPTIPRLHP 
SPRGIVTVSS/RPRSHALPVSHIH 
SCHSRTAISDNQVPAFLQVYGE 
EVRKRAGEVTQAITGFPRYRLF 
FKMLRCH RS1QVTAST 


22688 


53056 


A 


22816 


212 


365 


RCRSGPAPRSAPGARPASPSPPA 
AGTCR*RPAGHCPAGAAGLLSL 
CPRCST 


22689 


53057 


A 


22817 


293 


618 


QQNPTNCLPPASR*SKT*RARST 
AGPTRPHLHHPAAPAPGSPACA 
GEGRLQR/HSPNPLYFNWKKQR 
F A AKPHFRRPQSSLN PQQWLLA 
GLLQEESSSLGTDTAPLHSLG 


22690 


53058 


A 


22818 




1129 


FCLDDLSSAINEHLSARGRRRRS 
IVKVSLHPAVIGLKSKFLKKPD 
QLRKLFMGGLSFETTDESLRSHF 
EQ\WGTLTDCVVMRDPNTKRS 
RG\FGFVTYATVEEVDAAMNA 
RPHKVD\GRVV\EPKRAVSREDS 
QRPGA\HLTV\KK.1FVGGIKEDT 
EEHHLRDYFEEI1LNSMGKLEV 
VEIH*LDR\GQWPRKRGFAFVT 
FDGHDSVDK1V1QKYHTVNG\H 
NCE V RKA LSKQEM A S A SS\SQR 
G\RVGSGNFWCGRT\NGFGGND 
NFG\RGGN FSWSV V AFGG\SRG 
GVWIWVAVGDGYNGFG\NDGS 
HFG\GGGSY\NDFGDFH\NQSSK 
FWTP*RGGNLGGQKLWPPMGG 
GG\QYFAKPTKPKVAYGRFPAA 
ASSYGKWPEDFN 


22691 


53059 


A 


22819 


1 


568 


MGKMSPGHVRDFHGSCHHNRP 
GGPGGKSGFMGQALGPG/GCV 
QPRDLVLCVSATPAMAERGQC 
GAQAVASEGGSPRPWQLPCGV 
EPADFRRYMETPGCPGRNL/PA 
GAGPL*RTSAGAVWKGNVRSE 
SP/PQSLYWGTASGAVRRGPPSS 
RNQNGRSTDSLHCMPGKDTQ\P 
NP*KQPGGRLHPAKPQGRSCP 


22692 


53060 


A 


22820 


232 


389 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22693 


53061 


A 


22821 




401 


VGVCEKRGAPG\PPLAPGPARG 
PVAAAVPP/GPGASPvARP*DAA 
AAAGGRGPPEQ*T*KAWGLHP 
GTGSL/RGHPAPM*PLLRAFPRS 
PLHPLPPPHPLPRRAA\SNPGTS 
KCRTAAGTRQWGGRQSQLQRC 
QCLR 


22694 


53062 


A 


22822 


1 


410 


MGKMSPGHVRDFHGRPSHHRP 
RGPGGKSGFVGKVQGPHAVCS 
LGTWCLVSQPLHP\G*KGPMYS 
SGWASEGGSPKPWQLPRGVEP 
MGAQKSRTEVWEPLPRFQKIY 
GNTWMPRIPMCCARDPGGAKG 
GCSNPSQRR 


22695 


53063 


A 


22823 


264 


979 


GPRHADPANFSARNLSRP* DAP 

GRVQDPRPQAPQLAPPGLGAPSR 

VRRPPPRRP V DRTLPG GPRPPA 

AAA\GPTGGRGS\PRAGGTAAA 

TGPRAGPGARGAAGSAPFLTDP 

N MVGRPPPPATTTPPG A AT APGP 

REEAPGKFRVSPPGPSGAGGPP 

TRASPTPTAAGGGGGDSEGEGP 

ILLVADAG\PDSARSPPGLPGCV 

LSAAPRSRRDPDAVGGLAASA 

AARRLNTTWKLPQLGASTL 


22696 


53064 


A 


22824 


271 


426 




22697 


53065 


A 


22825 


546 


1296 


KMVDCLANSEANTRRJS1VENC 

FGAAGQPLT1PGRVLIGEGVLT 

KL\CRKKPKARQFFLRNDIVV* 

GNIVIQKKKYIKQHI1PLENVT1D 

SIKDEGDLRNGWVIKTPTKSFVA 

VYAATATEKSEWMNHINKCVT 

DLLSKSGKTPSNEHAAVWVPD 

SEATVCMRCQKAKFTPVNRRH 

HCRKCGFVVCGPCSEKRFLLPS 

QSSKPVRICDFCYDLLSAGDMA 

TCQPARSDSYSQSLKSPLNDMS 

DDDDDDDMQ 


22698 


53066 


A 


22826 


1219 


2370 




22699 


53067 


A 


22827 


164 


601 


DRTN1MVGYHQTNQKTDTGKT 
PTRRPVLVDH\NRLPEGSRGRL 
AVAVAGDHPAAVQVTMTLVN 
DTGFDPVFSGSIAESWGQHSGT 
PSYC*DWEAATMLRAFPLAKK 
GETKDLRQFPNIDNAYMELGT 
N RADA VLHDTPN I L YFMQF 


22700 


53068 


A 


22828 


2 


91 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22701 


53069 


A 


22829 


1 


1188 


MGAEPSLLTSLGTLWSGERFQC 

MRAKIWERSRKGRRFSTDV1SP 

TKDSFAGPFQPISDTLVQHQRIY 

GLKVCVLPDPCKIRILKPNPQC 

VGKWEEEVAENEIQVFGGERF 

DINKYSKSPPPPTPQPLYLTAGF 

ASCRNHRKSEELREGKGESPGK 

SKPFHLQANFTVALVTTLQGDK 

HSQEAFIRPVAKAKTTCTYLSN 

VCEMKDFKR1NCPDPFHKMAP 

KAKKEA\PAPP\KAEAKAKGFK 

GPRRQVLK\GVHNHKKRKRKK 

ERSRTFTHLSRRPGRPLR1\RRQP 

\KYPSGRAAPRRNKLD\HYAIIK 

FPLT\TESA\MKK1EDNNTL\VFI\ 

VELLKATTKNQIKQGC*RSLYD 

I\D VG QG STPWI S A WMGEKKGI 

CSE>LAPDLPIAFGMFANKIWGFI 


22702 


53070 


A 


22830 


1413 


2197 


RVEWRWYNVLPCLDVHSGPVD 
RRSHVMTAAEKPPFCPAWGQA 
VSQQSCALEPRTGEEGGKGIQG 
PASGLFPTGEEISVVPNRWLDA 
SLSPVILGVQG\GSQCLSCGVGQ 
EPTLTLEVRLGASSLGTQPQML 
SLLKPGSPQPWCCGTP*QDSVD 
G SF AS SLRILAKALLCGPGFCPS 
LTLPSFCRKPVTIMEVLYLGAKE 
S\K SFTF Y RRDM G\LT\SSFESAA\ 
YPG WFLCTEPE\ADQPVRLTQL 
PENGGWNAPITDFYFQQ\CD 


22703 


53071 


A 


22831 


100 


177 


KRDHF*SRLQQVSRSVRWSSSA 
TDSR 


22704 


53072 


A 


22832 


610 


1080 




22705 


53073 


A 


22833 


1169 


1308 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"possible nucleotide 
deletion, \=possible nucleotide insertion) 


22706 


53074 


A 


22834 


I 


1889 


ACRRRAGTWTPPRPRGSGSRA 

MAGNCGARGALSAHTLLFDLP 

PALLGELCAVLDSCDGALGWR 

GLAERLSSSWLDVRHIEKYVDQ 

GKSGTRELLWSWAQKNKT1GD 

LLQVLQEMGHRRAIHLITNYGA 

VLSPSEKSYQEGGFPNILFKETA 

NVTVDNVLIPEHNEKGVLLKSS 

ISFQNIIE\GTRNFHKDFLIGERG 

E/IFGGYQEGKIQTLTYAVKLFK 

QEKKMQCKKHWKRFLSELEVL 

LLFHHPNILELAAYFTETVEKFC 

LIYPYMRNGTLFDRLQCVGDT 

APLPWHIR1 G I LIG I SKTIH YLHN 

VQPCSVICGSISSANILL\DDQFH 

PKLTDFSMAHFRSP\LEHQSCCI 

NMPSS\SRKHLWY\MPEEYIRQ 

GKLSJKTDVYSFGIVIMEVLTGC 

RVVLDDPKHIQLRDLLRELMEK 

RGLDSCLSFLDKKVPPCPRNFS 

AKLFCLAGRCAATRAKLRPSM 

DE\V*RALESTQASLYF\AGDPP 

TSLKA LRG P\SPLF\LEK VT\SI PV 

\EDDE\KPNNNLLPS* * KALRMK 

RWPQK\TPF\ECSQP\EVWFLSLE 

QKAREARENEEACNMPSSS\CE 

ESWFPKY\IVPS\QDLRPL*GK*K 

ILSSQA\SGHSC\RTKPVESSCSS 

KFSWDEYEQYKKE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hi st 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22707 


53075 


A 


22835 


1 


1560 


RWERGGKRFRAADPMSALRRS 

GYGPSDGPSYGRYYGPGGGDV 

PVHPPPPLYPLRPEPPQPPISWR 

VRGGGPAETTWLGEGGGGDG 

YYPSGGAWPEPGRAGGSHQEQ 

PPYPSYNSNYWNSTARSRAPYP 

STYPVRPE\LQGQSLNSYTNGA 

YGPT YPPG PG ANTA S Y SG A Y Y 

APGYTQTSYSTEVPSTYRSSGN 

SPTPVSRGIYPQQDCQTEAPPLR 

GQVPGYPPSQNPGMTLPHYPY 

GDGN RSVPQSGPTVRPQEDA W 

ASPGAYGMGGRYPWPSSAPSA 

PPGN LY MTESTSPWPSSGSPQSP 

PSPPVQQPKDSSYPYSQSDQSM 

NRHNFP/CASVHQYESLGDQT 

MDDSRILLDSPSPSIVPEPSACM 

GNAHPVTHPYNNQDQSSSLPEE 

CVPSDESTPPS1KKI1HVLEK.VQ 

YLEQEVEEFVGKKTDKAYWLL 

EEMLTKELLELDSVETGGQDSV 

RQARKEAVCKIQAILEKLEKKR 

IMKGFITKWKPVTNLTKEHLIW 

LITLFLK.CLLMTRSNTFQLFL 


22708 


53076 


A 


22836 


8 


207 


TPVPRALRSPAGLEGSHLSSIST 
MMPAVMSVGKVTENGGSPQGI 
KSPSKPPG PNR1G *RNQVSVHT 


22709 


53077 


A 


22837 


459 


5520 


RQVRPAGLEGSDLSSINTMMSA 
VMSVGKVTENGGSPQGIKSPSK 
PPGPNR1GRRNQETKEEKSSYN 
CPLCEKICTTQHQLTMH1RQHN 
TDTGGADHSCSICGKSLSSASSL 
DRHMLVHSGERPYKCTVCGQS 
FTTN GN MHRHMKI HEKDPTS A 
TATAPGRGDFASAKSSKRKLSH 
DAESEREDPAPAKKMVEDGQS 
GDLEKKADEVFHCPVCFKEFV 
CKYGLETHMETHSDNPLRCD1C 
CVTFRTHRGLLRHNAL 


22710 


53078 


A 


22838 


164 


434 




22711 


53079 


A 


22839 




242 




22712 


53080 


A 


22840 


187 


325 




22713 


53081 


A 


22841 


1 


130 


NCPMCWPGQSPRVPST*GRRNP 
PPKRRSVSAES*RHWPQSPSP 


22714 


53082 


A 


22842 


614 


774 


QEPMRMCTMLANSSPSSSQATP 
PGL*SWNQPSLPARTLSRHEWT 
SCLGSSANL 


22715 


53083 


A 


22843 


396 


560 


LFPHDG1KHK.GKENP/PKGPPPP 
THPQTPPRPADAPLVATKSTLD 
QA WALLA VATS 


22716 


53084 


B 


22844 


124 


205 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22717 


53085 


A 


22845 


1 


2355 


MVGSRRISGVIPLPFTRRAG1FS 

DPRANMQPLWAPVPPATFVPTS 

LPPVPTARPPTSASCHCQQVPC 

AGLEVALPGNRTICWLSLWPS 

WQLDEDAQSPALESSSIRQFPT 

APRSGYPGTLCPSFLFGPRPRTC 

EYHSKPVLCAPSSRASPSSATTL 

STRTLWGPGAGSHPFGVHNTR 

LSPDLCPGKIVLRALKESGAGM 

PEQHKDPRVQENPDDQRTVPE 

VTGDARSAFWPLRDNGGPSPFV 

PRPGPLQTDLHAQSSEIRYNHTS 

QTSWTSSSTKRNAISSSYSSTGG 

LPGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSLGHTRCEKG 

ADTAPGQTIAPTASRPHINTSLH 

VEDKAISDCRPSRPSHTLSSLAT 

GASGGPPVSKAPTMDAQQDRP 

KSQDCLGLVAPLASAAEVPAT 

APVSGKKHRPPGPLFSSSDPLPA 

NSSHSRDSAQVTSM1PAPFTAA 

SRDAGMRRTRSAPAAAAAAPP 

PSTLNPTSGSLLN\EWMEAPHIS 

WPQPQLQHVPRGQ/NVRYNQR 

SQTSRTRS/CPQTKCQLQLPQLY 

GRPPGSKAEEG\PASSHCQLALS 

SSNTVSEDGPQAVSSGHRCENK 

AGTAPGQTLA PRGGSPRSQA SR 

PHINTALHVEDK.A 1 SDCRPSRPS 

HTLSSLATGASGGPPVSKAPTM 

DAQQDRPKSQDSLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 


22718 


53086 


A 


22846 




1200 


M PEQDKDPRVQENPDDQRRVP 

EVTGDARSAFRPLRDNGGLS/PP 

FVPGPGPLQTDLHTQRVLGYRV 

TVEDLDREKE A A FQRIN S A LQ V 

EDKAISDCRLSRPSHTLSSLATG 

TSGLPAVSKAPSMDAQQERHK 

SQDCLGLLAPLAPAAEVPSTAP 

MSGKKHRPPG PLFSSSDPLPATS 

SHSQDSAQVTSLIPAPFPAASM 

DAGMRRTSPGTSAPAAAAAPPP 

STLNPTLGSLLEWIEALHISGPQ 

PQLQQVPRGQNQRSQTSRTSSC 

PKRK/CHLQLLQLYGRPPGTKA 

E EG\P A SSHCQLTLSS SNT V S ED 

GPQAVSSGHTHCEKTADTAPG 

QTLAPRGGFPRSQASRPCRHKF 

PLLPRRRGEPLMLPPPLELGYR 

VTAEDLDREKEVAFQRIKSALQ 

VEDKAT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


codon for last an 
of peptide seque 


in of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


22719 


53087 


A 


22847 


2 


1762 


YHSKPVLCAPSSRASPSSATTLS 

TRTLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQHKDPRVQENPDDQRTVPEV 

TGDARSAFWPLRDNGGPSPFVP 

RPGPLQTDLHAQSSEIRYNHTS 

QTSWTSSSTKRN A 1 SSS YSSTGG 

LPGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSLGHTRCEKG 

ADTAPGQTIAPTASRPHINTSLH 

VEDKAISDCRPSRPSHTLSSLAT 

GASGGPPVSKAPTMDAQQDRP 

KSQDCLGLVAPLASAAEVPAT 

APVSGKKHRPPGPLFSSSDPLPA 

NSSHSRDSAQVTSMIPAPFTAA 

SRDAGMRRTRSAPAAAAAAPP 

PSTLNPTSGSLLNXEWMEAPHIS 

WPQPQLQHVPRGQ/NVRYNQR 

SQTSRTRS/CPQTKCQLQLPQLY 

GRPPGSKAEEGVPASSHCQLALS 

SSNTVSEDGPQAVSSGHRCENK. 

AGTAPGQTLAPRGGSPRSQASR 

PHINTALHVEDKA1SDCRPSRPS 

HTLSSLATGASGGPPVSKAPTM 

DAQQDRPKSQDSLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 

SDPLPATSYHSRDTAQ 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22720 


53088 


A 


22848 


292 


2053 


GSVAWSPFSPSPSSLCLWDLPV 

APTLWGPGAGSHPFGVHNTRL 

SPDLCPGKIVLRALKESGAGMP 

EQDKDLRVQENPDDQRRVPEV 

TGDARSA/FLAPAGQWSPLSLC 

AQSRASAD1PPCPEVRNQI*PDIP 

DHLDELMHQPKCHLQLLQLCG 

RLAGAKVEEGASGAKEQGRDA 

* A GQGTPESQQN PDDQRT VPE V 

TGDARSTVRPLRDSGGLSPFVP 

RPGPLQTDLHAQSSEIRYNQTS 

QTSWTSSSTKRNAISSSYSS.TGG 

LLGLKQRRGPASSRCQLTLSYS 

KTVSEDRPQAVSSGHTRCEKA 

ADTAPGQTLAPRGGSPRSQGSR 

PRRRKIALLPHR*GELQVEDKAI 

LDCRPSWPSHTLSSLATGASGE 

PPVSKAPTMDAQQDRPKSQDC 

LGLVAPLASAAE1PSTAPVSGK 

KHRPPGPLFSSSDPLPATSSHSR 

DSAQVTSLIPAAFTAASMDVG 

MRRTRPGTSAPAAAAAAPPPST 

LN PTSG SLLN\E WME ALHI SGPQ 

PQLQQVPRGQ/NVRYNQRSQTS 

RTRS/CPQTKCQLELPQLYGRPP 

GTK.GCRHEKNVLCSKLFEGFGF 

1FVGFFFFAYMGILQLLII 



2985 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22721 


53089 


A 


22849 


146 


1789 


RQPSTSGSSRSCPCARRSWWAR 

TARSGWWWELLGARRSPQTLH 

CPQATLITLPCPRPSSTTSGSAM 

T*RGPWRSPGCTTSFCPTSR/PV 

ERNIDQTDLHAQRSEIRYNQTS 

Q1SWTSSCTNRNA1SSSYSSTGG 

LPGLKRRRGPASSHCQLTLSSS 

KT VN SDKFD ANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKINGVEDHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKKVMKPLITR 

GSSRPSIREDENGRSQKPVHPEG 

DMTMNIKKIVNQATVLTFTTAL 

LAGGATQAFAKENNQKAYKET 

YGVSHITRHDMLQIPKQQQNEK 

YQVPQFDQST1KN1ESAKGLDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTS1YMFY 

QKVGDNSIDSWKMAGRVFKDS 

DKFDANDPII.KDQTQRWRGF.A 


22722 


53090 


A 


22850 


500 


1034 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22723 


53091 


A 


22851 




2396 


MDKYLLHGPPRPPPA1ASRCLA 

RVPGCAYSSIMVALSLVPLCAH 

MPTPSGLEVALPGNRTICWLSL 

WPSWQLDEDAQSPALESSSIRQ 

FPTAPRSGISPLCAPHSCLGQGR 

GPASHPTSTQTLDISGVKTTPRR 

FSV1LQDLCSILGDSCLQFHLHR 

VPQQVSAVLLRVSGASPSPATT 

LSTRTLWGPGAGSHPFGVHNT 

RLSPDLCPGK.IVLRALKESRAG 

MPEQDKDPRVQENPDDQRTV P 

EVTGDARSAFWPLRDNGGPSPF 

VPRPGPLQTDLHAQSSEIRYNH 

TSQTSWTSSNTKRNAISSSYSST 

GGLPGLKQRRGPASSRCQLTLS 

YSKTVSEDRPQAVSSGHTRCEK 

GADTSPGQTIAPTGGSPRSQDS 

RPRRRKIPLLPRRRGEPLMLPPP 

LELGYRVTAEDLHLEKETAFQR 

INSALHVEDKAIPDCRPSQPSHT 

LSSLATGASGGPPVSKAHTMD 

AQQHRPKSQDCLGLLAPLASA 

AEVPSTAPVSGKKHRPPGPLFSS 

SDPLPATSYHSRDSAQVTSLIPA 

PFTAASSDAGMRRTRPGTSAPA 

AAAAAPPPSTLNPTSGSLLN\EW 

MEAPHISWPQPQLQHVSRGQ/N 

VRYNQRSQTSRTRS/CPPRKCQL 

QLPQLYGRPPATKAEEGVPASSH 

CQLAHSSSNTVSEDGPQAVSSG 

IITRCEKKAGAS/RWASRF*STH 

YGCTAGQTQVPRLPGPTGPPSI 


22724 


53092 


A 


22852 


1 


3392 


MDKYLLHDPPRPPPA1ASRCLA 

RVPGCAYSSIMVALSLVPLCAH 

MPTPSGLEVALPGNRTICWLSL 

WPSWQLDEDAQSPALESSSIRQ 

FPTAPRSGYPGTLCPSFLFGPRP 

RTCEYHSKPVLCAPSSRASPSSA 

TTLSTRTLWGPGAGSHPFGVHN 

TRLSPDLCPGKIVLRALKESGA 

GMPEQDKDPRVQENPDDQRTV 

PEVTGDARSAFWPLRDNGGPSP 

FVPRPGPLQTDLHAQSSEIRYN 

HTSQTSWTSSST 


22725 


53093 


A 


22853 


40 


409 


WKMRH ETRYN VLVSRG VGCH 
RLFFLNG VFEH LGRA FVQRRKV 
DTEHQLLRAAVPANQEHRGLT 
QSQHVDGHSLLLLTLPNSFLCQI 
QEPSLG\SGSGALSGNVRIRPQA 
QEAPEEPSVLTLLW 


22726 


53094 


A 


22857 


3 


220 
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SEQ ID 

NO: 


SEQ 10 NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


22727 


53095 


A 


22858 


1 


356 


MAGPVKDREAFQRLNFVYQVS 
LRQGPHGDGARRPRVTAPLPQ 
AAHCVLAQDPENQALARFYLVH 
TERTIAKRLVLRRDPSVKLEELL 
CRGCSSLLVPGLTCTPAPRDRC 
RGQRWTGTDLP 


22728 


53096 


A 


22859 


2 


270 




22729 


53097 


A 


22860 


2 


364 


IFSALPAPRRKVGLNLAPVTEPR 
DQPWAMIIDVF\SRYSGSRGQPR 
QT\LT\KGELK V LM E KELPG\FL 
Q SG KDKD A VDKLAL KDPGRPM 
GDAQGGTFSEVHPCSVAAmSA 
CHK\YFE\KAGLK 


22730 


53098 


A 


22861 


282 


469 


DCGSELQAPPPPSLPGPLCPSIM 
P A/PP Y ASPPMMPMMG PPFRGM 
MPVGLAPGPMLLQYNTCS 


22731 


53099 


A 


22862 


7 


522 


SVWWNSNGLQSNMPKFYCDY 
CDTYYLTHDSPSVRKTHCSGRK 
HKENVKDYYQKWMEEQAQSL1 
DKTTAAFQQGKIPPTPFSAPPPA 
GAM1PPPPSLPGPPRPGMMPAP 
HMGGPPMMPMMGPPPPGMMP 
VGPAPGMRPPMGGHMPMMPG 
PPMMRPPARPMMVPTRPGMTR 
PDR 


22732 


53100 


A 


22863 


3 


455 


WFL IHDRTHTGEKPYKCNEC V 
KAFHRSTCLHAHKRTHTGEKP 
YECNQ*GKAFNSSHSFQ1HERT 
HTGEKPY ECKECGKAFKG PSSV 
RRHERTHSTKKPYECKHCGKA 
LSYLTSFHNHLGMHTGEISHTC 
KICGKAFYSPSV\IQTHE*THT 


22733 


53101 


A 


22864 


1 


1665 




22734 


53102 


A 


22865 


1 


2650 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22735 


53103 


A 


22866 


107 


2384 


MFGVHGTFLGIESRPPLLSLSPS 

LLYTCEMFQDPVACEDVAVNF 

TQEEWALLDISQRKLYREVML 

ETFRNLTSIGKKWSDQNIEYEY 

QNPRRSFRSLIEKKVNEIKDDSH 

CGETFTQVPDDRLNFQEKKASP 

EVK.SCDSFVCAEVGIGNSSFNM 

SIRG DTGHKA YEYQE YGPKPY 

KCQQPKNKKAFRYRPSIRTQER 

DHTGEKP Y ACKECGKTFI S H SG 

IRRHMVMHSGDGPYKCKFCGK 

AVHCLRLYLIHERTHTGEKPYE 

CK.QCGKSFTYSATHRIHERTHT 

GEKPYECQQCGK.AFHSSSSFQA 

HKRTHTGGKPYECKQCGKSFS 

WCHSFQIHERTHTGEKPCECSK 

CNKAFRSYRSYLRHKRSHTGEK 

PYQCK EC RKAFTYPSSLRRH ER 

THSAKKPYE/CSFQYHERTHTG 

EK.PYECKQCGKAFRCAPHLRR 

HGRTH/S/AEKPYECKECGKAFR 

SASHLQIHERTQTHIRIHSGERP 

YKCKTCGKGFYSPKSFQRHEKT 

HTAEKPYECKQCGKAFSSSSSF 

PYHERTHTGEKPYECKQCGKA 

FRSASILQMHAGTHPEEKPYEC 

KQCGKAFRSAPHLRIHGRTHTG 

EKPYECKECGKAFRSAKNLRIH 

ERTQTH V RMHS VERP Y KCKIC 

GKGFYSAKSFQIHEKSYTGGKP 

YECGLQLPRTAAESVDSEKLQG 

PGKQETHVQLLSLYCLRRVLDC 


22736 


53104 


A 


22867 


1 


391 


MKEHIERNPVTIKNVVKPSINT 

V PL EDMKAHTG EKPYERQKCE 

LNQRLRDYAFQYHESNSGVVS 

ADSETKSGHSGCLIKEMKNATK 

THNGITGG IIFNANH WRETNTIY 

TRIHI/GEKSCDYKKCGKAFNQ 

YSSLRRHESVHTGEKPYERQKC 

ELNQRLRDYAFQYHESNSGVV 

SADSETK.SGHSGCLIKEMKNAT 

KTHNGITGG1IFNANHWRETNTI 

YTR1HINKQEKYQATHVSYAAN 


22737 


53105 


C 


22868 


179 


289 




22738 


53106 


A 


22869 


3 


206 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22739 


53107 


A 


22870 


1 


855 


MPRAEPRATLGEQEKAGLPLG 

AWRLYLLRHFRKQTELRRSGSR 

DVTGALLVAAAVASEAVGSLR 

VAEGGPNTLLLQVLR\SW\PWC 

NKELKTMEERKVKRRSPKSFSA 

HCTQVVNVQKKMSIPVSK\ST\G 

FSNPASQVNFTSRPKVKKEVM 

KVEKTKPQGLEEGQRHSSQLP1Q 

HSFLT\DVSRCSRKMERGLLSL\ 

LNDFHSWKTFKHFGN\ECSI\EQ 

MEH VSG ELQEKLARLNLEL YG 

ELEELPEDKRKTASDSNLDRLL 

SDLEELNSSIQKLHLAXDAQDVP 


22740 


53108 


A 


22871 


67 


598 


SIRRHCGQRCLVR1RIWPLKLPP 
RLAVREGLRCGTLRDVMPPSM 
SGVVVGPPGP\PPGPCGDTTSGP 
APGTFGQASAPVSPPRRGHGEY 
LCSSPTPVFFPGLWQPPRAGFTA 
PERSWSCRGPRWQLRAAWAGR 
LSSSPVSALLTFKVIILSTGLLFG 
PLGGWKILSSLPEIFANLAT 


22741 


53109 


A 


22872 




372 




22742 


53110 


A 


22873 


1 


3961 


FALAPEAGFYSLGQQPSTRISGS 
GCVHPVRVWPFS1EPA1GTLNV 
GESMQLEVEFEPQSVGDHSGRL 
1VCYDTGEKVFVSLYGAAIDMN 
IRLDKN SLTIEKTYI SL ANQRTIT 
1HNRSNIIAHFLWKVFATQQEE 
DREKYSKVTAVFSIAASSNSRF 
ALYESSYNSQRSPSEWACDDL1 
KEEKDETDEFFEEC1TDPLLREH 
LSVLSRTFANQRRLVQGDSKLF 
FNN VFT VEPLG WSERKEMAEIR 
DVQKKDTKV 


22743 


53111 


A 


22874 


1248 


1716 


WYAEQSAHEATAQLSTPMAIR 
RAVVMPPEQRNRTKKEY/SLRI 
PFGLPGDRMCFFTHRNDD/PTG 
NEVTPPSLAADLGQQFGGDAT 
DRQP WMIHQM L [ HQG SEQLCF 
VEHG1NMLRLGEILHLAATRHE 
AHFLAFRQFFNHQRSCFALNLA 
RQDRITDF 


22744 


53112 


A 


22875 


478 


663 




22745 


53113 


A 


22876 


508 


884 


RQRHPDQRPGRSLFHGHGMCP 
TTPLQQQVDSQHNGDNNSESA 
P*QRRADSIHRSSLHIKKRPPSE 
D V SRCFLC 1 DL AFRQGFTFNKK 
GIRVRIPFGLPGDRMCFFTHRN 
DDRPAMKLLPFAGNKV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22746 


53114 


A 


22877 


1 


506 


AFCRFSILVGSAFISETDMCLLC 
PFPIGKAISVRLQYFKHETKQSI 
CLGNQKSPLVCPFFGEQGLDSS 
SSLDLPSSPNPAPTLCPCVQPPR 
GPVSVSVPVSVMGSRLAPLLSA 
♦LFVSVILGRMVILKNPGVLGQ 
RQAGPSPGAPGLPSPSVRAPLG 
HKCSERSPSAT 


22747 


53115 


A 


22878 


621 


877 


RRRRRRKQRRKQPWSSPARGA 
♦PGPRRPSLRAAGTRRRRKRRA 
SWTRCSNTCPGRCRTCSRSNQA 
SCPSLLHLLLLLFGSFFSFY 


22748 


53116 


A 


22879 


1 


1339 


MPSYKGCGETQRHATNGTAAP 

PRRSSCRGDAIKLPHAEKKEGR 

PPASTSYPLRLGTRSARSSSHC 

WCTSWEDPPEATAGEEKRI 1PK 

SPAVCCGEGTVLTASTVTWRA 

EPARGEIWARLCPRDRPGSRAA 

AV1WERPCCDRLIADRTGPPNSS 

EPHCRAATIPLPTWPLPEGQTLT 

LKALAKMAAPALLLLALLLPV 

GAWPGLPRRPCVHCCRPAWP/L 

WTLCPGEKGEAGVRGRAGRSG 

KEGAA\GCPGPAGPQSARRGSV 

GPPGAACRRAYAAFSVGRREG 

LHSSDHFQAVPFDTELVNLDGA 

FDLAAGRFLCTVPGVYFLSLNV 

HTWNYKETYLH1MLNR/QAA/V 

VLYAQPSERSVMQAQSLMLLL\ 

RRATPVWSVPEELPAVLPGQDE 

LGSLQLHAHHPLADGLVRHEL 

QPGLAGSSRTGHLVFRTDHGLR 

QHASHGCPVGPLHVPG 


22749 


53117 


A 


22880 


532 


783 


VGSTRG1VEGLIFILGEGGECYY 
PRSLFTVANFTVGKRVXKTLNC 
PSTDKWINKMCH I HTVEYYSDI 
KRNE1PMRATCRQTLKA 


22750 


53118 


A 


22881 


275 


720 


TPIHNCFKENKIPRNPTYKEHEG 

PLQGELQTTSQGNKRGYKQME 

EHSMLMG\GR1NIMKMAILPKVI 

YRFTIP1 K.L PMTFFTEL EKTTSKF 

1WNQKRARJAKSILSRKNKAG/ 

AHHAT*LQTILQGYSNQNSMVL 

VPKQRYRPMEQSPQK 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22751 


53119 


A 


22882 


1 


609 


MGRNQSRKAENSKNQSASSTP 
KDHSASPATEQSWMGNDFDEL 
TELGFRKSVMTNFSQLKEDVRT 
HHKEAKNLEKRLDKWLTRINSI 
EETLNDLMELKTMARELRDTC 
TSFSSRFDQVEEGEIQTTIREYY 
EHLYANKLENLEEMDKFLDTY 
TLPRLNQEEVESLNRPITGSEIE 
AIINSLPTKKIPGPDRFTA*RRP* 
MT* WS * KPWHEN Y VTHAQ AS V 
ADSIKWKKGKYK\HHQRIL*TP 
LRK*TRKSRRNG*IPGHIHSPKT 
KPGRS*IPE*TNNRF*N*GNN**P 
TNQKNSRARQIHSQILPEVQRG 


22752 


53120 


A 


22883 


191 


564 


PNARKLRTLKKDHSPD**RRKL 
RK1K*MQ*KM1KGISQ\RSHRNT 
NYHQRTL*TPLHK*TGKSRRNG 
*IPGHIHPPKSKPGRSQIPEYTNN 
KI*N*GSN**PINQKKSRTGRIHS 
QILPEVQRGA 


22753 


53121 


A 


22884 


337 


589 


TRRSRRNG*IPGHIHPPKTKPGR 
SRIPE*TNNRL*N*GSS**PTNQK 
KPRTRETDSRILPEVQRGAGTIP 
SETIPNNRKRGTPP 


22754 


53122 


A 


22885 


162 


539 


TRKSRRNG * IPGHIHPSKTKPGR 
S*1PEETNNKF*N*GSN**PTNQK 
KPRTRQVHSR1LPEPISHGMGKS 
WK.QSL*KPAQDKAVPSLIAPIQ 
HIIGSSGQGNQARERNKGYSNR 
KRGSQIVSVCR 


22755 


53123 


A 


22886 


329 


459 


NDDTFRKPHRLSPKSP*AADKQ 
LQQSLR1QNQCAKLRSIPIHH 


22756 


53124 


A 


22887 


58 


440 


GLSRQFSPHSVNKAAGEVPTGR 
G PPQL SKAN V ARLPL SIPPL W A 
GHLWKKGGSPSQGI1DKTL1SLG 
QST*GKGQLWVQLQRT*AFLPA 
GSEESSGSPSTA\PNSAKGQTPS 
SSGSLTRASSSSLYLW i 


22757 


53125 


A 


22888 


219 


332 


NEGKNLKGSQRERNTNYHQRT 
Q*TPLHK*TRKSRRNG 


22758 


53126 


A 


22889 


1295 


1435 


QNQRQKPHDYLNRCRK/W/HFD 
K1QQPSMLKTLNKLGNDGTYL 
RI1RDI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22759 


53127 


A 


22890 


2 


648 


YRFSGPT1RSIQNHTTHNQGRK 

WHKKGIK.KPRAQRYESLKGPE 

V*PSGQGVTCLLRADWLSPLLG 

SGTYWGPKFLRNTRFAKKHNK 

KGLKK.MQANNVAKAMSARAE 

AIKALVKPKEVKPKIPKGCS/RR 

KLRFDFAYIAHPKLWGRRCFVA 

RFCQGASGCSGPKGKAKVPKA 

KVKVS/PKAKAKAKAKDQTKA 

QAAAPALNAPAQAPKRTQAPTK 

ASE 


22760 


53128 


A 


22891 


3 


370 


QMYCVFNRNEDACRY/GS/AIG 
VLAFLASAFFLVVDAYFPQISN 
ATDRKYLVIGDLLFSGWLASLA 
YQRYKAGVDDFIQNYVDPTPD 
PNTAYASYPGASVDNYQQPPFT 
QNAETTEGYQPPPVY 


22761 


53129 


A 


22892 


1 


297 




22762 


53130 


A 


22893 




713 


GGGSGGDGDMESGAYGAAKA 

G G SFNLRRFLTQPQ V\V ARA VV 

LWFALIVFSC1YGEGYSNAHES 

KQMYCVFNRNEDACRYGSAUG 

VLAFLA\SA\FFLVVDAYFPQISN 

ATDRKYL\VIGDLLF\SALW\TFL 

WFR/VGFCFLTNQWAVTK\PKT 

VLVGADSVRAAITFSFFSIFSWG 

VLASLG\YQRYKAGVDDF1QNY 

VDPTPDPNTAYASYPGASVDN 

YQQPPFATQNAETTEGYQPPPV 


22763 


53131 


A 


22894 


3 


219 




22764 


53132 


A 


22895 


1445 


1777 


PVHLGSTCHQCRQKTIDTKTNC 
RNPRLLGA/CRGQFCGPCLQNR 
YGEEVRDALLDPNWHCP\HCR 
G I CN C SFCRQRDGRC ATG VL V Y 
LAKYHGFGNVHAYLKSLKQEF 
EMQA 


22765 


53133 


A 


22896 


3 


337 




22766 


53134 


A 


22897 


425 


1209 


TMSSTQFNKGPSYQLFAEIKNQ 
LLFKCDPQKQAALCSWIEGLTR 
LSFSPDFQKSLKEGIVLCTLMN 
KLGSVPKI/NRLMQNWHQLENL 
SNFIKAMVGYDMNPMDLFEAN 
DLFESRNMTQNR1L/P/PLDHSTI 
SLQMGANKRSSQAVGMTAPGTP 
QHIYNTKLGAHKCDNSSMSLH 
MGDTQSANHSVQGFGLGQQ1Y 
YPKYCPQ/GPAASGAPLDAGNC 
PG PG E APEDPPCS QEE ATTE A PE 
HAGSLHHRPVWVWGIFLYFRL 
SFFFL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22767 


53135 


A 


22898 


156 


559 


QH IRETPGAQVHSCG KWN PQ A 
LWRTAWQLLT/DTKHTLGKPPS 
/MPHLVIYPLEISCVHTKTCTRML 
IASFFIITKTWKRPRCPSVDKWK 
NKPWCIHTGLLSSTVPPGEPGC 
PIPELSGLLMGLQTTSSRCSVRQ 
VW 


22768 


53136 


A 


22899 


161 


359 




22769 


53137 


A 


22900 


151 


383 




22770 


53138 


A 


22901 


238 


546 


PQEHIMEHLEGVINKPRGRRCR 
PQELQLHYLQKCMDYDGNNLL 
DGFRTLPQPSTHVVHKEEGSEQ 
APLMSEDELMN I IDG VLRDDDK 
NNDGYUDYAEFAKSLQ 


22771 


53139 


A 


22902 




819 


MAAEDKLLLPQLPELFETSKQL 
LDDVEVVTEPAGSRIVQKKVFK 
GLDLLEKAAEMLSQL/DLVAEL 
ELPKTKNSAEYNHTANFSMAYP 
SLIAMASQRQAKRERHKQKEL 
EHRLSA1KSAVETGQADDERVR 
EYYLLHLQSLEE1ES1DQEIKILR 
ERDSSREASTSNSSRQERPPVKP 
F1LTRNMAQVKVFGAGYPSLAT 
MTVSDWYKQHWKYGALPDQG 
1 A K.ATPEEFRK A AQQQEGQEEK 
EEEDDEQTLYRVREWDDWKGI 
HPRDYGSQQSMG 


22772 


53140 


B 


22903 


238 


410 




22773 


53141 


A 


22904 


1 


638 


VAELELPKTK.NSAE\NHTANFS 
MAYPSLIAMASQRQAKRERHK 
QKELEHRLSA1KSAVETGQADD 
ERVREYYLLHLQSLEEIESIDQE 
1KILRERDSSREASTSNSSRQERP 
PVKPFILTRNMAQVKVFGAGYP 
SLATMTVSDWYKQHWKYGAL 
PDQG1AKATPEEFRKAAQQQEG 
QEEKEEEDDEQTLYRVREWDD 
WKGIHPRDYGSQQSMG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22774 


53142 


A 


22905 




1083 


RGNSRLRYSHEDELQLPRLPEL 
F\ETGRQLLDEVEVAT\DPAGFR 
\IVQEK\VFKG\LDLLE\RAAEML 
\SQSTLFGRECRFWKDLSPTHLI 
TFWGP\AFQGA\LPLKQVNPSKR 
LRI1LQR\AREHFI\NYLT\QCH\C 
YHVGQSFEL\PKT\MNNSAENH 
TANSSMAYPMLGAMVASQRQA 
KIQRYK.QKKELEHRLSAMKSA 
VESGQADDERVREYYLLHLQR 
WWD1SLEEIESIDQEIKILRERDS 
SREASTSNSSRQERPPAKPFILT 
RNMAQAKVFGAGYPSLP/TLW 
TVSDWYEQHRKYGSITGFRGIA 
KSAPEGISGKAAQQQEEQEEKE 
EEDDEPNNFHRAREW\DDWKD 
TPSLGAYGNRQNMG 


22775 


53143 


A 


22906 


30 


457 




22776 


53144 


A 


22907 


401 


1509 


MWKMNCSLLQSKQMCNQLPP 
GSTRDG S WKFRQDPRLG KNA/C 
DCDSC1ASEFGVRGYPTIKLLKG 
DLAYNYRGPRTKDDIIEFAHRV 
SGALIRPLPSQQMFEHMQKRHR 
VFFVYVGGESPLKYVTLKEMP 
AVLVFKDETYFVYDEYEDGDL 
SSWINRERFQNYLAMDGFLLYE 
LGDTDLNASSLRERKL1LPEDIP 
LYVGKLVALAV1DEK.NTSVEHT 
SELTVPTVVVLNTSNQQYFLLD 
RQIKNVEDMVQFINNILDGTVE 
AQGGDSILQRLKRjVFDAKSTIV 
SIFKSSPLMGCFLFGLPLGVISIM 
CYGIYTADTDGGYIEERYEVSK 
SENENQEQIEESKEQQEPSSGGS 
VVPTVQEPKDVLEKKKD 


22777 


53145 


A 


22908 


53 


543 


LPISSLRTQTLFSSPLFPQHFEHY 
LALVSVLPFQLGRGRTAPAKKG 
GEK/RKGHSAINEVVIQEYTIN1 
HKRIHGVRFKKRAPRALREIPK 
FAIKEVETLSVRIDSRFNKALCA 
KG I RN VP YRIR VQL S RKRN EDE 
DSPNKRYTLVTYVPVSTFKNVQ 
TVHVHEN 


22778 


53146 


A 


22909 


106 


491 


1GKGTNELMYGEK/RKGHSAIN 
EV VIQEYTINIHKRI HGVRFKKR 
APRALREIPKFAIKEVETLSVRJ 
DSRFNKALCAKGIRNVPYRIRV 
QLSRKRNEDEDSPNKRYTLVTY 
VPVSTFKNVQTVHVHEN 


22779 


53147 


A 


22910 




321 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22780 


53148 


A 


22911 


313 


402 


R*GGEKKKGRSA1"NEVVTREYT 
INIHKRIHGVGFKKRAPRALKEI 
RKFAMKEMGTPDVRIDTRLNK 
AVWAKGIRNVPYRIRVRLSRKR 
NEDEDSPNKLYTLVTYVPVTTF 
KNLQTVNVDEN 


22781 


53149 


A 


22912 


1 


3801 




22782 


53150 


A 


22913 


2 


535 


G GGM A DTVLFEFLHTEM V A EL 
WAHDPDPGPGVSAGLRGEEAG 
ATKGQKMSLSVLEGMGFRVGQ 
ALGERLPRETL A FREELD VLKF 
LCK.DLWVAVFQK.QMDSLRTN 
HQGTYVUQDNSFPLLLPMGSG 
LQ V/Y LEE APKFL AFTCG LLRS A 
L YTLGI ES VVTAS VAALPVCKF 
QVVJPKS 


22783 


53151 


A 


22914 


1 


201 


GDLPWEINPLSSCSLLHEKDPPT 
TSGPQT/DQPKKHHTNFKSGP\T 
GNRTVQLTWQPLPEPLELWPK 
AL 


22784 


53152 


B 


22915 


226 


522 




22785 


53153 


c 


22916 


1 


705 




22786 


53154 


C 


22917 


1 


462 




22787 


53155 


c 


22918 


I 


505 




22788 


53156 


B 


22919 




1059 




22789 


53157 


c 


22920 


1 


411 




22790 


53 1 58 


A 


22921 


1 


212 


LTSFLHCCLSHH YHGAQI HPRH 
FLHLICRCHCHQYCHHAYLDPC 
PQDSHHL H WCWQPLPEPLELRP 
YRLSD 


22791 


53159 


B 


22922 




864 




22792 


53160 


B 


22923 




635 




22793 


53161 


B 


22924 


1 


874 




22794 


53162 


A 


22925 


1 


566 


MPSVRTGDPIILHAHTLNPAVW 
LAWAVEGEGSLTLNIWICPWQI 
EPLRHLAYTPGSDATSLTVPTR 
VISPLCVDSWLFTDPLMKTHAP 
ERTFLSFPAAAKRQAHLCVLAS 
NCDK.PMYVKLVKAHCAEHQIN 
LIKGDDNKKLGEWEGPCTIDRE 
GKPCKVVGCSCAVVKDY/GKE 
SQAKDVIEQYFKCKK 


22795 


53163 


A 


22926 


59 


602 


PTAMVEEGIAAGGVMDVNTAV 

QE VLKTA LIHDGL ARG I RE A AK 

ALDKYVYQSQYCGFLQPEQNC 

HPREEGMEFMVLAQKF*MASV 

LPET*EK\RQAHLCVLASNCDEP 

MYVKLVEALCAEHQINLIKVD 

DNKKLGEWVGL\CKIDREGKPR 

KVVGCSCVVVKDYGKESQAK 

DVIEEYFKCKK 



2996 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22796 


53164 


c 


22927 


135 


293 




22797 


53165 


B 


22928 


20 


325 




22798 


53166 


A 


22929 


677 


1031 


TPTMCLRSHPLPLALVSVILSFP 
QPSFSSSLINSSWSSPRSSLSSSSS 
RSPSSGRVNLHPPQTPSSH*SHL 
SSRSCCSAPLLTYHSSSLLLVCS 
VPFPFFPGFPGENPLFVLSGSAP 


22799 


53167 


A 


22930 


1 


1011 


MCLRVI FTIGA VSVILSFLSLFFII 
LDQLQLVIPQSSLSSSSNLEDPY 
SESYYAAARRPDSASTEPPPAG 
KSSAEYRAHFLAVSTEAERIRA 
DL VLRARPLGPAHPRTL WPTPP 
AGPFCRMVAHNQVAVADNAVS 
TAAEPRRRPEP/SPSSSSSSPAAT 
ARPRPC PA V\P AP APGDTHFRTF 
RSHADYRRITRASALLDA\LGF 
YWGPLSVHG\AHEPLRAEPVGT 
FPVRDS\RQRNCFFALSVKMAS 
GPTSIRVHFQAGRFHLDG\SRES 
FDCLFELLEHYRGGSRADLLGA 
TALRQRRVRPLQELCRQRI RRPP 
VG\R£N\LAPJPLNPVLRDY\LSS 
FPFQI 


22800 


53168 


B 


22931 


180 


1466 




22801 


53169 


A 


22932 


1 


207 




22802 


53170 


A 


22933 


408 


3758 


CLQQGPGGNQHCSHREEAPAV 
AACQEPPGHSEPESVLPLGAPP\ 
SEEDGRQQVGSSRLRH1MAEMI 
ATEREYIRCLGYVIDNYFPEME 
RMDLPQGLRGKHHVIFGNLEK 
LHDFHQQHFLRELERCQHCPLA 
VGRSFLRHLIGQKQFPESPSGER 
PGLTSSHAPCPWMPHYLPEGPA 
CPVLRI PCEAFNWKHVECTDPV 
VSPPKQSPLLFQEEQFGMYVIY 
SKNKPQSDALLSSHGNAFFKVI 
PLGPPPTACPALS 


22803 


53171 


A 


22934 


3 


355 


EAAELDAMCTATRQWSRAGQ 
G VTG RPCQGRLPRCGLRSTITP 
KPIPGG H RKKPLLG AL\GKHTLS 
YVERWHWEGHSGPTRDRQNF 
ERRLTVPPSRQPFAPTDETRCG 
DDRISFCNYV 



2997 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIUNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22804 


53172 


A 


22935 


1928 


5312 


CLQQGPGGNQHCSHREEAPAV 
AACQEPPGHSEPESVLPLGAPP\ 
SEEDGRQQVGSSRLRHIMAEMI 
ATEREYIRCLGYVIDNYFPEME 
RMDLPQGLRGKHHV1FGNLEK 
LHDFHQQHFLRELERCQHCPLA 
VGRSFLRHLIGQKQFPESPSG ER 
PGLTSSHAPCPWMPHYLPEGPA 
CPVLRIPCEAFNWKHVECTDPV 
VSPPKQSPLLFQEEQFGMYVIY 
SKNKPQSDALLSSHGNAFFKDK 
QRELGDKMDLASY 


22805 


53173 


A 


22936 


3 


306 




22806 


53174 


A 


22937 


3 


460 


LQRQRQHPAAAPAVPVRCFTFC 
FTD1V1MPKRKSPENTEGKDGS 
KVTKQEPTRRSARLSAKPAPPK 
PEPKPRKTSAKKEPGAKISRGA 
KGKKEEKQEAGKEGTAPSENG 
ETVKAEEIHISRSTVNVSTSRGTP 
PSTLSVKGQIETVRVKGTEN 


22807 


53175 


A 


22938 




285 


SSCPAREQLQRQRQHPAAAPAV 
PVRCFTFCFTD1VIMPKRKSPEN 
TEGKDGSKVTKQEPTRRSARLS 
/AVFV*FKLSLQKPAPPKPEPKP 
RKTSA 


22808 


53176 


A 


22939 


1 


413 




22809 


53177 


A 


22940 


2 


454 


AEVQVEEAGLRRALRVSSCSGR 
GS1QRRFYAVPVRCFTFCFTDIV 
IMPKRKSPENTEG1DGS\KVTKQ 
EPTRRSARLSAKPAPPNPEPQPR 
KTSAKKEPG\AKISRGAKGKKE 
EKQEAGK\EGTAPAENDETKAE 
EAQKTESVDNEGRMNCP 


22810 


53178 


B 


22941 


55 


186 




22811 


53179 


A 


22942 




397 




22812 


53180 


B 


22943 


339 


470 




22813 


53181 


A 


22944 


1 


139 




22814 


53182 


A 


22945 


1 


416 


MPLLYHLSRCAYVQQCNFANP 
VVSALCTCLVKPVVEKCTPYA 
V LLE AL ALRN VRQLEDL V I EA V 
YADVLRGSMDQRNQRLEVDYS 
IGRDIQRQDLSAIARTLQEWG/C 
HQHLLSLRSAASQRQQCGYHK 
LHDKQRLLRG 


22815 


53183 


A 


22946 


315 


570 





2998 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22816 


53184 


A 


22947 


933 


1841 


RPAEPDPGSGHPEPKSPTLSAV 

MSAEVKVTGRNQEQFLLLAKS 

A\KGAVLATLIHQVLE\APGVY 

VFGELLDMPN VREL AESDF AST 

FRLLTVFAYGTYADYLAEARN 

LPPLTEA\QKNKLSDTFSVV\TL 

AAKVKC1PYAVLLEALAL\R\NV 

RQLEDLVIEAVYADVLRGSLDQ 

RNKRL\EV\DYSIGRDIQRQDLS 

A1ARTLQEWCVGCEVVLSGIEE 

QVSRANQHKEQQL\GLKHQ1ES 

EVANLKKTIKVTTAAAYAAATS 

QDPEQHLTELREPAPGVTNQRQ 

P\SKKA SKGKGLRGS AKIVASKS 


22817 


53185 


A. 


22948 


1 


1319 




22818 


53186 


A 


22949 


365 


1331 


RAGGGAPWRFTGTFATVAPET 

AADLSLHRHLLSRTTSAWGTA 

CITVP1EPPTWPTWAVPIQWGG 

SATCIQEDKLRQGILYGYSQQV 

NQAMDSGLRPWVDSVNAIRVP 

QDYVTQSVPLREMNGSLGVLA 

QQLQNAKLQADAAHSALKQSD 

DLKPVFDQAFTKVVTTPADAL 

QPLIPAAQTFTQQLVMVGDYIA 

QQGTQECGKTFSRASYLVQHS 

RIHIGKK PYECKECGKAFSSGS 

YLVQHQR1HTGEKPYECNKCG 

KAFTVYGQLIGHQSVHTGEKPF 

ECKECGKAFRLNSFLTEHQRVH 

TGEKPFKCKKCGKTFRYSSAP 


22819 


53187 


A 


22950 


2 


206 


GGGQGATSFGRPESGFIRHQPPP 
PCRRSSTPTRSKL YTL\SAPE* RS 
VPTSAPGPQDRPPGSVSKKSW 


22820 


53188 


A 


22951 


571 


1102 


MGSVSLGNPQGPFQFTRLPLAN 
VIHPTFFWETGPRGADSLGAKG 
RKWQPTFTSRCNLKVYLGRAG 
SQA ATGGPS PSLPNLH V K.KLRP 
RKAEAWPGRRNTGKVSGR/LA 
ALRAPYGESFARAAGPRDAPS/ 
QQPRPQPEHAPTLISLGSNFGG 
M VEES WCRMNPDSG RPKE V AP 
WPPPSTK 


22821 


53189 


A 


22952 


' 


591 


MGPHWKDFKE1DVKKYIDALSI 
HTYTHTHTHTHADITDGDHGG 
G ALLELEIN S HLK VQFRELN 1TA 
AKETEDGGGGKAIIIFVPFPQLK 
SFQKIQVWLRRILPKPTRKSCTv 
QNMHWPPRSRTLKAMRDSIPE 
DLVF\PSEIMCMR1HVKLDGSRL 
IKAHLDKAQQYHVERNAETFS 
GVYMKLTGKDINVEFPEFQL 
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WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22822 


53190 


A 


22953 


2 


508 


APPFELPRAAGIRHEGKFSQEK 

AMFSSSAKIVKPNGEKPDEFES 

G1SQALLELEMNSDLKAQLREL 

N1TAAK.EIEVGGGRKAIIIFVPVP 

QLKSFQKIQVRLVRELEKKFSG 

KHVVFIAHRR1LPKPTRKSRTK 

NKQKYRPRSRTLTAVHDAIPEDL 

VFPSEIVGKRNR 


22823 


53191 


A 


22954 


145 


395 




22824 


53192 


A 


22955 


536 


717 




22825 


53193 


A 


22956 


1 


729 




22826 


53194 


A 


22957 


1 


1158 




22827 


53195 


A 


22958 


1 


2869 


MAHLRSCCSSLYQPGHLLPPHN 

PIQDHPLTAPSLTHLTRRAYFTD 

EKTKGGQSAYAVSLLRECVKL 

RPSDPTVPLMAAKVCIGSLRW 

MAAKHLAGVLLHSLSEECYWS 

PLSHPLPEFMGKEESSFATQAL 

RKPHLYEGDNLYCPKDNIEEAL 

LLLLISESMLANKLLLLEMERV 

QSPGVESGVDRQLSPYSDTNVN 

AQNAQIVPVAAKSAQNEVPGY 

PEETEKSRVQSNLLTQFQDLRL 

LLAAPECLPPRMSPPS 


22828 


53196 


B 


22959 


28 


139 




22829 


53197 


A 


22960 


60 


812 


LASPFPVPLHRCSAGSQPPGPVP 
EGL1RIYSMRFCPYSHRTRLVLK 
AKD1RHEVVN1NLRNKPEWYY 
TKHPFG\H1PVLKTSKCQL1YES 
V1ACEYLDDAYP\GRKLFPYDP 
YERVRQKMLLELFGKVPHLPK 
EFPG S V ED VGEN APNLKA ALR\ 
QEFSNLEE1LEYQNTTFFG\GTCI 
SMIDYLPL/WPWFER\L\ECMGY 
WNCVSHT\PALRLWISAMKWD 
PTVCVALLMDK EH F\QGFLNP YF 
QNN PN AFDFGLC 


22830 


53198 


A 


22961 


2 


251 


ILLDFKPWDDETDMAQLEACV 
CSIQLEELV*GASKLVPMGYGI 
RKLQIQCVVEDDKVGTDLLEEI 
TK.FEEHVQSVD1AAFNKI 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22831 


53199 


A 


22962 


353 


1071 


APLWPRAERKFYKQMNGPVAS 
ASRQSSAPG/NDHSELVLQIASL 
EVENQSLRGVVQELQQAVSNL 
EAWLNURRREKSSPGH/RSTVP 
QTQHVSPMRQVERPSPRPPYYD 
PGQEAEDNEDDDIDLDNKEED 
KEARRLREERLRLYAKKAKNP 
SLVAKSS1LLDIKPWDNKTDMT 
QLEACVRSIQLDGLVSGASKLA 
SVGYGIRKMQIQCVVEDDKVG 
TDLLEEEITKFEEHVQSVDIAAL 


22832 


53200 


A 


22963 




482 


PWANEAPAKK/PATPAEG/DAR 
DDDIDLF\GSDNEE\EDKQAGHS 
CGEER\LR\HYAGEEGPRKPAL/ 
VWPKSLPSLLDVKAPWDDDDGP 
WPSLEACVR\SIQLDGLVWGGF 
PSLVPVG\YG1RK\LQ\IQCVV\ED 
DKVGTDFPWRREITMCFEEARA 
RSVD1ASFSTRS 


22833 


53201 


A 


22964 


1 


2835 




22834 


53202 


B 


22965 


571 


1337 




22835 


53203 


A 


22966 




489 




22836 


53204 


A 


22967 




618 




22837 


53205 


A 


22968 


3 


5227 


SWSRVRPRTRPEGLRQLKMRT 
GWATPRRPAGLLMLLFWFFDL 
AEPSGRAVN\DPLTIFHGNTGKC 
IKPGYGWIVADHCDETEDKLW 
KWVPQHRLFHLHSQKCLGLDIT 
KSVNELRMFSCDSSAMLWWKC 
EHHSLYGAARYRLALKDGHGT 
AISNASDVWKKGGSEESLCDQP 
YHE1 YTRDGN S YGRPCEFPFLI D 
GTWHHDC1LDEDHNGPWCATT 
LNYEYDRKWGICLKPENGCED 
N WEKN EQFGRCYQFNTQT 


22838 


53206 


A 


22969 


3 


453 


GQSP1LVIYHETKRPSGISERFSG 
STSGNTATLTITGTQAMDEADY 
YCQAGRDFGGGTKLTVLGQPK 
AAPSVTLFPPSSEELQANKATL 
VCLISDFYPGAVTVAWKAHSN 
P V KAG VETTTPSKQSNNK Y AA 
SSYLSLTPEQ*KSHRSYSC 


22839 


53207 A 


22970 


2 


354 




22840 


53208 jA 


22971 


1 


315 





3001 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22841 


53209 


A 


22972 


1 


712 


MAWTLLFLTLLTQGTGSWAQS 
ALTQPASVSGSPGQSITISCIGTS 
SDIGAYYFVSWYQQYPGKAPK 
LLIFDVSGRPSGISSRFSGSKSGN 
TASLTISGLQAEDEADYYCASY 
ARSSTVVFGGGTSVTVLGQPK.A 
APSVTLVFPPSSEELQANKATLV 
CLI SDF YPGA VKVA WKADGSP 
VNAGVETTTPSKQSNNKYAAS 
SXYYLSLTPEQWKSHRSYSCQV 
THEGSTVEKTVAPTECS 


22842 


53210 


A 


22973 


1 


1779 




22843 


53211 


A 


22975 


1 


2001 




22844 


53212 


A 


22976 


292 


1497 


TGQLNGFHEAFIEEGTFLFTSES 

VGEGHP\DKI\CDQIS\DAVLDA 

HLQQDPDAKVA\CETVAKTGMI 

LL\AGEITSRAAV\DLPRKVVRE 

SCLNTLE YDDSSKGF * LQ RL VN 

VLVALEQQSPD1AQGVHLDRNE 

EDIGAGDQGLMFGYATDETEE 

CMPLTIVLAHKLMAKLAELRRN 

GTLPWLRPDSKTQVTVQYMQD 

RGAVLPIRVHTIV1SVQHDEEVC 

LDEMRDALKEKVIKAVVPAKY 

LDEDTIYHLQPSG/RTFVIGGPQ 

GDAGLTAGRKIIWDTYGGWGA 

HGG\G AFSG KDYTKVDRS A AY 

AARWVAKSLVKGGLCRRVLV 

QVSYAIGVSHPLS1SIFHYGTSQ 

KSERELL*IVKKNFDLRPGV1VR 

DLDLKKPIYQRTAAYGHFGRDS 

FPWEVPKKL1Y 



3002 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22845 


53213 


A 


22977 


67 


1579 


FF VRSLSHTDTNMNGQLNG FH 
EALIEEGTFLFTSKADGEGHPD 
KICDQISEAVLDAHLHQDPDAK 
VACETVAKTGMILLAGEITSRA 
AVDYQKVVREAVKH1GYDDSS 
KGFDWKTCNVLVALEQQSPDI 
AQGVHLDRNEEDIGAGDQGLM 
FGYATDETEECMPLTIVLAHKL 
NAKLAELRRNGTLPWLRPDSK 
TQVTVQYMQDRGAVLPIRVHTI 
V1SVQHDEEVCLDEMRDALKE 
KVIKAVVPAKYLDEDTIYHLQP 
SG\RF VIGG PQGDAGLTGRIII VD 
PYDGWGAHEEGAF SG KD YTK V 
\SRSAAYGARWVARSLVKGGL 
CRRVLVQVPGPPKKPDEDLYLE 
CEPDPVLALTQTLSFQVLMPSG 
PLPRTSVVPREQQMLPLKDSDL 
LTQPWYSGNCDRYAVESALLH 
LQKDGAYTVRPSSGPHGSQPFT 
LAVLLRGRVFNIP1RRLDGGRH 
YALGREGRNREELFSSVAAMV 
QHFMWHPLPLVDRHSGSRELT 


22846 


53214 


A 


22978 


3 


325 




22847 


53215 


A 


22979 


15 


1014 




22848 


53216 


A 


22980 


7 


592 


LLCSGRHSLQGVMGILSFLPVL 

ATESDWADCKSPQPWGHMLL 

WTAVLSLAPVAGTPAAPPKAV 

LKLEPQ WIN V LQEDS VTLTCRG 

THSPESDSIQWFHNGNLIPTHTQ 

PSYRFKANNNDSGEYTCQTGQ 

TSLSDPVHLTVLSGQWRKAPG 

WTWEGQDG *NLLSGRGLQERG 

VACLLGSIAVSCLSTYQWLFLP 


22849 


53217 


A 


22981 


32 


1150 


EKAVTAVLWAPARLQGVMGIL 
SFLPVLATESDWADCKSPQPW 
GHM\LLW\TAVLFLAPVAGTPA 
APPKAVLKL\EPQW\INGGSRED 
SVTL\TC\RGTHSP\ESDSIQWFH 
NG\NL\[PTHTQPSLQVSRANNN\ 
DSGE\YTCQTGQTSLSDPVHL\T 
VLSEWLVLQTPHLEFQEGE1AIV 
LRCHS\WRDKP\LVKVTFF\HNG 
KSKKFSRSDPNFSIPQANHSHSG 
DYH\CTG\NIG\YTLLFIPRLLTIT 
VQAPSSSPMGIIVAVVTGTAVA 
A1VAAVVALIYCRKK.RISANPT 
NPDEADKVG\AE\NTITYFTSQW 
HPGWLWEEPDDQNRILVSIVLA 
LGIWRRNSEREDLVFPGLKFPL 
GEDTGRCCQFPKEKVFLPGV1L 



3003 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22850 


53218 


A 


22982 


1 


471 


MKSSFQGHNKEKREKKGPSLFS 
A AYGGGSCLLLSIMAALRPL VK 
PKIVKXRTKEFIWHQSDQHVKI 
KCNWRKPRG\QILMPNTGHGSN 
/KKTKHMLPSGFRKFLVPSVKE 
LEVLMCNKSPCAE1AHSVSSKYN 
K.TIVERAAQ/LAVRVTNPNARL 
RSEENE 


22851 


53219 


A 


22983 


103 


564 


GIFRGIMAALRPLVKPKIVKKR 
TKKF1RHQSDRYVKIKRNWRKP 
RGIDNRVRRRFKGQIVLMPNIGY 
G\SNKK.TK\HMLPKWLSGKFLG 
SHQRSREL/EKLLA*CCNKFFTC 
CPRFVSHCFSFQGTGKGLRGER 
SLPNWAFRVTNPNARLRSEENE 


22852 


53220 


A 


22984 


3 


177 




22853 


53221 


A 


22985 


74 


735 


RFAGAGAIPEARARPPDVQAAE 
EEKEMDLPDSASRVF/CGDASS 
NMGEHRMNVNAIILYAQKNML 
DVRFEKTANEMLLNFNNLSSARL 
ASRLSERFLHHTRTLVEMKRDL 
\DSIFRR1RTLKGKLARQHPEAF 
SH1PEASFLEEED\EDPIPTQAPT 
TTIATSE\QSTG\SC\DTSPDTV\S 
PSLEPLASEDLSHVQALASPAI\ 
NGPQPDQ1DEEMTGRIALPARC 














MR I'VAEKVDAVRIVHIHSVIML 
RRSDKRKDRVEISPEQLSAAST 
EA ERL AELTGRPMRV VG WYHS 
HPHITVWPSHVGKYHGVAMFI 
VFRN 


22855 


53223 


A 


22987 


1 


886 


AKMAVQVVQAVQAVHLESDA 
FLVCLNHALSTEKEEVMGLCIG 
ELNDDTRSDSKFAYTGTEMRT 
VAEKVDAVRIVHIHSVIILRRSD 
KRKDRVEISPEQLSAASTEAER 
LAELTGRPMRVVGWYHSHPHI 
TVWPSHVDVRTQAMYQMMDQ 
GFVGLIFSCFIEDKNTKTGRVLY 
TCFQSIQAQKSSEYERIEIPMHIV 
PHVTIGKVCLESAVELPKILCP/ 
QEEQDAYRRIHSLTHLDSVTKI 
HNGSVFTKNLCSQMSAVSGPLL 
QWLEDRLEQNQQHLQELVHQE 
KEELMQELSSLE 



3004 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22856 


53224 


A 


22988 


10 


988 


LKAMSWAKMAVQVVQAVQA 

VHLESDAFLVCLNHALSTEKEE 

VMGLC1GELNDDTSRSDSKLFAY 

TGTEMRTV AEKV DAVRJVHIH S 

VIILARRSDKRKDQVEISPGQLSA 

ASTEAEKLAELTGHPMRVVGW 

YHSHPHITVWPSHVDVRTQAM 

YQMMDQGFVGLIFSCFIEDKNT 

RAGRVLYTCFQSIQAQKSSESL 

HGPQDFWSSSQH1SIEGQKEEER 

YERIEIPIH1VPHVT1GKACLESA 

VELPKILCQEEQDAYWRIHSLT 

HLDSVTKIHNGSVFTKNLCSQM 

SAVSGPLLQWLEDRLEQNQQH 

LQELQQEKEELMQELSSLE 








22989 


1 


1362 




22858 


53226 


A 


22990 


284 


542 


KLFQKKNKKSSCI SDNFFFLL AI 
MVNLLQIVRDHWWHWLVPM 
GFV1GCYLDRKSDERLTAFRNK 
SMLFKSFPHRELQPSEEVTWK 


22859 


53227 


A 


22991 


272 


1241 


FPGGAACD1CWVKEENGSLMS 

MKMGWKAKSCLPVTVHPRCL 

TPYSARLSSTFPL*NS1TTGP*QS 

PACKRPF*LTTC*GGSRRNSNR 

KAA*GPCSPPPPSPPPSPAT\LPR 

GPAGLQPPGVPVLPPLRPRKHY 

APGGLP\PPASLLEDDDDTFCTS 

QAMQPTAPTKLSPPALLPEKDS 

FSSALDE1EELCPTSTSTEAATA 

ATDSVKGTSSEAGTQKLDGPQE 

SRADDSKLMDSLPGNFEITTST 

GFLTDLTLDD1LFADIDTSMYDF 

DPCTSSSGTASKMAPVSADDLL 

KTLAPYSSQPVTPSQPFKMDLT 

ELDH 1MEVLVGS 


22860 


53228 


A 


22992 


1 


3234 


MELKC VCLKN RSPSAEEQPSLL 
PEPSAQESHGGHPRSALYGRER 
LTGQPPSSPHPNPAPWASCPAVI 
DPVPIYSSVAEAYDSGTEGIPTV 
PGLR\HVESGSLRATAQRLPPER 
RV/QQRTTAPPPRQPPRRPLRAS 
LSAAPPEPREPVVAAGPEPGSL 
QRPARTALPNRPEPQAASPGTL 
VEKYAAPVATQDLLDENPCTS 
RLGVVDLQAVLTLRKLENLRS 
GAQTPLEGGQSGRVGPHALRW 
NRGEEEGERLLC 


22861 


53229 


A 


22993 


307 


1906 




22862 


53230 


A 


22994 


1 


1752 




22863 


53231 


A 


22995 


588 


704 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22g64 


g3232 




22996 


3219 


3407 


DQVVWTKRLQDAILVLV*EFRL 
HSPALRLCVMKQVGMSQGELE 
WGQFLKLSSRNRKRSGERI 


22865 


53233 


A 


22997 


1 


588 




22866 


53234 


A 


22998 


1 


917 




22867 


53235 


A 


22999 




1692 




22868 


53236 


A 


23000 


1 


2266 


MKR1RDYYERSHANNLDNLEE 

MDELLETHNLPGLNHEETENLN 

KPITTSLSPLAGVSSTKKNTKNE 

LSIVLPFTGSILPVGFATRPRGL 

ASSNPILLHMVAFLFANGTEEL 

PVPLMTPTRQKJCVIPLIPLMVG 

LGVSASTIALGTGITGISTSVTTF 

RSLSNDFSASITDISQTLSVLQA 

LVDSSAAVVLQGQLRGLDLLT 

AEKGGLCIFLNEECCFYLNQSG 

L V YDN 1 KKLKDRAQKL ANQAR 

QNLDSMLHGTGMKSDSDQKKS 

ENGVTLAPEDTLPFLKCYCSGH 

CPDDAINNTCITNGHCFAI1EED 

DQGETTLASGCMKYEGSDFQC 

KDSPKAHVRRTIECCRTNLCNQ 

YLQPTLPPVVIGPFFDGSIRWLV 

LLISMAVCIIA\MIISSSCFCYKH 

YCKSISSRRRYNRDLEQDEAFIP 

VGESLKDL1DQSQSSGSGSGLPL 

LVQRTIAKQIQMVRQVGK.GRY 

GEVWMGKWRGEKVAVKVFFT 

TEEASWFRETEIYQTVLMRHEN 

ILGFIAAD1KGTGSWTQLYL1TD 

YHENGSLYDFLKCATLDTRALL 

KL A YSA ACGLCH LHTEI YGTQG 

KPAIAHRDLKSKNILIKKNGSCC 

1ADLGLAVKFN\SDTNEVDVP\L 

NTRVGTKARYMAPEVLDESLNK 

NHFQPYIMADIYSFGLIIWEMA 

RRCITGGIVEEYQLPYYNMVPS 

DPSYEDMREVVCVKRLRPIVSN 


22869 


53237 


A 


23001 


68 


636 


G VTSNPKA LLGALIA PAFASLPE 
GRGKRIQALNMFRPKNSWRLG 
LKYPPSSKEKTQVPKTLISGLPE 
RKSTTRVGEKLQSAHKMPLSPG 
LLLLLFSGATATA/APLPLEGGP 
TG\RDSEHMQEAAGIRKSSLLTF 
L A W WFE WTS\Q A S AG PL I G K.E A 
REVARRQEGAPP\QQSARRDRM 
PCRNFFWKTFSSCK 


22870 


53238 


A 


23002 


1 


144 


GIRLPSSADWQKTEAQKRREQL 
\LLDELVA L VNKRD A L V RDLD A 
QEKQ 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22871 


53239 


A 


23003 


2 


667 


RWNSSDPDADRTTLNHADHSS 
KIVQHRLLSRQEELKERARVLL 
EQARRDAALKAGNKHNTNTAT 
PFCNRQLSDQQDEERRRQLRER 
ARQLIAEARSGVKMSELPPWG 
EMAAEKLKERSKASGEQNSKL 
VDLKLKKLLEVQPQVANSPSSA 
AQKAVTESSEQDMKSGTEDLR 
TERLQKTTERFRN P V VFSKDST 
VRKTQLQSFSQYIENRPEMKRQ 
RSIQED 


22872 


53240 


A 


23004 


1 


1437 




22873 


53241 


A 


23005 


1 


2009 


M AKPY L YKK YGNQQG V A A IPD 

VPAAWEAEPSPIPSPVLGRKPN 

A SQSLL V WCKE VTKN YRG VKI 

TNFTTSWRNGLSFCAILHHFRP 

DLIDYKSLNPQDIKENNKKAYD 

GFASIGISRLLEPSDMVLLAIPD 

KLTVMTYLYQIRAHFSGQELN 

VVQIEENSSKSTYKVGNYETDT 

NSSVDQEKFYAELSDLKREPEL 

QQPI SG A VDFLSQDDSVF VNDS 

GVGESESEHQTPDDHLSPSTAS 

PYCRRTKSDTEPQKSQQSSGRT 

SGSDDPGICSNTDSTQAQVLLG 

K.KRLL KAETLELSDL Y V SDK.K 

KDMSPPFICEETDEQKLQTLD1G 

SNLEKEKLENSRSLECRSDPESP 

IKKTSLSPTSKLGYSYSRDLDLA 

KK KHA SL RQTESDPDADRTTL 

NHADHASSKIVQQDEERRRQLR 

ERARQLIAEARSGVKMSELPSY 

GEMAAEKLKERSKASGDENDN 

1EIDTNEEIPEGFVVGGGDELTN 

LENDLDTPEQNSKLVDLKLKKL 

LEVQPQVANSPSSAAQKAVTES 

SEQDMKSGTEDLRTERLQKTTE 

RFRNPVVFSKDSTVRKTQLQSF 

SQYIENRPEMKRQRSIQEDTKK 

GNEEKAAITETQRKPSEDEKGF 

KDTSQYVVGELAALENEQKQI 

DTRAALVEKRLRYLMDTGQNL 
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SEQID 
NO. 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22874 


53242 


A 


23006 


145 


3217 


LDEYEARLTLANLDDFEEDNED 
DDENRVNQEEKAAKITELINKL 
NFLDEAEKJDLATVNSNPFDDPD 
AAELNPFGDPDSEEPITETASPRA 
KTEDSFYNNSYNPFKEWQTPQ 
YLNPFDEPEAFVTIKDSPPQSTK 
RKNIRPVDMSKYLYADSSKTEE 
EELDESNPFYEPK STPPPNNL VN 
P VQEL ETERRVKRKAPA PP VLS 
PKTGVLNENTVSAGKDLSTSPK 
PSPI PSP V LGRKPN ASQSLLVWC 
KEVTKNYR 


22875 


53243 


A 


23007 


1 


165 


RPAAPRHERRPAADHGHHRPEP 
GRGTGQKACSELPSDEACS/GIA 
IG*SLLCSACSVRSRKRQW 


22876 


53244 


B 


23008 


26 


625 




22877 


53245 


A 


23009 


325 


526 




22878 


53246 


A 


23010 


1946 


2224 


LLQWRH GLLNPIN SPYN SPI LPV 
QKPDKPYRLVQHLCLIYQIVLPI 
HPMVPNPYTLLSSIPFTTHYSVL 
DLKH AF FT1 PL YPS SQPLF AFT W 
TDPDTHQAQQ1TLAVLPQCFIDS 
PHYFSQAQISSSSVTYLGIILMK 
THIGLGAVEQGVVLVGEARAA 
QEPMEWVGGSGMVGCRSRALP 
RGKAAKARRE1ERSAVTIVPVL 
DFNPAFHIIPDTTPDHHDCISLIH 
LTFTPFPHISFFPVPHLEHTWFID 
GSSTR 


22879 


53247 


A 


23011 




1479 


MEEN Fl R VFFTTTTMLLL1 AL1K 

QGELCESFDGKSLDGRDERVVI 

CFDAAAGLHRACSIRGEQQNL 

GTHYFTWQRLFAEVIKLGGLM 

KPKARNASSLWKEKTKNGFFS 

LETPEERQTSDLHKYQLAFRLF 

FIKYKNPAQFMAHLATTLRHFT 

ALDPESSHNFQNLFSSSHLMHIL 

SAPRLLRLYSRFVESPTVTIVPG 

PDFNPASNIIPDTTPDPHDCISLI 

HLAFTPFPYISFFPVPHPDHTWF 

I DGSSTRPNCHTPAKAG YAI VSS 

TSI1EATALPPSTTSRQAELIALT 

QALTLAKGLRINIYTD/SHILHH 

HAVLWA/E/RGFLTMQGSSIINA 

SLIKTLLQAALLPKEAEVIHCKG 

HQKASDPITQGNAYADKVPSL 

AHAPTLTLAPVLQCPLREVAGT 

EDDNGKA VLE1PSN 1 RKSAH VP 

VQTWKGWDPTNLLGGWFSNL 

GGFKTLVGTVIFIIGFLLFLPCVI 

PRIIKAIKTLVETTVSRQIIQTILL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22880 


53248 


A 


23012 


854 


1777 




22881 


53249 




23013 


27 


496 




22882 


53250 


A 


23014 


1 17 


210 




22883 


53251 


A 


23015 


124 


414 




22884 


53252 


A 


23016 




627 




22885 


53253 


A 


23017 


1 


567 




22886 


53254 


A 


23018 


44 


551 


GGGRRSAPLQLGFMSRQAKDD 
FLRHYTVSDPRTHPKGYTEYKV 
TAQFISKKDPEDVKEVVVWKR 
YSD\FRK\LHGD\LAYTHRNLF\R 
RLEEFPAFP\RAQ\VFGRF\EASV 
DSRERVRKG A EDLLRFTV H1PAL 
NNSPQLKEFFRGGEVTRP\LEVS 
RDLH 1 LPPPL1PTPPPG 


22887 


53255 


A 


23019 


25 


488 




22888 


53256 


C 


23020 


9 


119 




22889 


53257 


A 


23021 


52 


241 




22890 


53258 


B 


23022 


4 


402 




22891 


53259 


A 


23023 


249 


984 


GSTMYKMN 1CNKPSN KTAPEK 
SVWTAPAQPSGPSPELQGQRSR 
RNGWSWPPHPLQIVAWLLYLF 
FAVIGFG1LVPLLPHHWVPAGY 
AVSLGKRRAGPWNPFLSVSAET 
ILPQCMGAIFAGHLVVHLTAVS 
IDPADANVRDKSYAGPLPIFNR 
SQHAHV1EDLHCNLCNVDVSA 
RSKHCSACNKCVCGFDHHCK.W 
LNNCVGERNYRLFLHSVASALL 
GVLLLV/LGGHICLRGVLCQPH 
ASAHQPTL 


22892 


53260 


A 


23024 


2 


224 




22893 


53261 


A 


23025 


111 


1368 


QQPSGSGALARGSGLPPRPGRL 

PARSPVQKRKGGWPKGKKRNP 

PRDLAV\RVPTTGYMIFLNEQRS 

QLRATH PDLPFTEI MKML A VQ 

WAQLSQDKKGRKYAGKALGV 

TPPPSALTPVALIEEPKQLDIQSL 

PFQPILDRLKIKDKRQLVPSYLG 

GMHTVTEGLAGRQVLLQQVQ 

GGAWESAFLTCPWAMAAAAP 

GPTLTMLQPSISAVGFSQMAMG 

PHVQGRASKLSIYVNPRRQLST 

TTAMGDELNDLYCGTSRQLFSS 

LCNKKEPAAKAAPAAPLSSPGP 

PALGHAGHGRQLLLERSLTLFH 

LYELLKYPRASPGLWPPRVWM 

PHSLTCGTFWVPMIMMRFCAH 

VASGLLRPPFNQVFAHLSPAQG 

RHPGENGIIVLTSRAAVRJRCSS 

CSRSLTGNLKK1LPRTQSTWSL 

WRKRRDK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22894 


53262 


A 


23026 


2 


405 




22895 


53263 


A 


23027 


1 


391 




22896 


53264 


A 


23028 


3 


463 




22897 


53265 


A 


23029 


74 


466 


FAFNMPEPAKSAPAPKKGSKK 
AVTKAQKKDGKKRKRSRXESY 
SVYVYKVLKQVHPDTGISSKA 
MGIMNSFVNDIFERIAGEASRL 
AHYNKRSTITSREIQTAVRLLLP 
G\EL\AKHAVSEGTK\AVTKYHQ 


22898 


53266 


A 


23030 


168 


597 


KEETDFLFWFCHYCFIMPELAK 
SAPAPKKGSKKAVTKAQKKDG 
KKRKRSRKESYSVYVYKVLKQ 
VHYPDTG ISSKAMG I MNSF VTTF 
FEVRIAGEASRLAHYNKRSTITS 
REIQTAVRLLLPGELAKHAWSE 
GTNAWTKYTSSK 


22899 


53267 




23031 


18 


321 


FTATWLNQEVGIVGKYRTRYG 
VSLQKMVKKIE1SQYAKY1CSFL 
WQNSKMKRRAVGIWCCG/SCM 
KTVKVSSSRNH1VWTYNTTSAV 
TVKSTIRRLKQLK.DQ 


22900 


53268 


A 


23032 


12 


445 


FTCRSHVSEVEERCVEAPGLLG 
SRSITGFSLHSKQAKRTKKVGIV 
\GKYGN PLWGPSLRVKM VKKU E 
1SQHAQVHFALFCGKTKMKRR 
AVG1WHCGSCMKTV\AGGAWT 
\YNTT\SAVTVKSA1RRLKEFERP 
SRTLLYSLRTSLGL 


22901 


53269 


A 


23033 


3 


l! 75 




22902 


53270 


C 


23034 


378 


434 




22903 


53271 


A 


23035 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 
RPVVDAGSRALCLQEWADSQQ 
VKEKQYSSRDVQRAAALNIYRI 
PPSSRKPALCPTPRDRLEYDEDR 
LEHIAYVRARELHTLEVTGLET 
VAQSKAHVASLEGLIPEDKVVL 
LAGSPLQNEATLGQCGVEALTT 
LEVVGRRLGASL/HTSASKHTM 
VRALTYCSSREETFTAI 


22904 


53272 


C 


23037 


236 


379 




22905 


53273 


A 


23038 


178 


534 


VVQK.TEPRLCFAVSPPFSCSLPL 
PSLFPHSPLLGRPKRQAKPAAD 
EGFWDCSVCTFRNSAEAFKCSI 
CDVRKGTSTRYLKICVTWVVV 
VI * Q VFIEHTA I CALG VQ WYKD 
RPGPCSYGA 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22906 


53274 


A 


23039 


44 


1012 


VGGGGVQPSMTMGDKKSPTRP 
KRQAKPAADEGFWDCSVCTFR 
NSAEAFKCSICDWRKGTSTRKP 
RTNSQLVAQQVAQQYATPPPPK 
KEKKEKVEKAGQKRKPEKRPR 
KFSP/SVVTKKNTNKKTKPKSD\ 
ILKDPPSVEANSIQSANATTKTSE 
TNHTASRPRLEKRGTGGIAQQFG 
QLTVG\NVTVI1TDFK\EKTRSSS\ 
TSSSTVTS\SAGS\EQQNQRQLR 
GFRGATDKGSLPVPPNPKGRPC 
QAVNDESFLKLAHGNCGKLWN 
SGVWKFQNLPPAHACLHPWEN 
LSCGTSTSLVDCCQDNFLLCHG 
HSWPPRDFRHPDDYSGHF 


22907 


53275 


A 


23040 


1 


626 


MAGCRNPCKAESHRSKSLLSEA 
ESLFREAESQHDRGSKNAGHR 
DESVEVWLSLLSSSQTRAEIER 
QSRGKQWLRHLLRDTEGPKET 
VRPELATRAAMDVAEVEFLAE 
KELVTIIPNFSLDKSYLIGVDNIP 
KADE1RTLVKDIWDTRIAKLRV 
S ADSF V RQQEA H AKPDNLTLM 
EINPSGTFLTQA LNHTYK/LRTN 
LQPSESTQSQDF 


22908 


53276 


A 


23041 


1 


951 


MDAAEVEFLAEKELVTIIPNFSL 

DKI YLIGT WELKY RE1RWLSQG 

PHGKPHADPGSSILQNSSGPSG 

VRTNGKSKPWEPFVAEEFAHQ 

FHESVLQSTQKALQKHKGSVA 

VLS A EQNHK VDTSVH YNIPELQ 

SSSRAPPPQHNGQQEPPTARKG 

PPTQELDRDSEQEQEEDDEDGE 

DEEEVPKRKWQGIEAVFEAYQ 

EHIEERTLERNRSSTAADKAQL 

LAANRQGHGQPTDPASDNIPKA 

DEIRTLVKDMWDTRIAKLRVS 

ADSFWRQQEA HAKL\DNLTYLM 

EIHTSG\TFLTQALNHMYKLRT 

NLQPLESTQSQDF 


22909 


53277 


A 


23042 




626 


MAGCRNPCKAESHRSKSLLSEA 
ESLFREAESQHDRGSKNAGHR 
DESVEVWLSLLSSSQTRAEIER 
QSRGKQWLRHLLRDTEGPKET 
VRPELATRAAMDVAEVEFLAE 
KELVTIIPNFSLDKSYLIGVDNIP 
KADEIRTLVKDIWDTRIAKLRV 
SADSFVRQQEAHAKPDNLTLM 
EINPSGTFLTQALNHTYK/LRTN 
LQPSESTQSQDF 



3011 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


22910 


53278 


A 


23043 


2 


642 


RPRRLLRDAEGPEETVRLWPAA 
RAAMDAAEVEFLAEKELVTIIP 
NFSLDK1YLIGGDLGPFNPGLPV 
EVPLWLAFNLKQRQKCRLLPPE 
WMDVEKLEKMRDHE\RKEETF 
TPMPKPFTTLELTAKLLLNHASD 
NIPKQDEIRTLVKDMWDTRIAK 
LRVSADSFWRQQEAHAKLADN 
LT\LMEIHTSG\TFLTQA LNHM Y 
KLRTNLQPLESTQSQDF 


2291 1 


53279 


A 


23044 


3 


1038 


TSSMAAGCSEAPRPAAGXSDGS 

LVGQAGVLPCLELPTYAAACA 

LVNSRYSCLVAGPHQRHIALSP 

RYLNRKRTGIREQLDAELLRYS 

ESLLGVPIAYDNIKVVGELGD1Y 

DDQGH1HLNIEADFVIFCPEPGQ 

KLMGIVNKVSSSHIGCLVHGCF 

NASIPKPE\QLSAEQWQTMEIN 

MGDELEFEVFRLDSDAAGVFC1 

RGKLNITSLQFKRSEVSEEVTEN 

GTEEAAKKPKKKKKKKDPETY 

E V DSGTTKL ADD ADDTPM EES 

ALQNTNNANG1WEEEPKKKKK 

KKKH\QEVSRTQDPCFSQGQLT 

S\SGYQSDHKKKKKKRKHSEEA 

EFTPPLKCSPKRKGKSNFL 


22912 


53280 


B 


23045 


82 


323 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22913 


53281 


A 


23046 




1624 


QLE1RAPTADEIHVTVGEARNLI 

PMDPNGLSDPYVKLKLIPDPRN 

LTKQKTRTVKATLNPVWNETF 

VFNLKPGDVERRLSVEVWDWD 

RTSRNDFMGAMSFGVSELLKA 

PVDGWYKLLNQEEGEYYNVPV 

ADADNCSLLQKFEACNYPLEL 

YERVRMGPSSSPIPSPSPSPTDPK 

RCFFGASPGRLHISDFSFLMVLG 

KGSFGKVMLAERRGSDELYAI 

KILKKDVIVQDDDVDCTLVEKR 

VLALGGRGPGGRPHFLTQLHST 

FQTPDRL Y F VME Y VTG GDLM Y 

H 1QQLG KFKEPHA AF Y A A EI A I 

GLFFLHNQGI1YRDLKLDNVML 

DAEGH1K1TDFGMCKENVFPGT 

TTRTFCGTPDYIAPEIIAYQPYG 

KSVDWWSFGVLLYEMLAGQPP 

FDGEDEEELFQAIMEQTVTYPK. 

SLSRE A VAICKGFLTKHPGEA P 

GASGP*WGNLTIRAHGFFPLGF 

DWERLERLEIPASFSRPRPCGRS 

GENFDKFFTRAAPALTPPDRLV 

LASIDQADFQGFTYVNPDFVHP 

DARSPTSPVPVPVM 


22914 


53282 


A 


23047 


! 


1522 


MLRAPRQA 1RDHHFAH1D1VQV 

TCFRYLRRSALAPAPAMPSPVR 

VDRGSFPPVAGGNHTRRRGGTP 

QEGVTRJEALAFFDVVATTGAE 

M1V1WSNFFLQEENRRRGAAGRR 

RAHGQGRSGLTPEREGKVKLA 

LLLAAWAPRWRCCPWAPSSG 

WTQHLQGQRQRRVRSGPTWG 

CGRRAPSGCGRRTCPWTGTPA 

APRSCPEASERNSEHPALICTLP 

QPHMLKRRARRAPGSMAPPLP 

RPPQAASVPVFPPDWEPLESRA 

RSKSPLHSQHRPAQETGRHSRP 

RTSTRKRQQKHSTEKATHTPER 

APKPQTRENNPKGRAQGSPAPR 

DHNPASRHQKTSNDKRSTHDT 

HKTRKDSQTRRKKTRNNEKQQ 

PDR/IGPQI 1 A YQP/YGKSVD WW 

SFGVLLYE/MLAGQPP/FDGEDE 

EELFQAIMEQ/TVTYPKSLSREA 

VAIC/KGCGRSGENFDK/FFTRA 

APALTPPDRLV/LASIDQADFQG 

FTYVNP/DFVHPDARSPTSPVPV 

PASSPTRPQLLENKFGC 



3013 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22915 


53283 


A 


23048 


505 


2345 


SIWGMVMMNPTPSSITLRRMM 

SLFPASLTTKYGGFYINSGTLQF 

RQASESEDDFIKEKKKKSPKKR 

KLKEGGEK1KKKKKDDTYDKE 

KKSKKSKFSKAGFTALNASKEK 

KKKKYSGALSVKEMLKKFQKE 

KE AQKKREEEH KP V A VPS A EA 

QGLRELEGASDPLLSLFGSTSD 

NDLLQAATAMDSLTDLDLEHL 

LSESPEGSPFRDMDDGSDSLGV 

GLDQEFRQPSSLPEGLPAPLEKR 

VKELAQAARAAEGESRQKFFT 

QDING 1 LLDIE AQTRELSSQ VRS 

GVYAYLASFLPCSKDALLKRA 

RKLHLYEQGGRLKEPLQKLKE 

A IGRAM PEQM AKYQDECQAHT 

QAKVAKMLEEEKDKEQRDRIC 

S DEEEDEE KG G RR1 M G PRKKFQ 

WNDE1RELLCQVVK1KLESQDL\ 

ERNNKAOAA WEDC VKG FLD AE 

VKPLWPRGWMQARTLFKESRR 

GHGHLTSILAKKKVMAPSKIKV 

KESSTKPDKKVSVPSGQTGGPIA 

LPSDHQTGGLS1GASSRELPSQA 

SGGLANPPPVNLEDSLDEDLIR 

NPASSVEAVSKELAALNSRAAG 

N SEFTLPAPSKAPAEK VGG V LC 

TEEKRNFAKPSPSAPPPASSLQS 


22916 


53284 


A 


23049 


1 


379 


AYRNFTSASDVWSYG1VMWEV 
MSYGERPYWDMSNQD\PNTAL 
LDPASPEFSAVVSVGDWLQAIK 
MDRYKDNFTAAGYTTLEAVVH 
VNQEDLAR1GITAITHQNKILSS 
VQAMRTQMQQMHGRMVPV 


22917 


53285 


A 


23050 


1 


123 




22918 


53286 


A 


23051 


3 


221 




22919 


53287 


C 


23052 


80 


379 




22920 


53288 


A 


23053 


71 


924 


AFSVNSSNSWEKA*SQKCLQV 

NYLSLSSASYLP/CMTCPPSAPL 

NLISNVNETSVNLEWSSPQNTG 

GRQDISYNVVCKKCGAGDPSK 

CRPCGSGVHYTPQQNGLKTTK 

VS1TDLLAHTNYTFEIWAVNGV 

SKYNPNPDQSVSVTVTTNQAAP 

SSIALVQAKEVTRYSVALAWLE 

PDRPNGVILEYEVKYYEKDQNE 

RSYRIVRTAARNTDIKGLNPLTS 

YVFHVRARTAAGYGDFSEPLE 

VTTNTGNKDH PDS VTSEA IFII Q 

LNP1TVKSKELS V1FGS ADI LLQ 



3014 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22921 


53289 


A 


23054 


1 


1102 


MRWLLKWERKYTLYSSGVLK 
HKNLLESLLGQFLGPPAQRFDS 
AGGVRPKNDGRFTVIQLVGML 
RGIGSGMKYLSDMSYVHRDLA 
ARNILVNSNLVCKVSDFGMSR 
VLEDDPEA AYTTRGGKIPI RWT 
APEAIAYRKFTSA\SDVWSYGIV 
MWEWMSYGERPYWDMSNQD 
VIKAIEEGYRLPPPMDCPIALHQ 
LMLDCWQKERSDRPKFGQIVN 
MLDKLIRN PNSLKRTGTESSRP 
NTALLDPSSPEFSAVVSVGDWL 
Q A I KMDR YK DNFT A AG YTTL E 
AVVHVNQ/EVSTQRCNTKGDL 
AR1GITAITHQNKILS\SVQAMR 
TQMQQVMHGRM VPRLSTVLN K 
LKTLEI SLPHPCTL I EELHFFN F V 


22922 


53290 


A 


23055 


148 


3229 


NAFRFHLLNPAGESHDRLQDLL 
S A VRSPTKRQEQRWH RRTMAG 
1FYFALFSCLFGICDAVTGSRVY 
PANEVTLLDSRSVQGELGWIAS 
PL EG G WEEVSI MDEKNTPIRTY 
QVCNVMEPSQNNWLRTDWITR 
EGAQRVYIE1KFTLRDCNSLPG 
VMGTCKETFNLYYYESDNDKE 
RFIRENQFVKIDTIAADESFTQV 
DIGDR1MKLNTE1RDVGPLSKK 
GFYLAFQDVGACIALVSVRVFY 
KKCPLTVRNLAQFP 


22923 


53291 


A 


23056 


57 


450 


VGDCLTSRGMSWVQATLLAR/ 
ALCRAWGGT/CRGALTGTSISQ 
VPRLAP\RGLHCSA/ASVSSEQS 
LVPSPPEPRQR/PPGGERDKASF 
LQTVQKFADTSVVDSGHIDFIY 
LALRKMREYGVERDLAVYNQL 
LNIFP 



3015 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


22924 


53292 


A 


23057 


89 


1502 


VGDCLTSRGMSWVQATLLARG 

LCRAWGGTCGAAL/SQEPPSLR 

SLASLPRGLHCSAAAHSSEQV\L 

VPSPPEPRQEGPPRLLVPFEGPV 

LGQGAGLG ERGQGR AFL/LDGC 

RNLRTTS V RKRGPH/VDL F YL A 

LRKMREWGVERG/DLAVYNQL 

LN I FPKE VFRPRNIIQRIF VH YPR 

QQECGIAVLEQMENHGVMPNK 

ETEFLLIQIFGRKSYPMLKLVRL 

KLWFPRFMNVNPFPVPRDLPQD 

PVELAMFGLRHMEPDLSARVTI 

YQVPLPKDSTGASKIPPKPHIVG 

HRACMSPHQESKKSRSSKAAL\ 

ARHNPS\RPVF\VEGPFSLWLRN 

K\CVYY\HILRA\DLLPPEEEGK 

WKRTPEEWE\LYYP\RQLDLEY 

VRSG\WDNYEFDINEVEEGPVF 

AMCMAGAHDQ\ATM\VKWI\Q 

GPAGDQPQTLAQNPPWSFRLRR 

VQPGELPDILLQGWRSP/HPAR 

GPPRKKTTTCKRQQQGPELV 


22925 


53293 


A 


23058 


1 


2517 




22926 


53294 


A 


23059 


1 


927 


I1VVEFVSRGLARAPSGPAVFSH 
LAMARLPLRGVRWGCLLTAVH 
PEPPTACREKQYLINSQCCSLCQ 
PGQKLVSDCTEFTETECLPCGE 
SEFLDTWNRETHCHQHKYCDP 
NLGLRVQQKGTSETDTICTCEE 
GWHCTSEACESCVLHRSCSPGF 
GVKQIATGVSDTICEPCPVGFFS 
NVSSAFEKCHPWTSCETKDLW 
VQQAGTN KTDV VCGPQDRLRA 
LWV1PI1FGILFA1LLWLVF1KKV 
ArCKPTNKAPHPK\Q\EPQEINFP 
DDLPG/SSNTAAPVAGRIFTWG 
GQPV\TQEDGQRESHFSCRERQ 


22927 


53295 


B 


23060 


24 


439 






MP — 












mil — 






23062 


1 


2607 




22930 


53298 


A 


23063 


248 


430 


ATNYTREQDSMWNCVR*GRTT 
ATTHSVTQRTDERQRRADTAL 
TLADYRNTSVTGVFAGLF 


22931 


53299 


A 


23064 


776 


1426 




22932 


53300 










VFRLLRGQKSEPGKSRPKAL*N 
KPANTPVQSHISLYAAGIINSDS 
KVR*SCRQSSARQSGSYL*TSPR 
SPQNRQQTGEITATVIAFGRTRR 
TAPDITPHPASAR 


22933 


53301 


A 


23066 


3139 


3792 





3016 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22934 


53302 


A 


23067 


2 


830 


GVPNMAAPQDVHVRICNQE1V 
KFDLEVKALIQDIRDCSGPLSAL 
TELNTKVKEKFQQLRHRJQPVL 
YQRAFIWTASTFFFKLTYSLTDF 
SSTQHDFNSPTTPVTFSDLAEQL 
AKEQDKESENQLLLQEVENHK 
KQMLSNQASWRKANLTCKIAI 
DNLEKAELLQGGDLLRQRKTT 
KESLAQTSSTITESLMG1SRMM 
AQQVQQSEEAMQSLVTSSRT1L 
DANEEFKSMSGTIQLGRKLITK. 
YNR\RELTDKLLIFLALRLFLAT 
VLYIVKKRLFPFL 


22935 


53303 


A 


23068 


1231 


1458 




22936 


53304 


B 


23069 


1 


2133 




22937 


53305 


A 


23070 


722 


957 


VFRLLRGQKSEPGQKQAKSTLE 
QTSEYPSNRGIPIIRQSECSIRTPL 
PFVRALRD*VRGCGCAPLSSVD 
SFFCCTEAL 


22938 


53306 


A 


23071 


2 


1137 


VPNMAAPQDVHVRICNQEIVKF 

DL\EVKAPIQD1RD\CSGPLS\AL 

TELNPKVKEKFQQLRHRPTGP/ 

VEQLAKEQDKESEKQLLLQ\EV 

EN HKKAQM LQQFRPS WEGKLN 

SSPGK1CNSDNLEKAELLQGGD 

LLRQRKTTKE\SLAQTSSTIT\ES 

LMG/ISGRMMAQQVQQSEEAM 

QSLVTSSRTILDANEEFKSMSGT 

MQLGRKL1TKYNRRELTDK.LLIF 

LALALFLATV\LYIVKKRLFP1F 

VRFPKVPVLAPFNSLFSG1CPWF 

PEAPRLPKAEAHTPLRFAPQLP 

CRLGWEHQCPPLFLQSSWLVK 

GEQSPWEEGPGIGMPPLGTYEP 

PPSHHCALWEAAAAWSTLKSE 

PPRTRMPLLSPAPiVPLNARSGG 

GKREER 


22939 


53307 


A 


23072 


64 


665 


RVRGGEAELAMAAAEEE\SGAP 

NVPNRERGGAGRPKTPFECNIC 

LETAREAVVSVCGHLYCWPCL 

HQWLETR\PERQECP\VCKAGIS 

REKVVP\LYGRGSQEAPRIPELK 

TPPPPPRGQR\PAPESRGGF\QPF 

GDTGGFHF\SFGVGAFPF\GFFT 

TVF\NAHEPFRRGTGVDLG\QG 

HPSLQLGKEFPLPGFSAIFFLFW 



3017 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22940 


53308 


A 


23073 


1 


416 


MQRRRRRRLLLLPPRRQTDRAL 
PPPPSPGSMPPPLPPPP/PPARGG 
GLRPGDGLYPK/PSPARRGSGA 
RTS WCTMC APPSTS APRA SRR P 
RPSSCATRPPTSKPPPA\GHAPH 
PPPRDLGGGLDSGVQSDGVLQ 
HLQRPGH 


22941 


53309 


A 


23074 




1713 




22942 


53310 


A 


23075 


1305 


1538 


LKVKRNCTSS*SPTIGHD*QSNL 

slppsdfakppfpfsllrcsk.fr 

KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22943 


53311 


A 


23076 


49 


355 




22944 


53312 


D 


23077 


253 


471 




22945 


53313 


A 


23078 


1267 


1497 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22946 


53314 


A 


23079 


3 


1237 


HEVAGAVPGA1MDEDYYGSAA 
EWGDEADGGQQEDDSGEGED 
DAEVQQECLHKFSTRDYIMEPS 
IFNTLKRYFQAGGSPENVIQLLS 
ENYTAVAQ\AVNLLAE\WLIQT 
GVEPVQVQDTVEYHLKSLLIKH 
FDPRJADSMFTEEGETPAWLE\Q 
MIAHTTWRDLF YKLA EAHPDC 
LMLNFTVKL1SDAGYQGE1TSV 
STACQQLEVFSRVLRTSLAT1LD 
GGEENLEKNLPEFAKMVCHGE 
HTYLFAQAMMSVLAQEEQGGS 
AVRR1DQEVQRFAQEKTVLTQE 
AIITVKGVSLSSYLEGLMASTIS 
SNASKT1VAAMSNLVPPVELAN 
PENQFRVDYILSVMNVPDFDFP 
PEFYEHAKALWEDEGVRACYE 
RSNEYQLIDCAQYIFVLEMQVP 
CCEEAQSHPGQHGGVQVGRN 


22947 


53315 


A 


23080 


1358 


1589 


LKVKRNCTSS*SPTIGHD*QSNL 
SLPPSDFAKPPFPFSLLRCSKFR 
KLKAAYRKRKKGHKSSLSLSV 
KINKTAAANK 


22948 


53316 


A 


23081 


33 


458 


GITGSTDASGVTMKFNPFVFSD 
RRKNRKRHVNAPSHVRRKIMS 
SPLSKELRQKYNVRSMPIRKDD 
EVQVVRGHYKGQQIGKVVHV 
YRKKYVIYIERVQREKANG/DK 
DRKKILERKAKSRQVGKEKGK 
YKEELIGKMQEYIEP 


22949 


53317 


A 


23082 


1 


576 




22950 


53318 


B 


23083 


37 


276 





3018 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22951 


53319 


A 


23084 


124 


549 


NNSLSSPVQADVYFPRLIVPFCG 
H1KGGMRPGKKVGVMGIVDLN 
PKSFArNLTCGDSEDPPADGAIE 
LKAVFTDRQLLRNSCISGERGE 
EQVSNPLLSIHSTTMPFRVEILC 
EH\HCFR\VFVDGHQLFDFYHPH 
SNRYLAI 


22952 


53320 


A 


23085 


1 


215 


QGFIKPPLKEENFTLPPPGKFGP 
PKGSLNSPPS/PSSP*SPGGGILLL 
VYYLYRALFQKGCKEAAWLEY 
PLT 


22953 


53321 


A 


23086 


533 


983 


PWGPGCNKRWPCLAKDPPPTP 
QSSGVGQPFGGAEPAGAYIRTG 
PHLGPPPPPPPDSSTNLHSPNPS 
DDGADTPLAQSDEEEERGDGG 
AEP\G\PAASSGPLAYRPDPAGY 
SPTSRPPGPSPEPLG/AEDPDSLL 
ASRAPRGGNGWWDCGTLS 


22954 


53322 


A 


23087 


1422 


1670 


NRYIDKTGWAWWLTPVIRHFR 
RPRWVDCLRLGVREQPGQHSKI 
KSLQKNAKMSQAWWHAPVDP 
AT WKAD AGG SLEPGSLRLQ 


22955 


53323 


A 


23088 


2 


663 


VLLDERSAALDGAKRDGTLAL 
AAGALCREARAAQVFFLKGGY 
EAFSASCPELCSKQ/INVSANCP 
NHFEGHYQYKSILCGMTTHKA 
DISSWFNEAIDFIDS1KNAGGRV 
FVHCQAGISRSATICLAYLMRT 
NRVKLDEAFEFVKQRRSIISPNF 
SFMGQLLQLESQVLAPHCSAEA 
GSPAMAVLDRGTSTTTVFNFPV 
S1PDHSTNSALSYLQSLITTSSHC 


22956 


53324 


A 


23089 


3 


206 





3019 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22957 


53325 


A 


23090 


982 


2252 


LFLEKRRPALGPENRQRAPQGR 
STLGALRPAMVMEVGTLADAG 
GLRALVLGERAAQLPACLDCRS 
FF\AFNAGHIAGSVNVRFSTIVR\ 
RRAKG\A1GALE\HIVPNAELR\G 
RLLAGAYHAVVLLDERSAGVLD 
GAKRDGTLALAAGRA/LCREA 
RAAQVFF/LSKGGYEA\FSASCP\ 
ELCSKQSTPMGLSVLSLSTSVPD 
SAESGC\SSCSTP\LYD\QGGPVE 
ILPFLYLGSAYHASRKD\MLDA 
LGHRLPW1NVLSQ1VPNHF\EGH 
\YQYKSIPVEDNHKADISFWFN\ 
EA1DFIDSIKNAGGRVFVHCQA 
G1SRSA1AICLAYLMRTNRVKLD 
EA\FEFVKQRRSI1SP\NFQLHGA 
SLLQFEFPRMLGPALFRAEAGK 
PRQMAVL\DRGTASTTTVFNFPV 
SIPVHSTNSALSVPFRAPLTDLS 
QLVERPTGR 


22958 


53326 


A 


23091 


13 


287 




22959 


53327 


A 


23092 


1 


492 




22960 


53328 


A 


23093 


1 


636 




22961 


53329 


A 


23094 


1 


506 


PTRTWTRGRJPRLSAQPSRGAR 
GTMADPRVRQIKIKTGVWKRL 
V\KEKVLYEKEPKQ\QEEKIEKM 
RAEDGENYD1KKQAEIL\QES\R 
MM IP\D\CQRR\LEA A YLDLQRI 
LENEKDL/EKEAEEYKEARVLVL 
DSVKLESLKLFSYGVVFALKPR 
GP1LQS1IFDHVLCVQV 


22962 


53330 


A 


23095 


1 


786 




22963 


53331 


A 


23096 


183 


1059 


VLGAF1WQGLDPSPETAFTDHR 
ATEWGTNDQSLCLNSP*\DAPS 
AKHEYQASVSGSVSSKPEIDLQ 
LYDEVRDQDVPVKRNFARIVV 
NVSDTNDHAPWFTASSYKGRV 
YESAAVGSVVLQVTALDKDKG 
KNAEVLYSIESGSHPPYKTAAD 
VLLKAPPPGWRPTNTKPVHSTE 
AQP I QNQRTQQKHNQGASRSP 
RH SF ATSTRAG AG 1CGCKTRRW 
MTRWMEESRGSLQTLPSTRLEP 
GSSAAWLDPEEQAQSLQFSSQE 
APFLGEGGENHIKGVPHGTKES 
QQQPLNHRSSL 


22964 


53332 


A 


23097 


1 


1224 




22965 


53333 


A 


23098 


1 


660 





3020 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


22966 


53334 


A 


23099 


129 


595 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTL1LKGSSLMYVFCLPNTAIV 

MALSPRGWRSK.FGMPWHSKPT 

WIMTL*FPLEKTGALSLTSDTS 

MFTVVVLTLGGLPLSEA*T/GG 

NYDSHFDVDKGTGTIIVAKPLD 

AEQKSNYNLTVEATDGTTTILT 


22967 


53335 


A 


23100 


1 


1782 


MAARIEVIHELSIRLLLMKTDL 

DAATAALLNVQPAKSGDNTSG 

APFPGKISQTLLKDPHNGYHVV 

F AL AGS PKD ADDTSI YMF YQK 

VGDNSIDSWKNAGRVFKDSDK 

FDANDPILKDQTQEWSGSATFT 

SDG K1RLF YTDYSGKH YG KQSL 

TTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTFEKSNEAADHFKHGGGATIK 

GRVADNGKPQLSSLTYIDIRVIE 

ESIYPPAILPLEIF1TASGEEYSGG 

VIGKIHATDQDVYDTLTYSLDP 

QMDNLFSVSSTGGKLIAHKKLD 

IGQYLLNVSVTDGKFTTVADIT 

VH I RQVTQEM LNHT1 AIRF AN L 

TPEEFVGDYWRNFQRALRYN1L 

GVRRNDIQ1VSLQSSEPHPHLDV 

LLFVEKPGSAQ1 STK.QLLHK1N S 

SVTDIEE1IGVRILNVFQKLCAG 

LDCPWKFCDEKVSVDESVMST 

HSTARLSFVTPRHHRAARQQ\R 

GPPLFfN PA DT* TTARK YNCDKR 


22968 


53336 


A 


23101 


184 


13958 


AMGRHLALLLLLLLLFQHFGDS 
DGSQRLEQTPLQFTHLEYNVTV 
QENSA AKTYVGH PVKMG V YIT 
HPA WE V RYKI VSG DSENLFKA E 
EYILGDFCFLRIRTKGGNTAILN 
REV K.DH YTL 1 VKALE KN TN VE 
ARTKVRVQVLDTNDLRPLFSPT 
SYSVSLPENTAIRTSIARVSATD 
ADIGTNGEFYYSFKDRTDMFAI 
HPTSGVIVLTGRLDYLETKLYE 
ME1LAADRGMKLYGSSGISSMA 
K.LT VH I EQANEC A 


22969 


53337 


C 


23102 


56 


331 





3021 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22970 


53338 


A 


23103 


2249 


2680 


GEFLKTREFSIYFLEKYTTFPGE 
NLEHGFWDSSTSPPVLLHPGIPA 
SRI/PVSSIFTKVPPK.KSATKP/PV 
S1WGAPPLGPPGFWGCCPTGEQ 
RGVCHPSEPHPPVVDFRKKPPF 
LCVSLSLINIFKSNKFLLTTCNL 
VIFYTCSL 


22971 


53339 


A 


23104 


739 


1672 


CQEAASEFGGPLHTPAMFLRRL 
GGWLPRPWGRRKPMRPDPPYP 
EPRRVDSSSENSGSDWDSAPET 
MEDVGHPKTKDSGALRVSRAA 
SEPSKEEPQVEQLGSKRMDSLK 
WDQP1SSTQESGRLEAGGASPK 
LRWDHVDSGGTRRPGVSPEGG 
LAGVPGPGAPLEKPGRREKLLG 
WLRGEPGAPSRYLGGPEECLQ1 
STNLTLHLLELLASALLALCSRP 
LRAALDTLGLRGPLGLWLHGL 
LSFLAALHGLHAVLSLLTAHPL 
HFACLFGLLQALVLAVSLREPN 
GDEAATDWESEGLEREGEEQR 
GDPGKGL 



3022 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22972 


53340 


A 


23105 


122 


2437 


RLELKLPLWTMRFTEMELLGH 

LS1FKJTGKQKQLTRTAPGPSGQ 

LRSNQTTGNSLEPSG QPRS SQTT 

GNSLEPSGQPRSSQTTGNSLEPS 

GQPRSSQTTGNSLEPSGQPRSSQ 

TTGNSLEPSGQPRSSQTTGNSLE 

PSGQPRSSQTTGDSLEPSGQLRS 

NQTTGDSVQPNNREQPGTVRS 

APLQPNNREQPGTVRSAPLQPN 

NRGQRPTKQQGTTWNRQVSSA 

PTKQQGTARVPSGQPRSNQTTG 

NSLEPSSQLRSNQTTGDSVQPN 

NREQPGTVRSAPLQPNNRGQRP 

TKQQGTAR\PSGQPCSNQTTGN 

SLEPSSQLRSNQTTGDSVQPNN 

REQPGT1RSAPLQPNNRGQRWD 

RQVSSAPTKQGTALGPSG\SSAP 

TKQQGTALEPSSQLRSNQTTGN 

SLEPSGQPRSNQTTGNSREPSSQ 

LCSNQTIGNSQDRQVSSAP/IQT 

TGNSQDRQVSPAPTKQQGTAG 

NRQVSST/PIQTGNSVQPNNREQ 

PGTVSGAM/VWVATPVKGPAR 

VETSAHKVSAAGLPKKKT/QPG 

VTGGAPRLTLNTVLPKHSRTPS 

RHEAGSTQALYHNGQAQYALS 

FPHE A APMA A F Y V VTGIE VTTA 

LTLEEAPCTVE1TTALTLEEPPC 

TVF WN KTERNTRTL VQDKGSN 

TKGFVQTATCCFRADCKASRPS 

PHPPSPHREWTSDLRHKQVSKF 

PGAHRLPGHPELPIQEAWDRGE 


22973 


53341 


A 


23106 


605 


813 


LF V FINFREN PALLRWXA Y AR\TI 
NVYP\NFRPTPKNSLMGALCGF 
GPLIFIYYIIKTERVSIQTRCLVF 


22974 


53342 


A 


23108 


273 


936 


AYSNKVPSWNQKA\PSPTKPAG 
TLIFDFPAVKTVRNKFVFFINYP 
VSGYTEDLKKFLKPYTLEEQKN 
LTVCPDGALFEQKGPVYVACQ 
SPISLLQACRGMNDLDFGYSQR 
NPCILVKMNRIIGLKSEGVPRID 
CVSKNEDIPNVAVYPHNGIIDL 
KYFPYYGEKLHVGYLQPLVAV 
QVSFAPNDTGKEVTVECKIDGS 
ANLKSQDDRDKFLGRVMFKIT 


22975 


53343 


A 


23109 


104 


478 


ETEVGG LVEASMSHNCTTALQ 

PGQHSQKENLQNKPIPGREKY* 

V SI EFELI YFPA^YCQ VG YLQPL 

VAVQVSFAPNNTGKEVTVECKI 

\DGSANLKSQ\DDRDKFLG\RV 

MFQNHSTVHSMSRVSSTE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22976 


53344 


A 


23110 


3 


903 


LLSPVRAHTMTKNEKKSLNQSL 

A E\ WKLF I YN PTTGEFLGRTA AS 

WGLILLFYLVFYGFLAAALFSFT 

MWVMLQTLNDEVPKYRDQ1PS 

PGLMVFPKPWTALEYTFSRSDP 

TS Y AG Y I EDLKKFL KP YTALEEQ 

KNLTV\CPDG\ALFEQKGPVYV 

ACQFPUSLLQACSGMNDPDFG 

YSQGNPCILVKLNRIIGVLKPEG 

VPR I DLCFKRMKDIPN V A V Y S\ 

HNGMIDLKYFPYYGKKTAMF/ 

VG1YQPIGLLVQVSFAP*QPLGK 

EVTVE/CAKIDGSSQPKKVQDD\ 

RDKVFGDEFMFQIHSTVH 


22977 


53345 


A 


23111 


467 


931 


SRDSRRGTPLAGGRGRDFAGQ 

MGHRVQGRHG SRGRLPSGDAR 

VNAERAEPVGAGAGGPGGGSS 

VRGFCGRSWSEA/RGRRRAGG 

GVH\1EP\RYRQFP\QLTQIPRCSQ 

SEF\FSGLMWFW1F\WRFWHDP 

K\KVLGHFPV/YPDPSQWTD\EE 

UGIPPDD 


22978 


53346 


A 


23112 


1 


390 


VTIPTSLAE1 ,QGLPH 1RVFLDNN 
PWVCDCHMADMVTWLKETEV 
VQGKDRLTCAYPEKMRNRVLL 
ELNSADLDCDPILPPSLQTSYVF 
LG1G*ALIGA1FLHYRNNGPLTIS 
SEGGLASLLCKDSRGVPLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22979 


53347 


A 


23113 




1653 


PQRIQRGVPTRGEEVAPGRRQE 

EEREQERGAERPDPPCVLSGGK 

GRGNRPLREAPGGEGVSQVPA 

AAPLPRFHERKVFFFQTLPPAR 

ALRAQPPEPSERAPSQPSSGETR 

AAMPGGCSRGPAAGDGRLRLA 

RLALVLLGWVSSSSPTSSASSFS 

SSAPFLASAVSAQPPLPDQCPAL 

/ C ACRSE A A RT VKC VXNRNLTE 

VPTDLPAYVRNLFLTGNQLAVL 

PAGAFARRPPLAELAALNLSGS 

RLDEVRAGAFEHLPSLRQLDLS 

HNPLADLSPFAFSGSNASVSAPS 

PLVELILNHIVPPEDERQNRSFE 

GMVVAALLAGRALQGLRRLEL 

ASNHFLYLPRDVLAQLPSLRHL 

DLSNNSLVSLTYVSFRNLTHLE 

SLH LEDN ALK V LHNGTL AE LQ 

GLPH IRVFLDNN PWVCDCHM A 

DMVTWLKETEVVQGKDRLTC 

AYPEKMRNRVLLELNSADLDC 

DPILPPSLQTSYVFLGIVLALIGA 

IFLLVLYLNRKGIKKWMHN1RD 

ACRDHMEGYHYRYEINADPRL 

TNLSSNSGCLEEILEDRPRTTLH 


22980 


53348 


A 


23114 


288 


877 


ASRLSLPTRTSMRSSSSTSPSSSS 
SSSSLCRFLLNSRVTDAAFNFLL 
VWYYCTLTIRESILINNGSRWG 
RAGPEGGEHGMGCQGPSGKGR 
EQGAGG*WWVFCSRV\KGWW 
VFHHYVSTFLSGVMLTWPDGL 
MYQKFRNQFLSFSMYQSFVQF 
LQYYYQSGCLYRLRALGERHT 
MDLTVGESGVALASGHSPFLPS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22981 


53349 


A 


23115 


1 


1273 


MAPLHSILGNRVGLCQASVRA 

CPGATVSSQCRASLRSRLAWRG 

SELPANRGRTWPGPGGLRLQA 

APRLAYLGRATLLVLTPYYDLP 

PNVRFTSMPASPHTYFLVLGAPI 

FLLLRSTWSYYHACRFEYATPN 

DRNTTYLAISGPTRRTYDVATF 

AYKDEYEKFKLYLTIILILISFTC 

RFLLNSRVTDAAFNFLLVWYY 

CTLTIRES1LINNGSRPDGLMYQ 

KFRNQFLSFSMYQSFVQFL\QY 

YYQSGCL\YRLRALG\ERHTM\D 

LTVEGFQSWVMWRGLTFLLPFL 

FLW/YNSGQLFNALTLFKPGPR 

DPQLQGVGRCLCCGFPFLL\LFL 

GNFFTTLRVVHHKFHSQRHGS 

KKDLRLGLSPCRPRRGFLVPVC 

FWEGDWEGAPSSVRVSGGLFY 

SPLGFMGRCGPGKEDPGPSCPQ 


22982 


53350 


A 


23116 


238 


398 




22983 


53351 


A 


23117 




386 




22984 


53352 


A 


23118 


13 


580 




22985 


53353 


B 


23119 


39 


1171 




22986 


53354 


A 


23120 


381 


795 


PPSSKAPSSKGPAKIVCIYWAL1 
LQSNEVTITEDKFNNLIKAAAV 
TVEPFWPSFFAKALASVNIGSLL 
CNAGVG/SMAPAACTAQAGGP 
ATSTTA A S ASFRN H N PR1 APKF R 
GVLAHEQYLSERATWVWAPNP 
NPKSLF 


22987 


53355 


A 


23121 




960 




22988 


53356 


A 


23122 


2 


3952 




22989 


53357 


A 


23123 


1058 


1494 


KSVRLVVN/YLRTQKAVVRVSP 
EVPLQNILPVICAKCEVSPEHVV 
LLRDNIAGEELELSK.SLNELGIK. 
ELYAWDNRRVPSAVPMQGPWP 
AEHFLQVNEQPPAGSPSPCPSSS 
SSSSGLRGGMQTANGPACALTP 
TCAQTDCPCPTSH 


22990 


53358 


A 


23124 


195 


398 


TDSSSALQPQHRGRPALRQRTP 
PRRSP/SPGLSPPRGASPAS\SGA 
PARGVAFGGDEPPIGAEAMYSK 
P 


22991 


53359 


A 


23125 


2 


155 




22992 


53360 


A 


23126 


1 


339 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


22993 


53361 


A 


23127 


150 


1017 


LGRWRQDQVPHGLECRSQSEW 
SCTDSRQHSSSWSDSRRQEIGK 
MRYVSVRDFKGKVLIDIREYW 
MDLKRLPRKPRTGEAGSGSLSS 
PGADTPVEAAVTWRLGLGSVD 
VGSFRAWQRGKSAAVGHTVSP 
RWPRWQGGDSSALSMASLSTL 
TCSWGLRYSALSPTTSAQREEG 
SALYRHLSPPSLRFYPTVKWAT 
LAITRPRPPAPRSH SHHPQPRA L 
CPVWVLFQHPKTHGENLGDRW 
KEGSALVSSKGTPAKLSSGRIR 
NALQNTLGEVSVARIQTHRGIF 
VETTEARL 


22994 


53362 


A 


23128 


1 


584 


APIECGGIPSLPVLCQSRANDQE 
GVRLLEPSEAMPKSKELVSSSSS 
GSDSDSEVDKKLKRKKASLL/P 
ENPVKK\QKTGETS\RALSSF*TE 
PASSRDDNMFQIGKM\RYVSV\ 
RDFKGKS A * FD1RE Y WMDPEG E 
MKPERKG1SLNP\QQWEPSLKE 
Q1SGPLIDASKKTCK1SEPILIKPC 
TVPVVLICLVTVAVCF 


22995 


53363 


A 


23129 


186 


687 


LLWARGLGRAKSAVPTVSTML 
GLPWKGGLSWALLLLLLGSQIL 
LIYAWHFHEQRDCDEHNVMAR 
YLPATVEFAVHTFNQQSK.DYY 
AYRLGHIFNSWKEQVESKTV\F 
SMELLLGRTRVWEYLKTTIDNC 
HFQESTELNNTFTCFFTISTRPW 
MTQFSLLNKTCLEGFH 


22996 


53364 


A 


23130 


232 


402 


LFKAWECFFLIFLQVVITRLKLD 
KDRKKILERKAKSRQVGKEKG 
KYKEETREKMQE 


22997 


53365 


A 


23131 


637 


758 


NVEEKNRKK1LERKAKSCQI\K 
KEKGEYKEETIGTMRECGL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


22998 


53366 


A 


23132 


1 


1095 


1VFLLYLETCLEVMDDKPNPEA 
LSDSSERLFSFGV1ADVQFADLE 
DGFNFQGTRRRYYRHSLLHLQ 
GA I EDWNNESSMPCC VLQLGDI 
IDGYNAQYNASKKSLELVLW\Q 
FKRRK.GPVHHTWGNHEFYNFS 
REYLTHSKLNTKFLEDQIVHHP 
ETMPSEDYYAYHFVPFPKFWFI 
LLDAYDLS/ALGAWDQSSPKYG 
GSVWKILEGSHNP\NTGNWNSS 
SRDFSEA/RSLFQFNGRVSAQEQ 
LNWLNEVLTFSDTNQEKVVIVS 
HLP\LYPGPPFDNVCLAWNYRD 
ALA VI WSHECVVG VSLLGHTHD 
GGYSEDPFGVYHG\NLEGVIET 
APDSQRFGTVHVYPDKMMLKG 
RGRVPDRIYELQGKEEPSHC 


22999 


53367 


c 


23133 


235 


382 




23000 


53368 


B 


23134 


63 


293 




23001 


53369 


A 


23135 


160 


330 




23002 


53370 


B 


23136 


1 


870 




23003 


53371 


A 


23137 


2 


1013 




23004 


53372 


A 


23138 




1552 




23005 


53373 


B 


23139 


120 


1034 




23006 


53374 


A 


23140 


1 


584 


RTRGRRSLAFLLLAERGAAAA 
VLWSGCRRFRARLGCLPGGLR 
VLVQTGHRSLTSCIDPSMGLNE 
EQKEFQNAAFDFAAREMAPNM 
AEWDQKELFPVDVMRKAAQL 
GFGGVYIQTDVGGSGHVRLDT 
SVIFEALA\TGCTSTTAY\IRHPQ 
CPQSQHSFVQEGGTHYKAGHL 
CCRQWGPRACLPPGRPCHRGA 


23007 


53375 


A 


23141 


2 


412 




23008 


53376 


A 


23142 


47 


487 




23009 


53377 


A 


23143 


77 


459 


GWKGIEHTLGRCLEAQGVINY 

RMLLSWRRWLVAHPVF*SFSCE 

VGPVGQS*RMTMLHCRHSDPV 

AKRLSCRRGDFASVVVLCPPPQ 

RLRTLKHFLFFGGLPLSIDFVMT 

VDFCCHLHLTDFSSNFGF 


23010 


53378 


A 


23144 


1 


304 


KVAGSPSPTPAGQQVLDVNSCL 
DSSVLDSSFLTFSGLHAE/AEGS 
TGGPAALAYLGLKTLCTSQQAF 
AGQMKSDLFLDDSKSDLEEPW 
ELRKEGAPRSRDRE 


23011 


53379 


A 


23145 


1 


207 




23012 


53380 


A 


23146 


1 


3009 




23013 


53381 


A 


23147 


3 


298 




23014 


53382 


A 


23148 


1 


636 




23015 


53383 


A 


23149 


1 


795 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23016 


53384 


A 


23150 


125 


1527 


SSPRQQTQLARVHP/DGRAQ/LA 
PSCLPGLGLCPLPVCPPVCNCPA 
CPCHEHCGEAP*GVA\AKRGAL 
RVHPHPSCGGPRAMTVTLHGQ 
DVLMLPGDLVGLQHDAGPGAL 
LHCSPAPGHPGPQAPYLSANAS 
SWLPHLPAQLKGTWACPACAL 
RLLAATEQLTVLLGLRPNLGLR 
LPGRYEVRAEVANGVSRHNLS 
CSFDVVSPVAGLRVIYPAPRDG 
RLYVPTNGSALVLQVDSGANA 
TATARWPGGSVSARFENVCPA 
LVATFVPGCPWETNDTLFSVVA 
LPWLSEGEHVVDVVVENSASR 
ANLSLRVTAEEPICGLRATPSPE 
ARVLQGVLVVLLAGSSGYLVG 
FKFLESHGSDSGSANSFHCLISQ 
NEFKTLLPDLTRAPRYSPVVEA 
GSDMVFRWT1NDK.QSLTFQNV 
VFNVIYQSAAVFKLSLSADSAP 
RPRWRLQSPRVGRLSPDPGFFG 
SPGPCQPRLQAFLI 


23017 


53385 


A 


23151 


648 


1387 


ASTQSLI.AWCPAWLS1PSTWPS 

SFSSGCPG/CKAQPVYEVSRSSY 

VYLEGRCLNCSSGSKRGGYTFT 

LTWLGRSGEEEGCASIPLSPNRP 

PLGGSCRLFPLGAVHALTTK.VH 

FECMGWHDAEDAGAPLVYAL 

LLQRCRQGHCEEFCVYKGSLSG 

YGAVLPPGFRPQFEVGLAVVV 

QDQLGAAVVALNRSLAITLPEP 

NGSAMGLTVWLHGLTASVLPG 

LLRQADPQLVIEYSLALVTVLN 

ETYTESL 


23018 


53386 


A 


23152 


2 


654 


DKH1WLSIWDRPPRSCFTRIQRA 
TCCVLLICLFLGANAVWYGAV 
GDSAYSTGHVSRLSPLSVDTV\ 
AVGLVSSVVVYPVYLAILFLFW 
MSRSKVVAGSPSPTPAGQQVLDI 
DSCLDSSVLDSSFLTFSGLHAEV 
INTLADHQHRGTDFGGSPSVLII 
TVSLRSYKFAISLCTTYLWVINT 
LADHRHRGTDFGGSPWLLIITV 
FLRSYKFAISLCTTYLC 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23019 


53387 


A 


23153 


2 


4072 


SRDPAGSYHLNLSSHFRWSALQ 
VSVGLYTSLCQYFSEEDMVWR 
TEGLLPLEETSPRQAVCLTRHL 
TAFGASLFVPPSHVRFVFPEPTA 
DVNYIVMLTCAVCLVTYMVM 
AAILHKLDQLDASRGRAIPFCG 
QRGRFKYEILVKTGWGRGSGT 
TAHVGIMLYGVDSRSGHRHLD 
GDRAFHRNSLDIFRIATPH\SLG 
SVWKIRVWHDNKGLSLALGFL 
Q\HVIVRDLQTA\QSTFFLVNDW 
LSVETEANGGLVEKE 


23020 


53388 


A 


23154 




10922 


MPPAAPARLALALGLGLWLGA 
LAGGPGRGCGPCEPPCLCGPAP 
GA ACRVNCSGRGLRTLGPA LRI 
PADATALTAMAKADGDVKKY 
GSKRG AL ALTHG HSLLRDVSH 
NLLRALDVGLLANLSALAELDI 
SNNKISTLEEGIFANLFNLSEINL 
SGNPFECDCGLAWLPRWAEEQ 
QVRVVQPEAATCAGPGSLAGQ 
PLLGIPLLDSGCGATLVGPHGPL 
ASGQLAAFHIAAPLPVTATRWD 
FGDGSAEVDAAGPAAS 


23021 


53389 


A 


23155 


3887 


14184 


HVLCAWVTYMVMAAILHKLD 
QLDASRGCA1PFCGQRGRFKYE 
ILVKTGWGRGSGTTAHVGIHA 
VWGGQPERPPAPGTATEPSTAT 
VWDI FQIRHPAQPG V ACWKI RV 
FGTTTKGSALPRFPCSTSSSGTC 
RRHAAPSSWSMTGFRWRRRPT 
GAWWRRRCWPRVRPRSVFPLR 
HAALLRJFRRLLGAELQRGFFDK 
H1WLSIWDRPPRSYFTHIQRATC 
CVLLICLFLGANAVWYGAVGD 
SAYSTGRVSRLNPLSVY 


23022 


53390 


A 


23156 


1 


442 


GGASGMGG1T\ASTVNQ\SLLSP 

LVLEVDP\NIQAVRTQEKEQIK\ 

TLNNKFASF1DKVRFLEQQNKM 

L ETK WSLLQQQKTARSN MDN 

MFESYINNLRRQLETLGQEK.LK 

LEAEFTTWGPPLPMPPATKQFN 

CFFFLVQNKTSASSANVK 


23023 


53391 


A 


23157 


1 


497 




23024 


53392 


C 


23158 


208 


422 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


23025 


53393 


A 


23159 


81 


1339 


ELSSPRSSFSAPSRJSAWFGPPAS 
TPASTMSIRGTQKSYKGSTSGP 
RAFKQAAS*QRSGPGFRISSSSF 
SRVGSSNFRGGLG\GGYGGASG 
\MGGITAVTVNQ/SRALLSPLVL 
EVDPNIQAVRTQEKEQIKTLNN 
KFAS\FI\DEVGFLEQQNKMLGT 
KWSLLDQQKTA\RSNM\DNMF\ 
ESYINNLRRQLETLAQEKLKLE 
AELGNMQGLVEDFKNNYED\EI 
NKSTETENEFVLIKKDVDEAYI 
NELYEEEIRELQSQ1SDTSVVLSI 
DNSRSLDTDSIIAEVKTE1SEMN 
RN1SWLQAETEGLKGGRISLEA 
G1ADAEQRRELVIKDANAKLSE 
LEAALQQTKKLLE\MENMSIHT 
KTTSGYAGGVSLAYGGLTGSG 
LSYGLSSSSRSGAGSSSFSRTSST 
RAMVVKK1KTRDGKLLTLSLR 


23026 


53394 


A 


23160 


1 


651 


MTAFNSGKVD1VA1NDPFIDLN 

YMVYMFLYDSTHGKFHGTVK 

AENGTLV1NGNPI1MFQDQDPS 

KIK.WAP/LAKVIHDNFGIIEGFM 

TTVHTITATQTINGPSGKLSRDG 

CRALQDIIPVSTGAAKPVGKVIP 

ELNGKLTGMAFHVPTANVSVA 

DLTCRLEKPA/KYDDIKK\NTHS 

STFDAGAAIVLKDHSVKLISWY 

DNEFGYSNRVVHLMAHNASK.E 


23027 


53395 


B 


23161 


1 


382 




23028 


53396 


A 


23162 


3 


1151 


ASAHASAVRQSAAIFFCVASRA 

HIAETPLGK.VKVGVNGFGR1GR 

LVTRAAFNSGKVDIVAINDPFID 

LNYMVYMFQYDSTHGKFHGTA 

VKAENGKLV1NGNPITI\FQE\RE> 

PSKIKWGVDAGAEYRRGSPLGV 

FNQPWRKAGGSICKGGSQKGSS 

ISAPSAECPPCFVMGCEPMKKY 

DKQAFKI\ISN\ASCTNQLL*HPL 

AKG * FHDNFGNSLEGLHDH KS 

MAITANPRKTVD\GPSRGKLWP 

LMGRGAL\QNIIPASTG\AAKAV 

GKVIPELNGKLTGMAFRVPTAN 

VSVVDLTCRLEKPAKYDDIKK 

VVKQASEGPLKGILGYTEHQV 

VSSDFNSDTHSSTFDAGA\GIAL\ 

NDHFVKL1S WYXDNEFG YSNRV 

V\DLMVlHMGFQGS 


23029 


53397 


A 


23163 


160 


236 




23030 


53398 


A 


23164 


931 


1124 




23031 


53399 


A 


23165 


132 


303 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












171 




23033 


53401 


A 


23167 


1008 


1262 


HELQCSLLPVRHATAGHTNGQ 
NRLHWGHVAHSNYGAALKTN 
GVEVR*FTAA!ARCDGNPYESF 
RKD VR ADFQTRI D AI VRCLPK 


23Q34 


53402 


— 


23168 


732 


1 162 


RCHEKGRKGHQAPTGSTRPDG 
TLSACRSCQQGQGMPASAGVP 
ARQMGSTGNLPHLV*PYFLGLS 
SKAQHTG*LHKKR 


23035 


53403 


A 


23169 


2 


1093 




23036 


53404 


A 


23170 


236 


496 












22 


3084 




23Q38 


5§406 




23172 


305 

— 


522 


LRDGRGSMSSSSPNSASGSAICP 
ASSVMPETVSVSRVMPNVTKP 
A/MTAKQTR1RNQMVAITYIES 
DAWNRSYQ 


23Q39 


53407 


— 


23T73 




386 




23040 


53408 


A 


23174 


3 


200 


GAVAPMHPLAHPVPGAAAQPP 
PA*QPATPCHQPA*GQPAPPDV 
PGEPSAGRSLHHAHICLAPNEQ 


23041 


53409 


A 


23175 


171 


535 












190 


505 


VPTDRIRTRLTSVCKRRCEVHQ 
LEDRPFEVYQVA/PRRD*SFETS 
VWNHMRKQ/PPLDVRQLAS*N 
VLHRQLD1MDSAVASMYSIHLS 
IKMG1GFSGVTTVVKGTPK 


23043 


53411 


A 


23177 


349 


1272 




23044 


53412 


A 


23178 


518 


1451 


VSSSIIMFGPLSQFPRQQVGSSV 
KRPSNVVCPGLMFSFFSSAA*IP 
**PLI*QPGV 


23045 


53413 


A 


23179 


2436 


2894 


TSPDVLRAGPRVPSVQGTSPSQ 
SCPGQRPHGPNSKAYGR/LSVM 
AQYYCNVIPVLE/VPPSAFTPPP 
KVDSAVV/RLVPHATMPHFVK 
DVRVLSRITTEAFNQRRKTIRNS 
LGNLFS VE VLTGMGI DPAMRA 
ENISVAQYCQMANYLAENAPL 


23046 


53414 


A 


23180 


1846 


2557 


IPVSERQGSDWRFFSVYVVNKA 

GGLIYQLDSYAPTGLRLEKTF\S 

YPLDLLLKEHDERVLVAFGQR 

GRHPEWGHAVLVArNGMDVNG 

RYTAD\GKKVLEYLG\NP\ANYP 

V\SYLFAQPRL\TSNDKLMLA L 

MFHSLFA1GSQACLP\EQGKPQG 

IENAWKTDTFKLH\CYQTLT\GI 

KFVVLADPRQAGIDSLLRKIYEI 

YSDFALKNPFYSLEMPIRCELFD 

QNLKLALEVAEKAGTFGPGS 


23047 


53415 


C 


23181 


34 


225 




23048 


53416 


B 


23182 


105 


381 




23049 


53417 


A 


23183 


1 


837 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23050 


53418 


A 


23184 




744 


HEASCRSERRRQMADFDTYDD 
RAYSSFGGGRGSRGSYAGGHGS 
RSQKELPTEPPYTAYVGNLPFYN 
TVQGDIDAIFKDLSIRSVRNLVR 
DKVTGKFK\GFCYVEFDEV\DSL 
K\EALTYD\GALLGDRSL\RVDF 
AKGRKTKIRVAFGFYRKGGPDD 
R\G FRDDFVLG G RGG S RPG D\RR 
TGPPMGSR\FRD\GPPLRG\SN\M 
DFREPTEEERAQRPRIQALKPRT 
VWRPLNQVANPNSAIFGGARPR 
EEVVQKEQE 


23051 


53419 


C 


23185 


1 


1038 




23052 


53420 


A 


23186 




1486 


MGRNQSRKAENSKJHESTYSPP 

KDHSSSQAMEQSWTENGFEKL 

GFRRKEALYYLDLTASCQSQEL 

FQLYAGMSVVGTSMPVQAVCP 

YCGNRIITVTTFVPGALTWLLC 

TTLFLFGYVLGCCFLAFCIRSLM 

DVKHSCPVCQRELFYYHRLRQ 

MELASSA RTVVA PSRPC AGREG 

RGDANGKNSSPTAGSAMSSEPP 

PPPQPPTHQA\GVGLLDTPRSRE 

RSPSP\LRGNVVP\SPLPTRRTRT 

FS\ATVR\ASQGPVYKGV\CKCF 

CRSKG/HIGFNYPPAGWAGPDIF 

PGTSLDVGRGSYWPSGKGDEV 

TLLKCAPIPTPKNE\KLAGPWEV 

VHHSPWHPGT\KHET\WSG\HVI 

SFLGGLVESTPLSLCFVGDFAG 

RRQQTLEDDILPHETGLQRGNG 

PSQVSPGGKGYGGAGVGCGVF 

PAISTAYGPLQQPLHHLKSIKSH 

LKRRGAHWWLSGGSNPIPGSGS 

RVGISSQLAQTHGLNPQNPSSS 

WSWRPQIPRSGPLAA 


23053 


53421 


A 


23187 


2 


617 




23054 


53422 


A 


23188 


1 


993 




23055 


53423 


A 


23189 


779 


1210 


AAAGSEAGRRRGADPTRGPHV 
LPGSRQRRP/PIFPSLDLSGFFLF 
CSEFCPEIKSTNPGISIGDVAKE 
KKKLGEMWNSLNDSEKQPYFT 
KAAKLKEKYEKDVADYKSKG 
KFDGAKGPAKVARKKVEEEDE 
QEEEEEEEEEEEEDE 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23056 


53424 


A 


23190 


116 


522 


KAPYSTNSLSLPPFPILFMGSGY 
RKG PTFQEPKPLPGAAARGPGC 
DPTQPPRHSAPRDHGPP\SPRCS 
PRPARPRASPAWLPPRAPTPPSP 
PAPA A APRSCRG HARASSGRSG 
TTATPRRRRGGLWNQSPMD1K 
G 


23057 


53425 


A 


23191 


1 


152 




23058 


53426 


A 


23192 


1 


676 


M WSAGRGG AAWPVLLG LLLA 
LLVPGGGAAKTGAELVTCGSV 
LKLLNTHHRVRLHS\HDI\TYGS 
GSGQQVSVTGVEASDDANSYW 
RIRGGSEGGCPRGSPVRCGQAV 
RLTHVLTGKNLHTHHFPSPLSN 
NQEV\SAFGE\EGEGDDPGTLW 
TVRCSGTA/HWEREAAVRFQH 
VGTFWFLSVTGEQYGSPIRGQH 
EVHGMPQCQVQHNTWKAMEGI 
FIKPSVEPSAGHDEL 


23059 


53427 


A 


23193 


1 


1044 




23060 


53428 


A 


23194 


1 


1083 


MTATLAAAADIATMVSGSSGL 
AAARLLSR\SFLLPHNGIRHCAY 
TA/SLRQHLYVDKNTKIICQGFT 
GKQG/TPFHSQQALEYGTKLVG 
GTTPGKGGQTHLGLPVFNTVK 
E AKEQTG ATG\S VI Y VPPPF A A A 
AINEAIE\AE1PLVVC\YPRGIPQP 
GLGHSSSHKTCGPGKDKAYWG 
PNCPGVMNPGECKIGIMPG/HIF 
HKKGRIGIVSTSGTLTYEAGH/Q 
TTQKLGLGQSLCVGIGGDP\FN 
GTDF1D\CLEILFERFLPQEGI1LI 
G\EIGGNA\EENAAEILEPLYSGS 
KF/ARPVVS\FIAGLTAPPGRRN 
G V MPG All SGREKVG A KRERSS 
ALQSAGVVV\SMSPCTAGEPRF 
YKEFEKREDRL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23061 


53429 


A 


23195 


1173 


2110 


FFTELEETILKFIWNQKRACISK 
ARVNTNDKSGGITLPDFKLYNE 
AIVAKTTWYWYKSRHIDQEKR 
REEKKE*KKDPSVPETLKKKQR 
N FTELK1QCLSKKFAQKMLQTA 
RRKLIYEKVKHCHKEYRKMYR 
TEI RM ARM ATKAGNF Y VPAEP 
KLAFVIR1RGINGVSPKVRKVLQ 
LFLLYQIFNGAFVKLNKASINM 
LRIVEPYIA7WRYPNLKSVNELI 
YKCGYGKINKK*IALTDNALTA 
RSLGKYG 11CREDLIHEI YTVG K 
CFKEANNFLWPF/K/LSSPRGGM 
K KKTTHF VEGGDA GKRE VQIN 
RLIRRMN 


23062 


53430 


A 


23196 


3 


571 


GTMEGVEEKKKEVPAVPETLK 
KKRRNFAELKIKRLRKKFAQK 
MLRKARRKL1YEKAKHYHKEY 
RQMYRT\E1RMA\RMARK\AGN 
FYYVPARTQIWRFVIRMRGINGS 
EPQRFRKVLQLLRPFVKIFNG/T 
PFVKLQQGFRFNMLRDCRSHIL 
AWG\YPN\LKSVNELIYK\RGYG 
QNQFDLHFPTEKRSHPGSQ 


23063 


53431 


A 


23197 


2 


340 


PRVRPRVRDSKMASVGEVSGP 
QY PVKDKKLL\EVQTGGSFPS W 
\ILMRGPSSPSGIFG\AFQRGLLR 
GTYNKYI\NVKKGSDLGGFTMV 
L\ACY\VLFSYSFSYKHLKH\ER\ 
LRKYH 


23064 


53432 


A 


23198 


2 


48 


PRVRLRC*MVDEYCGCEWGK* 
LNGGRVLWM | 


23065 


53433 


A 


23199 


123 


693 


QACIMREYKLVVLGSGGVGKS 

ALTVQFVQGIFVEKYDPTIEDS 

YRK.QVEVDAQQCMLEILDTVAG 

TEQFTAMRDLYMKNGQGFALV 

YSITAQSTFN\DLQDLREQILRV 

KDTDDVPMILVGNKCDLEDER 

V VGKEQGQNL ARQ WNNC A FL 

ESSAKSKIYVNEIFYDLVRQINR 

KTP\VPG\KAPQKSPSCQLL 


23066 


53434 


A 


23200 


461 


1422 


SPHGEPLLGQCRREMWGWSLH 
TESPLG\QWGSQILKLQNDLL 


23067 


53435 


A 


23201 


232 


331 


TPL*KWLRGVMAVTVVTPQTG 
IIAIPDPHHEWGSTGYPRLPA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23068 


53436 


A 


23202 


5 


1223 


GLDSGPESGLRAQPGLLAGKRK 

MSVLRRMMRVSNRSLLAFIFFF 

SLSSSCLYF1YVAPGIANTYLFM 

VQARGIMLRENVKT1GHMIRLY 

TNKNSTLNGTDYPEGNNSSDYL 

VQTTTYLPENFTYSPYLPCPEKL 

PYMRGFLNVNVSEVSFDE1HQL 

FSKDLDIEPGGHWRPKDCKPR 

WKVAVL1PFRNRHEHLPIFFLHL 

1PMLQKQRLEFAFYVVEQTGTQ 

PFNRAMLFNVGFKEAMKDSV 

WDCVIFHDVDHLPENDRNYYG 

CGEMPRHFAAKLDKYMYILPY 

KEFFGGVSGLTVEQFRK1NGFP 

NAFWG\WGGEDDDLW\NRV\H 

YAGY\NV\TRPEGDLGKYKSIPH 

HHRGE VQFLGRYK LLRYSKER 

QYIDGLNNLIYRPKILVDRLYT 

NISVNLMPELAPIEDY 


23069 


53437 


A 


23203 


78 


495 


CTFEKAPPFQLGRGRMVPAKK 
GG EKKTGR\AINE V VTREYTINI 
HKR1HGVGFKJCRAPWALKEIR 
KFAMKEMGTPDVRIDTRLNKA 
VWAKG1RNVLYRIHVRLSRKR 
NEDEDSPNKLYTLVTYVTVTTF 
KNLQTVNVDEN 


23070 


53438 


A 


23204 


138 


360 


KNQKRQLSGGHCADQTSLVLA 
RLAPLF\PTTMSDKPDMAE1EKF 
DKSKLKKTETQEKNPLPSKETT 
EQEKQAGKS 


23071 


53439 


A 


23205 


145 


728 


KRQPTSAMKDPSRSSTSPSHNE 
D V 1 1NGH SH EDDNPFA\E YM WD 
GKM EGRNFNR\QIGRREL WGR 
KD\FLNRCFPKE\MLGEEGKEG 
ALNWVLFPSFE1LPHQTMGPNP 
RTSFNDPCLSSDGSFSWEDLVV 
KS\NLNPNAKEFVPGGEVRKYL 
SRRGPLLVDVAQFPHCEGSIRR 
LNCKSSLGHCVTLYAIAQSFC 


23072 


53440 


A 


23206 


530 


707 




23073 


53441 


A 


23207 


1 


515 


MDFSKVPPHAAFRAQPPPALT 

WGLAKGSGRGAGEGGERPDRR 

R/PA ARTGTPA WRP AGRRRLPP 

RSPPPAPVPVRPALPHPVRPGKE 

TGKTRRRRHYSPGRPLRGAAA 

AAAAAAVAQTASPSWAEGGRS 

GAGGSAESPAFSSPALPCPEGLL 

CPSAVPVPSKQSVSEVLA1F 


23074 


53442 


A 


23208 


3 


713 




23075 


53443 


A 


23209 


1 


704 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=TJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23076 


53444 


A 


23210 


2 


1631 


GLPRRPTRPPTRSGVSPPWPGPH 

SGVLFPLLLHCTGSLSQAVLTQ 

PSSLSASPGUSVKLTCTLRSDIN 

VGSPFIYWYQQKPGSPPQFLLR 

YKSDSDNQQGSGVPSRFSGSKD 

ASANAGILLISGLQSEWRDDYY 

CQAWDSSTAHSDTGRCGIVGRP 

PVRQCWPLLLLGLAMVAHGLL 

RPMVAPQSGDPDPGASVGSSRS 

SLRSLWG RLLLQPSPQRADPRC 

WPRGFWSEPQSLCYVFGTGTK 

VTVLGQPKANPTVTLFPPSSEEL 

QANKATLVCLISDFYPGAVTVA 

WKADG SPVKAG VETTKPSKQS 

NNKYAASSYLSLTPEQWKSHR 

SYSCQLQWGLGLGASQGGFLY 

EPVSQCVVFGGGTKLTVLGQP 

KAAPSVTLFPPSSEELQANKAT 

LVCLISDFYPGAVTVAWKADSS 

PVKAGVETTTPSKQSKNKYAA 

SSYLSLTPEQWKSHRSYSCQKP 

NHASHGTSRMPSVSAPVSGLKS 

CWSGTGDRSALGQMPGPCHGI 

PDPMQQASDSGQPKAAPLGSL 

CSKPSSEELSGQQGPHWCVS 


23077 


53445 


A 


2321 1 




959 


VFLLLYLVAMPDPAKSAPAPK 
KG SKKA VTKAQKKDGKKRK.R 
SRKESYSVYVYKVLKQVHPDT 
GISS\KAMGIMNSFVMDIFERI\A 
GEASRLAHYNKRST1TSREIQTA 
VRLLLPGELAKHAVFIENLLNY 
RKYLVKSSEKDRNYPCPLPGLK 
SKVD1CTPYCLLLLPQPRHYPG 
KDTKEETEDFPN SPPPIN REEDK 
RYTTVMGPCLRQAALEGELLA 
CPVMEDQQANWVHEPITFNTF 
KEIRKSIRENGPASPFTRGLIEV1 
ADSSDLV ASTQKLTQPKETPSA 
PYNDISDLTNQDSWFIGFPPIWN 
AGETDLSNNKTT 


23078 


53446 


A 


23212 


3 


463 




23079 


53447 


A 


23213 


74 


464 




23080 


53448 


A 


23214 


41 


490 




23081 


53449 


A 


23215 


2 


369 


PDPAANAPAAAKPAAAKALPV 
FLLLLSGGAGPAHPMRAPGC*G 
ELGYTEQLFQFLQATAQEEGIF 
EYTDPKLA ISA V WTFRDLG VLQ 
QTPSPAGPRLHLSPTFASLDNQE 
KLEQFIRQF1CS 


23082 


53450 


A 


23216 


124 


301 
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SEQ1D 

NO: 


SEQ ID NO: 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23083 


53451 


A 


23217 


3 


2426 


PGVLSTATFRESGLSPCSKLKHP 

GPRGRLQYSPPTAGQGRLENG 

AGHPQSTGPVATLSVAEYGTQ 

GGASGPARIPIGSRGCLLAGRA 

EASLWSSGFGMKLEAVTPFLG 

KYRPFVGRCCQTCTPKSWESLF 

HRSITDLGFCNVILVKEENTRLF 

SWALLRVLKLLFLNVQLHKGQ 

MKMVQKAAQQVGQVGTSLWL 

SPEQGLPLVLLSTHKTLLDGILL 

PFMLLSQGLGVLRVAWDSRAC 

SPALRALLRKLGGLFLPPEASLS 

LDSSEGLLARAVVQAVIEQLLV 

SGQPLL1FLEEPPGALGPRLSAL 

GQAWVGFVVQAVQVGIVPDAL 

LVPVAVTYDLVPDAPCDIDHAS 

APLGLWTGALAVLRSLWSRWG 

CSHRICSRVHLAQPFSLQEYIVS 

ARSCWGGRQTLEQLLQPIVLGQ 

CTAVPDTEKEQEWTPITGPLLA 

LKEEDQLLVRRLSCHVLSASVG 

SSAVMSTAIMATLLLFK.HQK.G 

VFLSQLLGEFSWLTEEILVRGFD 

VGFSGQLRSLLQHSLSLLRAHV 

ALLR1RQGDLLVVPQPGPGLTH 

LAQLSAELLPVFLSEAVGACAV 

RGLLAGRVPPQGPWELQGILLL 

SQNELYRQ1LLLMHLLPQDLLL 

LKPCQSSYCYCQEVLDRL1QCG 

LLVAEETPGSRPACDTG RQRLS 

RKLLWKPSGDFTDSDSDDFGE 

ADGRYFRLSQQSHCPDFFLFLC 


23084 


53452 


A 


23218 


169 


955 


ASSQLPCSMAQCCATWAPLK.M 
RWLCSTAWSTSSLSLPPSWSSL 
QASQPSCCHATSLAPPCAGQCL 
A R A WPVLSFLCTC A LG LLASI A 
MTFATQGKALLA ACTFG SSELL 
ALAPYCPFDPTRIYSSSLCLWGI 
ALRCSAWAENVFAVRCAQLTH 
QLLELRP\WWGKKQPTHMMRE 
NPELVEG\RDLLSCT\SSE\PLTL 
CRDDVLPRP\DGQLRTLQATLL 
CDPGPGFLGAGLRGLKWTLGG 
P\SGAFQPSSPTTPAHLHLKIETL 
F 


23085 


53453 


A 


23219 


1 


344 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23086 


53454 


A 


23220 


214 


1355 


FCSSWLRSLADSSLSWKMFLVG 

LTGGIASGKSSVIQVFQQLGCA 

V1DVDVTARHVVQPGYPAHRRJ 

VEVFGTEVLLENGDINRKVLGD 

L1FNQPDRRES\LNAITHPEIRKE 

MMKETFKYFLRGYRYVILDIPL 

LFETKKLLKYMKHTVVVYCDR 

DTQLARLMRRNSLNRKDAEAR 

INAQLSLTDKARMARHVLDNS 

GEWSVTKRQVILLHTELERSLE 

YLPLRFGVLTGLAAIASLLYLLT 

HY LLPY A YTAS A1PPSGA ASRG 

PGARCSAIRKRAPARPTSAVSPP 

GAPRSPARGLRA1DRAAGTRNL 

NATLPPPGPPAPPSPPSPPSSITL 

HVFHQLQPDITRGREGTDFQWE 

KFPGRVLVADSRRALRCLAPAP 

TWLV 


23087 


53455 


A 


23221 


2 


1231 


TPLFLRKGTADGSARTTVIHLG 
FTKGKQRCVETQAAAVAGDVG 
RTAAGGRVGKESGVISSDDRPG 
LPVGQSQPEGGEQEATDTVSVH 
ATTSQAWPGGADSKELSSKAE 
ERETGKDQQTELPLCLPLRDFP 
DSAPVMSSDSGHATESLHLASS 
DSKPPMPTPNEGPGSTVGHAGP 
PRTVKADLCTEPQLALRGLQVS 
LPRLHLVGVIYAEHQASGLEGC 
GHAGSCSPDGSPRAPGATLCLS 
KPLSFRTKRCLPCWLPASAPVGI 
PGAPVHIPGAPVCIPGAPACISN 
APVHIPGAPVGIPGAPVCIPGAA 
VCVPNTPMCIPSAPMCIPNTPVC 
1PNTPVC1PNTPVCIPGAAVCILG 
A/PRAHPWCSSCVHPGAPECYL 
GCGLTQADRLEPAVLDAGLQE 
PLFALCGQALPS 


23088 


53456 


A 


23222 


2 


408 




23089 


53457 


A 


23223 


62 


251 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23090 


53458 


A 


23224 


2111 


3003 


TQKAICMCLGLCKK1HHLLSLQ 

CLISQIKM I MG AG WQ/SSGFTDE 

KETSKIKADPEKLKKLQESLLE 

EDSEEEGDLCRICQIAGGSPSNP 

LLEPCGCVGSLQFVHQECLKK 

WLKVKITSGADLGAVKTCEMC 

KQGLL VDLGDFNM I EF YQKHQ 

QSQIKTEATVVEHKDIYNVTET 

QLVPEARSVLLVGAGQMLLTG 

ANRALNSDYSSMRPKVKAQNE 

LMNSGLYLVLLLHLYEQRFAEL 

MRLNHNQVERERVRVTRVLGG 

LSPNVSCGVVSGVGSFQWVRG 

LTDLKNEASDLHAQ1PAE 


23091 


53459 


A 


23225 


1 


594 


MIAAFNPGKVDTVTTNGPFIDL 
NYMVYMFHYDPTHGKFHDVP 
MFVMGIvrNHKHENKLTVISNAS 
CTTNCLDPLAKVIHDNFGIREG 
LMTTVHS1 1 ATQKTVDGPSRK.L 
WHDSHGAFQNTIPASTGAAKM 
KK VVRQA/SQG PLKG ILG YTEH 
QV V PLEFKSNTRPSTFEAGAGI 
A VN DH F V KLI S WYGNEF A YSN 
KVIKPM 


23092 


53460 


A 


23226 


3 


232 




23093 


53461 


A 


23227 


1078 


2221 


QQTLQPAALPCPFPPPTHPPEVL 
PTAMNTTSSAAPPSLGVEFISLL 
AIILLSVALAVGLPGNSFVVWSI 
LKRMQKRSVTALMVLNLALAD 
LAVLLTAPFFLHFLAQGTWSFG 
LAGCRLCHYVCGVSMYASVLL 
ITAMSLDRSLAVARPFVSQKLR 
TKAMARRVLAGIWVLSFLLAT 
PVLAYRTVVPWKTNMSLCFPR 
YPSEG H RAFHLIFE A VTGFLLPF 
LAVVASYSD1GRRLQARRFRRS 
RRTGRLVVLIILTFAAFWLPYH 
VVNLAEAGRALAGQAAGLGLV 
GKRLSLARNVLIALAFLSSSVNP 
VL\YACAGGG\LLRSAGVGFF\A 
KLLEG\TGSEASSTP\RGGSLGQ 
TV\K.SGPAALEPGPSESLTASSP 
LKL\NELN 


23094 


53462 


A 


23228 


6125 


6319 


ASVVPVTSALAMCSPKSGIGDG 
FAVLRVEDVAQK***KAALGV 
A SSPA WQQTREREHVQGNSPL 


23095 


53463 


A 


23229 


1 


1347 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23096 


53464 


A 


23230 


1 


1124 


MRECISIHVGQAGVQIGNACWE 
LYCLEHG1QPDGQMPSDKTIGG 
GDDSFNTFFSETGAGKHVPRAV 
FVDLEPTVVDEVRTGTYRQLFH 
PEQLITGKEDA ASN Y ARG HYTI 
GKEIVDLVLDRIRKIAFGGGTGS 
GFASLLMERLSVDYSKKSKLEF 
AIYPVAPQVSTAVVEPYNSILTT 
HTTLEHSDCAFMVDNEAIYDIC 
RRNLDIERPTYTNLNRLIGQIVS 
SITASLRFDGALNVDLTEFQTN 
LVPYPRIHFPLATYAPVISAEKA 
YHEQLSVAE1TNACFEPANQMV 
KCDPRHG KYMACCML Y\RG D V 
WPKDVNAAIATIKTKRT1QFVD 
WCPTGFKV*LGDMEAFQQAAD 
AQNNTGLEGPHPLGRLSLFHGL 


23097 


53465 


A 


23231 




2918 


MDVYCAHESLRHTKSPEATGQ 

TSGQRPEALQAFWPAFGSSPVT 

GSSPVTEVTTKGRWSSSRQVL 

WDRI PLAKSRPA 1 SNRQSQRTNI 

PWWESCPPILNLEREQPPRFAQP 

GTYASRWKALEEMEKQQREQ 

VDRNIREAKEKLEAEMEAARH 

EHQLMLMRQDPGLALVSCMQ 

QGQSMSRSPKKVFKHLYELNL 

TKLQSLGSRSRLRWKDSPFWGE 

EAGGKRPPLVSLALH RSPSLLL 

LF VPKHPSKG RPDCTVQRS 


23098 


53466 


A 


23232 


1 


158 




23099 


53467 


A 


23233 


1 


414 


LGGLKGTWGETKPAMAAAEEE 
DGGPEGPNRERGGAGATKTLL 
YTGNHLFSPQWLETRPERQECP 
VCKAG 1 SREK V VGEKSLLTFSL 
HFLRLKTPQICRLPV*LFLPP*GF 
QPFGDTGGFHFSFGVGAFPFGF 
FNSPSY 


23100 


53468 


A 


23234 


1 


663 




23101 


53469 


A 


23235 


2 


667 


SWAGGGFWFVGACVCVFGGTE 

GYVGRNK.TGHGSSRRRRSGAP 

NVPNRERGGAGRPKTPFECNIC 

LETARELVLSVLANLYFWTISH 

QV\LE\TRPE\RQECP\VCKAGISR 

E K V V P\L YGRGSQEAPRIPRLKT 

PPPPPRGQR\PAPE\SRGGF\QPFG 

DTGG FHF\SFG VG AFPFGFFTTV 

F\N A H EPFRRGTG VDLG\QGHP 

A\SSW\QD\SLLLFLAIFFFF\WLL 


23102 


53470 


A 


23236 


363 


476 




23103 


53471 


B 


23237 


224 


364 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23104 


53472 


A 


23238 


1 


1324 


MRQRRAELLSKDKRVRTDGNN 
KCSPSAIGKRKERGTNDWIEGD 
NNQESQGLNCSDTLNRDLG PN 
TRGFLYAGLSGLDPDPSLPTPD 
MSSEVLEDNLDTLSLYSGKDSD 
SVKLLEEYADSESQASLQGRSR 
CWQHPHPAPLSYPPAASGSQLS 
LQGKFPSAKPPLLGGYTCTAQR 
TQWALTKRSLRATRESVSRQQ 
GVYGLVGRKRTRHHRGVLGLL 
GIPSARPERPGTGSEAGPTRLPG 
A A V ARRRPARP VRG RLGDPAP 
TAAQTSGPASLPPPPPPRSYGDP 
HQNGYPDPDPAPSASPDLPPAA 
GDTRGSGGRRKKRRTGTARLN 
TPGRKAVPKQKAAAGRKGRAH 
QP A PRTPEPQRRRPI RPPN QT DR 
LRHPHRRAGRGPPPGGAGGTA 
NPSTGANGGAATARRTAGART 
RGARGASERAGRHGSRPASWL 
TATPPPGT 


23105 


53473 


A 


23239 


1 


433 


PTRPSSPEETDGPWDPEGHPGG 
PLTDPPNAPVLALPPAIPGLSLS 
MADGSSDAAREPRPAPAP1RRR 
SSNYRAYATELQDLCRQLHAR 
V DKVDEERYDIE A KWTKN 1TEI 
ADLTQKIFDLRGKFKRPTLRRV 
RJSADAMMQALL 


23106 


53474 


A 


23240 


2 


409 




23107 


53475 


A 


23241 


3 


490 


SSPEETVGPWDPEGHPGGPLTD 
PPNAPVLALPPAIPGLSLIMADG 
SSDAVRAAG*GVAGTPRARAR 
EPRPAPAP1RRRSSNYRAYATEP 
HAKKKSK1SASRKLQLKTLLLQ 
IAK.QELEREAEERRGEKGRALS 
TRCQPLELAGLGFAELQDLCRQ 
LHARVDK 


23108 


53476 


A 


23242 


149 


846 


VSAWRNGSSDAAREPRPAPAPI 
RRRSSNYRAYATEPHAKKKSKI 
S\A SRKLQLKTLLLQI A KQE\LE 
REAEERRGREGARSLAPRC\QP\ 
LELAGVLGFADLPGLCCRQFHA 
RV\DKVDEERYDIEAKVSKNITE 
IAN\LT\QKIFDLRSKFKRPTL\RR 
VR1SADAMMQALLGARAKESL 
DLRAHLKQVKKEDPEKEN RE V 
GDWRKNIDALSGMEGRMKKW 
RELSLPAYCPCPEEGH 


23109 


53477 


A 


23243 


1 


487 




23110 


53478 


A 


23244 


80 


511 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23111 


53479 


A 

— 


23245 


427 


1417 


KTMWKVEFGVRFSITRLLLEHQ 

PKQTMYIPLPK/PPLWPEEPKTE 

APKQTPRAPPKPKTSPRPRIPQT 

QPEETDQSTQEPFTTKIPRTTEL 

AKTTQGLEMLSCLIHNPKMHK 

DSTNEQ1AASLQACYYEQLLM 

YIRVTDVDSVGPGNGKEAVTA 

PQAPTLFWLNHKAQLAKDWA 

GKDVNITPTFATSKKENKPPNN 

LQICNVSKIHQRAKVAGKPEIK 

DKH1QKEMPLDAIEASKINLVK1 

FNEFLKAWKCRLSFEYRIPENQ 

GHKGSFYLLVGSSRTSWLLTEK 

IGSSKRVLRMPPMDILK.TTQILL 

SFL WSIN LTPRGKNNH L V APAH 


2- 112 


5^480 




5324(5 




ToTi 




23113 


53481 


A 


23247 


2 


334 


PIQSFFLVLKK.PPLRKGVYLSSK 
SLSRWFFKVQAN*RSQPQKAFS 
RLSCHC 


23114 


53482 


A 


23248 


1 


642 
















KEDTNKWKN1PCSWLGRIN1VK 
MAIMPKVNL*IQCHPHQATNDF 
SSQNWKKTTLKFIWEPKKEPAL 
PSQS*AKRAKLGGITLPDFQTIT 
YKATVTKTA 


23116 


53484 


A 


23250 


1754 


2393 


PSN RREFGES WPETQA PGALRP 

LLPAPGTPRARERPAGWPARPM 

EVYIPSFRYEESDLERGYTVFKI 

E VLMNGRKH F VEKRYSEFH AL 

HKKLKKCIKTPE1PSKHVRNWV 

PKVLEQRRQGLETYLQVAVILE 

NEELPKLFLDFLNVRHLPSLPK 

AESCGSFDETESEESSKLSHQPV 

LLFLRDPYVLPAASDFPNVVIE 

G VLHGI FYPHLQPR 


23117 


53485 










AGNRLRFQLELEFVQCLANPNY 
LN/ WYPQCLH MLELLQ YEH FR 
KEL VNAQCAKFI DEQQILHWQ 
HYSRKRMRLQQAL\AKQQQQN 
NTSGK 


23118 


53486 


A 


23252 


1 


987 




23119 


53487 


A 


23253 


1 


491 


RGFRNFARVSGLLLCQAGGVL 

VSSFVMAAAVAMETDDAGNR 

LRFQLELEFVQCYANHNTLIFLP 

QR\GYF\KDKAFVNYLKYLLYW 

\KDPEYAKYLKYPQCLHMLGA 

APNMEHFRKEAGWNAQCVAKF 

IGWNRQVSTLGKHYS\RKRM\R 

LQQ ALA EQQQQNNTSGK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23120 


53488 


A 


23254 


73 


355 


HEGQVHVLLASAHVDVA1VLG 
AGSMVEGEARPEQAAQHHQGI 
APLHLDAPGPSWTQSRSPRNRA 
NQNHTCSEAT*SHPEQLPQTLW 
ECHAPRSP 


23121 


53489 


B 


23255 


1 


441 




23122 


53490 


A 


23256 


528 


698 


I IGQRFLHGPV/H/HHSHYDN/PH 
HSLHHHRCLHHCHLHHHRHHL 
HHHPLHCYHHHPGQNG 


23123 


53491 


A 


23257 


1 


403 




23124 


53492 


A 


23258 


509 


4547 


LYLTTSRREEHLKSLVVETQDL 
ASPVLRSVSICTKVEEAFRQAH 
VIVVLDDSTNKEVFTLEDCLRS 
RVPLCRLYGYLIEKNAHESVRV 
IVGGRTFVNLKTVLLMRYAPRI 
AHNIIAVALGVEGEAKAILARK 
LKTAPSYIKDVI1WGNISGNNYV 
DLRKTRVYRYESA1WGPLHYSR 
PVLNLI FDSEWVKREFV AILKN 
LTTTGRQFGGILAAHSIATTLKY 
WYHGSPPGEIVSLGILSEGQFGI 
PKGIVFSMPV 


23125 


53493 


A 


23259 


56 


290 




23126 


53494 


A 


23260 


468 


993 


VLLACFWPGSDFWPRSRRKTY 
GTAPQSCYSFYVALDCGGVSRL 
VIFVSWRNPQVAPTSAHQNRPS 
RNPVSRPPNTQRVARRKHYAL 
ADGYTERRWTNAPCRAESSFPP 
NCPSAAPIPDSYDK*PSRATLFT 
SHLTVEAFPVWSYLYPGETPRL 
H PRAHTRTVPA AIRYPDRQTPN 
GLRGANTMHSQMDTLNGDGR 
TH L AGQRA RSPRTARPQRQ YRI 
HTTSDLPG LV RKYASGCCLRI W 
YCCAWIERALSLQVGGGVFGD 
PLSEGQAECDHGST 


23127 


53495 


A 


23261 


1 


3114 




23128 


53496 


A 


23262 


3 


401 


TSSLSLSGKSGRYIVFLRRSVGI 
QSPSAVATVRLLLAGSDRRFAA 
GSAGCAVLSRAERS*EPGCCYR 
IRRSAFRLRAGSIGNRDKPVAW 
PDTGSGDNTEVYFRAHQAGILP 
DTVLAGPAQRVAVSGGTPVDW 


23129 


53497 


A 


23263 


2874 


3062 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


iS ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23130 


53498 


A 


23264 


2766 


3323 


MPDLVEGREKSDKGAQPQPRT 

QSRSARTNGSGVRILHSLWRI1G 

IPLLLGYSLVCSRVLLACFWPG 

SDFWPRSRRKTYGTAPQSCYSF 

YVALDCGGVSRLVIFVSWRNP 

QVAPTSAHQNRPSRNPVSRPPN 

TQRVARRKHYALADGYTERR 

WTDAPCRAESSFPPNCPL*RQY 

RIHIVDASVCGP 


23131 


53499 


A 


23265 


968 


1440 




23132 


53500 


A 


23266 


3 


640 


LSVVRSRIHMGVGVGVGCPVR 
YRNQDDHELQITHGNKILCGIV 
CDKGAQPQPRTQSRSARTNGSG 
VRILHSLWR1IGIPLLLGYSLVCS 
RVLLACFWPGSDFWPRSRRKT 
YGTVPQSCYSFYVALDCGGVS 
RLVIFVSWRNPQVAPTSAHQNR 
PRRNPVSRPPNTQRVARRKHYA 
PYADGYTERRWT1APCRAESSFP 
PNCPSAAPIPDSYDK 


23133 


53501 


A 


23267 


1 


3140 


MVYKMRYRSQHPYS1KEKQMK 

SEVLSVKEKIGYGMGDAASHII 

FDNVMLYMMFFYTDIFGIPAGF 

VGTMFLVARALDAISDPCMGL 

LADRTRSRWGKFRPWVLFGAL 

PFGIVCVLAYSTPDLSMNGKMI 

Y A A1TYTLLTLL YT V VN I PYCA 

LGGVITNDPTQRISLQSWRFVL 

ATAGGMLSTVLMMPLVNL1GG 

DNKPLGFQGDLSPMFSTPEEIA 

RPGPYENDVHVVGASSLAAGH 

KTL1PELVRSAEQHMGTR 1 


23134 


53502 


A 


23268 


750 


1340 


1LHAPAPPFSASASHEQPEWSD 

KGAQPQPRTQSRSARTNGSGVR 

ILHSLWRIIG1PLLLGYSLVCSRV 

LLACFWPGSDFWPRSRRKTYG 

TAPQSCYSFYVALDCGGVSRLV 

IFVSWRNPQVAPTSAHQNRPSR 

NPVSRPPNTQRVARRKHYALA 

DGYTERRWTNAPCRAESSFPPN 

CPF AAPIPDS YDK* PFRI VS 


23135 


53503 


A 


23269 


93 


699 


RASVQQKKLSTDDKGAQPQPR 
TQSRSARTNGSGVRILHSLWRII 
GIPLLLGYSLVCSRVLLACFWP 
GSDFWPRSRRKTYGTAPQSCYS 
FYVALDCGGVSRVRSYLYPGET 
PRVAPTSAHQNRPSRKPG\TRPP 
NTQRVARRKHYALADGYTER\ 
SATNAPCRAESSFPPELPVPQVP 
NTGFIRQVTFRDCFVNTPQAAA 
SGFW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23136 


53504 


A 


23270 


1000 


1530 


QRYSDNPPNDKGAQPQPRTQSR 

SARTNGSGVRILHSLWR1IG1PL 

LLGYSLVCSRVLLACFWPGSDF 

WPRSRRKTYGTAPQSCYSFYV 

ALDCGGVSRLVIFVSWRNPQV 

APTSAHQNRPSRNPVSRPPNTQ 

RVARRKHYALADGYTERJRWT 

NAPCRA/VEPFPPNCPWEAQYR1 


23137 


53505 


A 


23271 


242 


711 


LKQKRDKEDRSSRVSAVLLIK/ 

HRRPLPLP1GLKACHCSCTAKC 

LGGCESPRKGGQLLIFEGHVKI 

DLEIFTKSLWLTRQLIVKKETEK 

AVKHASNIC1MRTGLTFQSHKIE 

DGLFGLLVIATEAEWSYVCQST 

NPVDVYPLTAVPACCIISASDVP 


23138 


53506 


A 


23272 


2 


459 


CVNSQIGRGHK1TTYPFSPRKSG 
RKGMAQSQGWVKRYIKAFCK 
GFFVAVPVAVTFLDRVACVAR 
VEGASMQPSLNPGGSQSSDVVL 
LNHWKVRNFEVHRGDIVSLVS 
AKNPEQKIIKRVIALEGDIVRFP 
*DFCMPMPHISCGPQSAGRNW 


23139 


53507 


A 


23273 


1 


474 




23140 


53508 


A 


23274 


358 


948 


PLTPFSPRKSGRKGMAQSQG W 
VKRYIKAFCKGFFVAVPVAVTL 
LDRVACVARVEGASMQPSLNP 
GGEPV/ASDVVLLNHWKVTEF/ 
SEVHRGDIVFIGVAPKNPEQKIIK 
RVICSLKGDIFQNHRTQKP\DVK 
VPRGSHLGLEGDHSWDTVFDS 
NSFGPVSLGLLHAHATH1LWPP 
ERWQKLESVLPPERLPGTERRG 
MTA 


23141 


53509 


A 


23275 


90 


664 


NKYRLQPSPPRLALWDRASDPP 
APPEDPETAPAMEEDQELERKI 
SGLKT\SMVEG\ERKTT\LELV\Q 
AAG\TDRP\CVTFVLHEEDHTLG 
YNFLRYYM I MKNP/EKVEFCG YT 
YG/HPSFQRAK.LNLPHSRFRGYP 
FPAVEPISREALNELM\NVC\QP 
CAFTSFRASIKDYKESKSKQEM 
ESTFLVLLWQFYKGGTVL 


23142 


53510 


C 


23276 


108 


320 




23143 


53511 


B 


23277 


446 


625 




23144 


53512 


A 


23278 




3042 




23145 


53513 


A 


23279 


1 


3156 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23146 


53514 


A 


23280 


518 


2076 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QL Y1RRQP YAERPS\H VEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRG FFEDKKATF APSFLM 

NIKGNKTSVVKNSILEQGQLTW 

LQVAKRAGLGGGQSGRTVLRE 

RVRIEIA STH 1ALAVECVS VRV 

WKVPRLPSRQKYAKHASQLVS 

NQKSEEEEYMKTFNISQQDLEL 

VEVATEK1TMLYEDNKHHVGA 

A1RTKTGE11SAVH1EAY1GRVTV 

CAEA1AIGSAVSNGQKDFDTIV 

AVRHPYSDEVDRS1RVIPTYGT 

DEWEQWWNAFNEENLFCSEE 

MPSSDDEATADSQHSTPPKKKR 

KYIYVLVIAITMVMRFWQYING 


23147 


53515 


A 


23281 


299 


457 




23148 


53516 


A 


23282 


584 


1185 


QQRR*MCQNLMTH\QNQRSGR 
SQNDF*RRRKN1SERSAVYR*R 
QLYIRRQPYAERPS\H VEDKGH 
KYL VFEANTGTENG YQG EESLF 
NKAYYGGGTNFFRKESQKLQQ 
SAKKRDAELANGALGIIELNND 
YTSEKSNEAADHFKHVPQAKG 
NNVVITSYMTNRGFFEDKKATF 
APSFLMNIKGNKTSVVKNSILE 
QGQLTVN 


23149 


53517 


A 


23283 


1 


3618 




23150 


53518 


A 


23284 


191 


819 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSM1 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23151 


53519 


A 


23285 




2556 


wrkiyqan/gktkjcagvailvs 
dktdfkptkhcrdkeghyimvk 
gsiqqeeltilniyapntgapr.fi 
kqvlsdlqrdldsytiimgdfn 

TPLSTLDRSMRQKVNKNTQEL 

NSALHQADLIDIYRTLHPKSTEC 

TFFSAPHHMYSKIDH1VGCKAL 

LSKFKRTEI ITNCLSDHS AIKLEL 

R1KKLTQNCSTTWKLNNLLLND 

YWVHNEMKAEIKMFFETNENK 

DTTYQNLWDTFKAVCRGKFIA 

LNAHKRKQERSKIDTLTSQLKE 

LEKQEQTHSKASRRQEITKVRA 

ELKEIETQKTLQKINEFRSWFFE 

RINTIDRPLARLIKKKREKNQID 

A I KNDKG D I TTDPTETQTTIRE Y 

YKHLYANKLENLEEMDKFLDT 

YTLPRLNQEEVESLNRPITGSG1 

VAI1NSLPTKKSPGPDGFTAEFY 

QRYKEEL VPFLLKLFQSIEEEG I 

LPNSFYEASI1LIPKLGRDIAKKE 

NFRPISLMNIDAKILNK1LAHRI 

QQHIKKLIHHDQVGF1PGMQG 

WFD1RKSINVIQHINRTKDKNH 

M11SIDAEKAFDKIQQPFMLKTL 

NKLVLEVLVRA1RQEK.E1KC1QL 

GKEEVKLSLFADDMIVYVENPI 

VSAQNLLKLISNFSKVSGYK1N 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKSIKYLGIQLTRHVKD 

LFKDNYKPALNEIKEDTNKWK 

NIPCSWIGRJNIVKELEKTTLNFI 


23152 


53520 


A 


23286 


1 


3087 




23153 


53521 


A 


23287 


1 


741 


MLGKKKPVCEVGGDSGVPKKE 

FQEGRQVLFKLWRGQANKVG 

DNS1DSWKNAGRVFKDSDKFD 

ANDPILKDQTQEWSGSATFTSD 

GKIRLFYTDYSGKHYGKQSLTT 

AQ VKVSK.S/V * HTQNQRSGRSQ 

NDF*RRRKNIS*RSAVYR*RQL 

YIRRQPYAERPS\HVEDKGHKY 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRJCESQKLQQSA 

KKRDAELANGALGIIELNNDYT 

LKKVVKPLITSN 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23154 


53522 


A 


23288 


849 


1688 


QQRR*MCQNLMTH\QNQPSGR 

SQNDF* RRRKN 1 S ERS A V YR* R 

QLYIRRQPYAERPSXHVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSNDIYMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVK.NSILEPGQLAV 


23155 


53523 


A 


23289 




3171 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSK.1DHIL 

GSKALLSKCKRIE11TNYLSDHS 

AIKLELR1KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKTE1KMFF 

ETN ENKDTTYQNLWDA FKAVC 

RGKFIALNAYK.RKEERSKIDTL 

TSQLKELEKQEQRHSKPSRRQE 

ITKMRAELKEIETQ 


23156 


53524 


A 


23290 


1 


3255 




23157 


53525 


A 


23291 


1 


3924 




23158 


53526 


A 


23292 




3139 




23159 


53527 


A 


23293 




3210 


M VKG SI QQEELTI LN 1 Y APNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSKIDH1VGSK 

ALLSKCKRTEI1TNCLSDHSA1K 

LELR1KNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAE1KMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FI ALN AHKRKQERSKI DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKEIETQ 


23160 


53528 


B 


23294 


1 


3127 




23161 


53529 


A 


23295 


1 


3325 




23162 


53530 


A 


23296 


1 


3145 





3049 



WO 01/075067 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23163 


53531 


A 


23297 


191 


819 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGF1TFFNV*SLFNSM1 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23164 


53532 


A 


23298 


1 


3352 




23165 


53533 


A 


23299 


1841 


2679 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPS\HVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SA KKRD A EL ANG A LG IIELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDGINSND1YMLGYVSNSLT 

GPYKPLNKTGLVLQMGLDPND 

VTFTYSHFAVPQAKGNNVVITS 

YMTNRGFFEDKKATFAPSFLM 

NIKGNKTSVVKNSILEQGQLTV 












1533 


YVHCKPSGWTVRTFDKPRKRF1 
AFFIAG1LFRAIKNHFLPRETLQ 
CLPYILTGFRRGQSEYFSIFSNM 
DLADTVMFL*GAIRFSDLVNEQ 
IQHTFLIPGETICRLSEVV 


23167 


53535 


A 


23301 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQGDLID1YRTLH 
PKSTEYTFFS APHHTYSK1 DHIV 
GSKALLSKWKRTEIITNYLSDH 
SAIKLELRJKNLTQSRSTTWKLN 
NLLLN DY WVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHKRKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQKINESR 
SWFFERINKIDRPLARLIKKKRE 
KNQIDTIK.NDK 


23168 


53536 


A 


23302 


1 


3095 




23169 


53537 


A 


23303 


2 


2678 





3050 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of Inst 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23170 


53538 


A 


23304 


1 


3335 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQ'NLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


23171 


53539 


B 


23305 


1 


2293 




23172 


53540 


A 


23306 


1 


3810 




23173 


53541 


A 


23307 


255 


1215 


CVGQLAAAKR*RNSS*IQRLSR 
CVCSCGKPERR* * HINLH VLSK. 
GRRQLN/QTAGKTRAVSLKTAI 
SSTPTIRS*KIRRKNGPVLQPLH 
LTEKSVYSTLTIPTKAINTLYSK 
PTREQKTDTKAKNLYLTKRTT 
AAARTSSVK.KARSFSRALKNA 
MLS*RTAPSVS*S*1MITH*KK** 
SR/CITSNTVTDEIERANVFKMN 
GKWYLFTDSRGSKMTIDGINSN 
DFNMLGYVSNSLTGPYKPLNKT 
GLVLQMGLDPNDVTLTNSHFA 
VPQAKGNNVVITSYMTNRGFF 
EDKKATFAPSFLMNIKGNKTSV 
VKNS1LEQGQLTVN 


2 „ 174 


53542 


— 


23308 




4539 




23175 


53543 


A 


23309 




3229 




23176 


53544 


B 


23310 




3552 




23177 


53545 


A 


23311 




3139 




23178 


53546 


A 


23312 




3057 




23179 


53547 


A 


23313 




3215 


MGK.KQNRKTGNSKTQSASPPP 
KERSSSPATEQSWMENDFDELR 
EEGFRRSNYSELREDTQTKGKE 
VENFEKNLEECITRITNTEKCLK 
ELMELKTKARELREECRSLRSR 
CDQLEERVSAMEDEMNEMKRE 
GKFREKRIKRNEQSLQEIWDYV 
KRPNLRLIGVPESDVENGTKLE 
NTLRDIIQENFPNLARQANVQIQ 
EIQRTPQRYSSRRATPRHIIVRFT 
KVEMKEKMLRAAREKDRSTRQ 
KVNKDTQELNSA 



3051 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23180 


53548 


A 


23314 


1 


1921 


M VKGSIQQEELTI LNTY AAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHH1YSKIDHILGSK 

ALLSKCKRTEIITNYLSDHSAIK 

LEL WIKN LTQNH STT WELNNLL 

LND YWV HNEMKAE1 KMFFETN 

EN KDTT YHN LWDTFKA VCRGK 

FIPLNAHKRKQERSKIDTLTSQL 

KELEKQEQTN\HSKASRRQEITK 

IRAELKEIETQKTL*KINESRSW 

FFERINKI DRLL A RLIKKKREKN 

QIDAIKNDKGDITTDPTEIQTTIR 

EYCKHLYANKLENLEEMDKFL 

DT YTLPRLN QEE VE SLNRPITG 

AEIVAIINSLPTKKSPGPDGFTA 

KFYQRYKEELVPFLLKLFQS1EK 

EGILPNSFYEASIILIPKPGRDTT 

KKENFRPISLMNIDAKILNKKL 

AKR1QQHIKKL1HHDQVGF1PG 

MQGWFNIRKSrNVJQHINRAKD 

KNHMI1SIDAEKAFDKIQQPFML 

KTLNKL\GIKYLGIHLTRDVKDL 

FKENYKPLLKEIKEDTNKWKN1 

PCSWVGRINIVKMA1LPKMCL* 

RRWTPLCLLTAAASLNRE*ERL 

VQPLLWRQMYCGPRHCRQVPQ 

HRRLNWSPSLRLS 


23181 


53549 


B 


23315 


1 


2907 




23182 


53550 


A 


23316 


584 


1278 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKN1SERSAVYR*R 

QLY IRRQPY AERPS\H VEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALG1IELNND 

YTLKKVMKPLITSNTVTDEIER 

ANVFKMNGKWYLFTDSRGSK 

MTIDVPQAKGNNVVITSYMTN 

RGFFEDKKATFAPSFLMNIKGN 

KTSVVKNS1LEQGQLTVN 


23183 


53551 


A 


23317 


1 


3345 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23184 


53552 


A 


23318 


2 


3366 


WRKIYQANGKQKKAGVAILVS 
DKTDFKPTK1KRDKEGHYIMVK 
GSIQQEELTILN1YAPNTGAPTFI 
QQVLSDLQRDLDSHTLIIGDFN 
TPL STS DRSTRQK.V N KDTQELN 
SALHQADLIDIYRTLHPKSTEYT 
FFSAPHHTYSKIDHILGSKALLS 
KCKRTEIITNYLSDHSAIKLELM 
IKNLTQNHST1WKLNNLLLNDY 
WVHKEMKAEI K.MFFETN EN K.D 
TTAYQNLWDTFKAVCRGKFIAL 
NAHKRK\QER 


23185 


53553 


A 


23319 




2611 


MGDFNTPLSTLDRSTRQKANK 

DTQELNSALHQVDLIDIYRTLH 

PKSTEYTFFSAPHHTYSTTDHIL 

GSKALLSKCRRTEIITNYLSDHS 

AIKLELR1KNLTQNRSTTWKLN 

NLLLNDYGVHNEMKAE1K.MFF 

ETNEN KDTTYQNL WDTFK A VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKE1ETQKTLQKMNES 

RSWFFERINKIDRPLARLIKKKR 

EKNQIDAIKNDKGDITTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLHTYTLPRLNQEEVESLNR 

PITGSE1VAHNSLPTKKSPGPDG 

FTAEFDQRYKEELVPFLLKLFQ 

SIEKEG1LPNSFYEASI1LIRKPGR 

DTTKKENFRPISLMNTDAKILN 

KIL A K R IQQHIK K L IHHDQ VGFI 

PGMQGWFNIHKSINVIQfflNRA 

K.DKNHMI1SIDAEKAFDKIQQPF 

MLKTLSKLGIDGTYFKIIRAIYD 

KPTANIILNGQKLEAFPLKTGTR 

QGCPLSPLLFNIVLEVLARAIRQ 

EKE1KLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSQLPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

NYKPLLKEIKEDTNKWKNIPCS 

WVGRINIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTFKFIWN 

QKRARITKSILSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 



3053 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23186 


53554 


A 


23320 




3099 


MGELITPLSTLDRSTRQKVNKD 

TQELNSALHQGDLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRIKNLTQNRSTTWKLNN 

LLLNDYWIHNEMKAEIKMFFET 

NENKDTTYQNLWDAFKAVCR 

G KFI ALN AHKRK QERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKEIETQKTLQKINESR 

SWFFERJNKIDRPLARL1KKKRE 

KNQIDTIKNDK 


23187 


53555 


A 


23321 


911 


1539 


VNVTSFGSRP1CSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCIIAF1DKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23 1 88 


53556 


A 


23322 


191 


820 


VNVTSFGSRP1CSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIVIF 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSM1 

PRAPF ANS ASRFL ALC* SF WLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGCI1AFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


23189 


53557 


A 


23323 


965 


5050 


TWKGTTSTSRCKIMPKYRSTRQ 
K VN KDTQELNSALHQA DL1DIY 
RTLHTKSTEY/TFFSAPHHTYSK 
1DH1VGSKALLSKCKRTEI1TNY 
LSDHSAIKLELR1KNLNQSRSTT 
WKLNNLLLNDYWVHNEMKAE 
I KMFFETK\ENK\DTTYQNL WD 
AFKAVCRGKFIALNAHKRKQE 
RSKIDTLTSQLKELEKQEQTHS 
KASRRQEITKIRAELKEIETQKT 
LQKINESRSWFFERINK1DRPLA 
RLIKKKREENQ 


23190 


53558 


A 


23324 


1 


2787 




23191 


53559 


A 


23325 


1 


902 




23192 


53560 


A 


23326 


1 


3640 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23193 


53561 


A 


23327 


1 


3686 


M H I V VET ALS A SWQN KAKPPA 

RV LLQV VPNV WFLV A V V WEL 

YPSLDLMDRS1ECSSSPATEQS 

WTENDYDKLREEGFRRSNYSE 

LQED1QTKGKDVENFEKNLEEC 

ITRITNTQKCLKELMELKTKAR 

ELREECRSLRSRCDQLEERVSV 

MEDEMNEMKQEGK.FREKRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGENGTKLKNTLQD1IQENF 

PNLARQAKVQIQEIQRMPQRYS 

LTRATPRHIIVRFTKVE 


23194 


53562 


A 


23328 


1 


3433 


MGDFNTPLSTLDRSTRQKVNK 
DTQELNSALHQADLIDIYRTLH 
PKSTEYTFFSAPHHTYSKIDHIL 
GSKALLSKCKRTEIITNYLSDHS 
Al KLELRIKNLTQNRSTTWKLN 
NLLLNDYWVHNEMKAEIKMFF 
ETNENKDTTYQNLWDAFKAVC 
RGKFIALNAHK.RKQERSKIDTL 
TSQLKELEKQEQTHSKASRRQE 
ITKIRAELKEIETQKTLQKINESR 
SWFFER1NKIDRPLARLIKKKRE 
KNQIDA1KNDK 


23195 


53563 


A 


23329 


1 


3070 


MEGEMNEMKREGKFREKRIKR 
NEQSLQEIWDYVKRPNLRLIGV 
PESDGENGTKLENTLQDIIQEN F 
PNLARQANVQIQEIQRTPQRYS 
SRRATPRH1IVRFTKVEMKEKM 
LRAAREKDRSTRQKVNK.DTQE 
LNSALHQADLIDIYRTLHLKSTE 
YTFFSAPHHTYSKIDHILGSKAL 
LSKCKRTEIITNYLSDHSAIKLE 
LRIKNLTQNRSTT WKLNNL L LN 
DYWVHNKMKAEIKMFFETNEN 
\KDTTYQNLWDA 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23196 


53564 


A 


23330 


3 


2372 


TTNCLSDHSA1KLELRIKKLTEN 

HTTTWKLNN LLLNDYWVDNE 

M KA E I KM F F E1N EKKADTTSQN L 

WDTFKAVCRGKLIALNAHKRK 

QERSKIDTLTSQLKKALEKQEQR 

NSKASRKQE1TKIRAELKE1ETQ 

KKTLQKINESRSWFFEK1NKIDG 

PL A RLIKKKREKNQVD A IKNDK 

GDI 1TDPTEMQTTIREY YKYLY 

ANKLENLEEMDKFLNTYTLQR 

LNQEGIESLNRP1TGSEIEAIINSL 

PTKKSPG PDGFT AKF YQRYKEE 

LVYPEPRSESECLSN1REFLRGC 

GASLRLESIREDRNGRSQKTVH 

TEGDMNMNIKK1VKQATVLTF 

TTALLAGGATQAFAKENNQKA 

YKETYG VSH ITRHDMLQI PK.QQ 

QNEKYQVPQFDQSTIKNIESAK 

GLDVWDSWPLQNADGTVAEY 

NGYHVVFALAGSPKDADDTSI 

YMFYQKVGDNSIDSWKNAGR 

VFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKINGVEDHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKKVMKPLITSN 

TVTDEIERANVFKMNGKWYLF 

TDSRGSKMTIDGINSNDIYMLG 


23197 


53565 


A 


23331 


2 


2987 


APRFIKQVLSDLQRDLDSHTIIM 
GDFNTPLSTLDRSTRQKVHKDT 
QELNSALHQADLIDIYRTLHPK 
STEYTCFSAPHHTYSKIDHIVGS 
KALLSfCCKRSEIITNCLSDHSAI 
KLELRIKKLTQNRSTTWKLNNL 
LLNDYWVHNEMKAEIRMFFET 
NENKDTTYQNLWDTF1CAVCRG 
KFIALNAHKRKQERSKIDTLTS 
QLKELEKQEQTHSKASRRQEIT 
K1RAELKEIETQKTL\QKINE\SR 
SWFF\ERINK 


23198 


53566 


A 


23332 


339 


701 


PDKEGNEIWVDMYTVKPSGWT 
VRTFDKPRKRFIAFFIAGILFRAI 
KNHFLPRETLQCLPYILTGFRRG 
QSEYFSIFSNMDLADTVMFL*G 
A I RFSDLVN EQIQHTFLIPGETIC 
RLSEVV 


23199 


53567 


A 


23333 


190 


502 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, '-possible nucleotide insertion) 


23200 


53568 


A 


23334 


4472 


8032 


KKSGNNRLMRVHGKKRFLWQ 
KQGVCEVEIQAQRESARDGTD 
REDAESPHAEVTVPRGTRTEILT 
LWASRDRPASACGVTVPKGST 
THPGGMDRVCGVDTAVLHWM 
KQVQGISNLEVETGPRRRDMD 
EAGSRHSQQTNIGTENQTPHVL 
THKWQLNRNSACDKLHKPHSV 
PGG VAAGD VGGKTI SN PG VCAI 
EYQVDGSPHIWEDVNKGVY1EE 
DRAPLMERSSSPAMEQSWMEN 
DFDELREEGFRRSNYSELRED 


23201 


53569 


A 


23335 


1 


2374 


MVSISDLVICPPRHPKVLGLQGP 

PGLDSISDPSAGAGFLDWGEIG 

MPGPGRAGHQALCKCDCQCLE 

KTTTKA PGKMPKSTRSGPVRV 

RLADGPNRCAGRLECGMPDAG 

EQCVMTTGTSGRHCGLLGTGL 

WKG YTDLTI I PPGPGTPPQERTC 

QGDYHSGGTWTHSPLETTRRP 

GSSSPAIRRLPAQMLLLPARPPH 

PRSSSPEAMDPPPPKAPPFPKAE 

GPSSTPSSAAGPRPPRLGRHLLI 

DAN/GVYPYTYTVQLEEEPRGP 

PQREAPPGEPGPRKGYSCPECA 

RVFASPLRLQSHRVSHSDLKPF 

TCGACGKAFKRSSHLSRHRATH 

RARAGPPHTCPLCPRRFQDAAE 

LAQHSWGTPRGPLLAAACNCE 

VARGRLESPGPERLLHGYGGRE 

EEGGWGRAAGGLDRVEGFISS 

KAHHYLLIDTQGVPYTVLVTRS 

HRGSQGPVGLQARKVLQLPRV 

LKGLRVHVHLQRHSITHSEVPQ 

DFAGSLDSFQTPGESLRLVFRA 

LDTTQSSRISKAEPCLKEEPLSL 

GDLPYMHTTLCFCRKRRASPGP 

GTLQRGALAWPDWASPRALPV 

PSLSSTTRSPAAPLFAVPLSGRT 

TQAMAFDGIIFQGQSQRSAGLT 

TTSRFLACQRPLRLCAWWASRS 

PRCTLRRPVGLRPGVHPRPRLV 

YRDLKPENVMASGQPRDRPQP 

WFAWPPRPTRFCGGCWTLTPK 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23202 


53570 


A 


23336 


853 


1602 


PGAAWSRPDLRGCCTEPQPALR 

MLVLASPCPQPLAFSSVETMEG 

PPRRTCRSPEPGPSSS1GSPQASS 

PPRPNHYLLIDTQGVPWTVAW 

LDEESQREPGASGAPGQKKCYS 

CPVCSRVFEYMSYLQRHXRFSH 

SEVKPFE\CDICGK\AFKRSQHL/ 

SARHHS1HLGGWVGGPTACRFC 

PRRFVRDAGELAQHSRVHSGER 

PVSVSTLPSPLYGAEHTAETHA 

VEASHEAGLPGAPGTHRTLQG 

ALDSCPDTW 


23203 


53571 


A 


23337 


1 


1144 


MGHHLMIDKLVALGGLYYAIQ 

RHYATKCSVLKNDQILVIGLFM 

IQNV1YRKHFANPLSALFLQQGI 

ELFAAI AEIHITTVA ERNHAITQ1 

RLEAQT1 FDSLKEWHNAIRKSL 

DYEALQAFEFRVGATDRGFPAL 

SSEALVRVLVLDANDNSPFVLY 

PLQNGSAPCTELVPRAAEPGYL 

VTKVVAVDGDSGQNAWLSYQ 

LLKATEPGLFGVWAHNGEVRT 

ARL L SERD V A K.HRL V VL VKDN 

GEPPRSATATLQVLLVDGFSQP 

YLPLPRAAPAQAQADSLTVYL 

VVALASVSSLFLFSVLLFVAVR\ 

LCRRSRAAPVGRCSVPECPFPG 

HLVDVSGTGTLSQSYQYEVCLT 

GGSGANEFKFLKPVIPNLLSRDS 


23204 


53572 


A 


23338 


1 


1260 


MVCYIQENLPFLLKPSVENFYIL 

ITEGALDRE1RAEYNITITVTDL 

GTPRLKTEHNITVLVSDVNDNA 

PAFTQTSYTLFVRENNSPALHIG 

SVSATDRDSGTNAQVTYSLLPP 

QDPHLPLASLVSINADNGHLFA 

LRSLDYEALQAFEFRVGATDRG 

SPALSREALVRVLVLDANDNLA 

PFVLYPLQNGSAPCTELVPRAA 

EPGYLVTKVVAVDGDSGQNA 

WLSYQLLKATEPGLFGVWAHN 

GEVRTARLLSERDAAKHRLVV 

LVKDNGEPPRSATATLHVLLVD 

GFSQPYLPLPEAAPAQAQAEAD 

LLTVYLVVALASVSSLFLLSVL 

LFVAVRLC\RRSRAASVGRCSM 

PEGPFPGRLVDWSGTGTLFQSY 

QYEVCLTGGSETGEFKFLKPITP 

HLPPHRGGKEIEENSTLPNSFGF 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23205 


53573 


A 


23339 


123 


5794 


SSSDSGSLKGACTEVKMEPAGE 

RFPEQRQVLILLLLLEVTLAGW 

EPRRYSVMEETERGSFVANLAN 

DLGLGVGELAERGARVVSEDN 

EQGLQLDLQTGQL1LNEKLDRE 

KLCGPTEPCIMHFQVLLKKPLE 

VFRAELLVTDINDHSPEFPERE 

MTLKIPETSSLGTVFPLKKARD 

LDVGSNNVQNYN1SPNSHFHVS 

TRTRGDGRKYPELVLDTELDRE 

EQAELRLTLTAVDGGSPPRSGT 

VQIL1LVLDANDNA 


23206 


53574 


C 


23340 


20 


313 




23207 


53575 


A 


23341 


119 


247 


RSRC1SASPRRPASFRKSIPEEED 
ESLNPKGQVSILFFYIK 


23208 


53576 


B 


23342 


55 


288 




23209 


53577 


A 


23343 




3576 


MAFLFEFSDLVSLLSIGTMLAY 
SLVAFSVLVLRYQPDENFSKNE 
KPKEEVVEMNSVPKAESPACVP 
EASSTPASLWSPVST1PTPRWGR 
IVYGCAFLLVVLLSMLCLVLAH 
WPKRLFSGELIYIAAAVLLLVLI 
VGFTFTVWRQPQSNTPLYFKPP 
H1STSQNLSLPEHPMEYLLRTGI 
EPDVRGVLTVNALPAGPPVACS 
PLVSISAHVYLMMQMTTETWA 
QCGVWML1ALECPNLKLKKPP 
WLHMPLAMTMYA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23210 


53578 


A 


23344 




1762 


SVRPGPGHVRV\RFFSLSPLPLR 
PWPLCPAARRTMGSILSRRIAG 
VEDIDIQANSAYRYPPKSGNYF 
ASHFFMGGEKFDTPHPEGHLFG 
ENMDLNFLGSRPSQFPYVTPAP 
HEPVKTLRSLVNIRKDSLRLVR 
Y KDDADSPTEDGDKPRVLYSL 
EFTFDADARVA1TIYCQASEEFL 
NGRAVYSPKSPSLQSETVHYKR 
GVSQQVSLPSFKIDFSEWKDDE 
LNFDLDRGVFPVVIQAVVDEG/ 
DSVVEVTGHAHVLLAGFEKHM 
DG SFS VKPLKQKQI VDRVS YLL 
QEIYG1ENKNNQETKPSDDENS 
DNSNECVVCLSDLRDTLILPCR 
HLCLCTSCADTLRYQANNCPIC 
RLPFRALLQ1 RA VRKKPG ALSP 
VSFSPVLAQSLEHDEHSCPFKK 
SKPHPASLASKK.PKRETNSDSV 
PPGYEPISLLEALNGLRAVSPAI 
PSAPLYEEITYSGISDGLSQASC 
PLAA1DH1LDSSRQKGRPQSKAP 
DSTLRSPSSPIHEEDEEKLSEDV 
DAPPPLGGAELALRESSSPESFI 
TEEVDESSSPQQGTRAASIENVL 
QDSSPEHCGRGPPAD1YLPALG 


23211 


53579 


A 


23345 


35 


3134 


RPREGPTWPQLPGSSPRRLFPW 
SPGSSSRGLFPWSPGSSSRGLFP 
WSPGSSSRGLFPWSPGSSSRGLF 
PWSPGSSSRGLFPWSPGSSSRGL 
FPWSPGSSSRGLFPWSPGGSSR 
GSSRGHPGPPPGGSSRGHPGPPP 
GALPVVTRVLLPGLFPWSPGSS 
SRGLFPWSPGSSSRGLFPWSPGS 
SSRGLFPWSPGSSSRGSSRGHPG 
PPPGALPVVTRVLLPGLFPWSP 
GSSSR/RTLPVVTRLLLSGTLPV 
VTRVLL 


23212 


53580 


A 


23346 


3 


91 




23213 


53581 


A 


23347 


3 


174 




23214 


53582 


A 


23348 


3 


360 




23215 


53583 


B 


23349 


158 


368 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23216 


53584 


A 


23350 


3786 


4928 


PPPARTRPCASLTPEKAKWWRS 

KPGLTRAPARCGLSSPQTGSCS 

APASAG*VSGNSRSGTRRGLRP 

TRG*GPCGPSSRARAISSPRAS/L 

RMSQRELGL WDPNNFEEPV A L 

QEMDTSNGVLLPFYDPDSSIVY 

LCGKVLTAGQGEQGTGWRCG 

GPCPGAPLNRLILQGDSSIRYFEI 

TDEPPFVHYLNTFSSKEPQRGM 

GFMPKRGLDVSKCEIARFYKLH 

ERKCEP11MTVPRKSDLFQDDL 

YPDTPGPEPALEADEWLSGQD 

AEPVLISLRDGYVPPKHRELRV 

TKRNILDVRPPSGPRRSQSASDA 

PLSVRSALLHSGPIYISPNRPYTT 

RPLCPPPQQQHTLETLLEEIKAL 

RERVQAQEQR1TALENMLCELV 


23217 


53585 


A 


23351 


1 


1898 


MSRKGPRAEVCADCSAPVGPD 

FALAISELVSPDIFMQSHSENAIS 

VKEIVTEIESISQGVGQIQLKGDI 

LPNPCHTPKKNSIHELLLERAQT 

PENKPGHMEQDEDSCTAQPEL 

AKDSGMCNPEGCLTTHSSIADL 

EEGEQLRGNKSSRAQGCTQNS 

KNDSSVADLAPKGKSDEAPPEH 

SFVLKEPEMSKGKGK.YSGSEA 

GSLSHSEQNATVPAPRVLEFDH 

LPDPQEGPGPEASNGLKVSQKS 

EGSQPSSSRSPLEFLKEAGVPNQ 

TLSSGTPDPYFMALLGPKLNSR 

RPHLHPVSHTLDLGNSPPLPQQ 

FAKCQRGRKGPEGKYPLHYLV 

WHNRH RELEKE V RAGQTL1TQ 

TLSQANPTAITAEEYFNPNFELG 

N RDMGRPMELTTKTQKFKAKL 

WLCEEHPLSLCEQV API I DLMA 

VSNALFAKLRDF1TLQTP1FHILN 

ARJTFGNLNGCDEPVPSVRGSPS 

SETPSPGSDSSSVSSSSSTSEAPR 

ENACPSALPGVASCRGCEISPAL 

FEAPRGYSMMGGQREAATRDD 

DDDLLQFAIQQSLLEAGSEYDQ 

VT1WEALTNSKPGTHPMSYE/R 

SPTGQGQVPAATCSG/RYDEQL 

RLAMELSAQEQEERRRRARQE 

EEELERILRLSLTEQ 


23218 


53586 


A 


23352 


341 


711 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23219 


53587 


A 


23353 


57 


719 


TSDLMAEIIQER1EDRLPELEQL 

ERIGLFSH AEIKAI I KKASDLE Y 

KIQRRTLFKEDFINYVQRJGYSF 

KKDEIENS1VHRVQGVFQRASA 

KWKDDVQLWLSYVAFCKKWA 

TKTRLSKVFSAMLAIHSNKPAL 

WIMAAKWEMEDRLSSESARQL 

FLVRALRFHPECPKLYKEYFRM 

ELMHAGKTGGRRRKNLKKPV 

WMWRILIILKKSLRASWHGSST 










27 


352 


TESVVTIMSLLNKPKSEMTPEE\ 
REEEEFNTGPLSVLTQSVKNNT 
QVLINCRNNKKLLGRVKAFDR 
HCNMVLE\NVKEMLTEG/DRYI 
SKMFL\AGDPVIVVLRNPLIAGK 


23221 


53589 


A 


23355 


32 


575 


STRLDLPKCWDYRSLFNKPMCS 

EMTP\EELQKREE\EEFNT\GPTP 

LCLTQSWKNNTQSAQSTCYRNN 

KKLPGAA*RPFDRASPPCSPPGT 

CNMVL\ENVK\EMWT*GTQEV 

GKGKEGSSKPVVNKDRLTSSKM 

FPGGGGFSSFVVPCGNPFHSAG 

QIRGPPVLFDKNSHPLVLLKTA 

CHLVFENY 


23222 


53590 


A 


23356 


103 


713 


VTSGCGKKKVWLDPNETANEIA 
N ANFRSADPGRLI KDGLHRK.P V 
1AVHSRARLPEKTPLARCKGHG 
TLGIGKRKGTANA\RMPKEGHH 
GMRRMRILAPACSRRYRESKK.I 
D\RHMYHSLYLKVKG\NVFKNK 
ADFSWEH1HKAEGRARPRKEAS 
WLDQAEA\RRSKDQGKHGKRR 
EERLPGQRKEEINQRLYSKEGR 
RPRNKNLTL 


23223 


53591 


A 


23357 


1 


2847 




23224 


53592 


A 


23358 


1 


2823 




23225 


53593 


A 


23359 


3 


2858 


AMFGFQRRGLGTPRLQLWLLL 
LEFWEVGSGQLHYSVSEEAKH 
GTFVGRIAQDLGLELAELVQRL 
FRVASKTHGDLLEVNLQNGILF 
VNSRIDREELCGQSAECSIHLEV 
IVDRPLQVFHVNVEVKDINDNP 
PVFSLREQKLLIAESKQSDSRFP 
LEGASDADIEENALLTYRLSKN 
EYFSLDSPTNGKQIKRLSLILKK 
SLDREKTPELNLLLTATDGGKP 
ELTGTVRLL VQ VLDVN DNDPE 
FDKSEYKVSLMEN 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23226 


53594 


A 


23360 


194 


931 


NSPVVPVMASGQFVNKLQEEVI 
CPICLDILQKPVTIDCGHNFCPQ 
CITQ1GETSCGFFKCPLCKTSVR\ 
RDAIRFNSAVAEIWWEKIQALQ 
ASEVQSKRK\EAT\CPRHQEMF 
HYFCEDDGKFLCFVCRESKDH 
KSHNVSL1EEAAQNYQGQIQEQ 
IQVLQQKEKETVQVKAQGVHR 
VDVFTDQVEHEKQRILTEFELL 
HQVLEEEKNFLLSRIYWLGHEG 
TEAGKHYVEIPLMPTVERSQEA 


23227 


53595 


A 


23361 


2 


381 


A1NW TSARPVSQCWDP\CPPSQ 
VVCLAGLPP*RVCQNPVKGP\N 
CPLAHTSEPTGHCLLTRGMCF 
PSLCGQLCP*SGPPDCPSPRALH 
HTGFCPVALLVAESQVRARAC 
GPEPHRAGRASRWCLHAG 


23228 


53596 


A 


23362 


213 


574 


PQTHTGNHSERGRQPITRSPEKP 
EP\C PSKRAPQTQQP\P WAPSLC 
PPALGPCKGTRRPRVQVHRPTS 
SQKCPLPAWFHHLPLWPTSAAR 
SSSTETPTGQQMRKLRHPAAPR 
SANALSLGE 


23229 


53597 


A 


23363 


21 


456 




23230 


53598 


A 


23364 


2 


98 




23231 


53599 


A 


23365 


64 


241 


PWPLASNPRGCLP*PSTLN*PTP 
SSQPGMSLDSLDRHPP*TRETAS 
GIGGQRPGSDPARTPHFISQTQ 


23232 


53600 


A 


23366 


209 


353 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


23233 


5360! 


A 


23367 


1766 


3292 


SSCPTTRVLIMKGAGHPCYLDK 

PEEWHTGLLDFLQGLQLWLMH 

MQQLMSLAVVSGRLSRGQCGT 

ERPSRRAAAAAAAGQPQRGHF 

QH1EERLETNVQNCQSPDTLCP 

THCSPVLNEPCPEVSVVAVAPA 

SPDRMSGSDGGLEEEPELSITLT 

LRMLMHGKEVGSIIGKKGETV 

KRJREQSSARITISEGSCPER1TTI 

TGSTAAVFHAVSMIAFKLDEDL 

CAAPANGGNVSRPPVTLRLVIP 

ASQCGSLIGKAGTKIKEIRETTG 

AQVQVAGDLLPNSTERAVTVS 

GVPDAIILCVRQ1CAVILEGFSV 

QGQYGAVTPAEVTKLQQLSSH 

AVPFATPSVVPGLDPGTQTSSQ 

EFLVPNDVSRGWDGWRLIGCVI 

GRQG\TK.INEIRQMSGAHIK1GN 

Q\AEGAGERHV\TITGSPVSIALA 

QYL1TACLETAKSTSGGTPSSAP 

ADLPAPFSPPLTALPTASPLAC 

WAHPMPSPSPTLIGFKAHALLG 

FTTCFPRAAAGLGGLHRQDGSS 


23234 


53602 


B 


23368 


1 


363 




23235 


53603 


A 


23369 


486 


947 


LDGAGLLAPVKAHLQKKGPRL 
GTRGC AMPRLG STPFLKGQCL 
ANSRNTLEAVSLTESSASRVPP 
APVLGSRRPHSPSPWP/P/YYTP 
VPPPPRMALVPPNMHGQGTVG 
LTSVPLACTVAMLGSYKQAGA 
FGPLANCYGGLGHAQCWGQEF 
CPTQCP 


23236 


53604 


A 


23370 


38 


680 


GSRLRRLQAAAARPALPLPLPP 
WEWKHLPHVPEAKWWLTTAR 
HSAAYRADPLRVSSRDKLTEM 
AASSQGNFEGNFESLDLAEFAK 
KQPWWRKLFGQESGPSAEKYS 
VATQLFIGGVTGWCTGFIFQKV 
GKLAATAVGGGFFLLQLANHT 
G Yl K VD WQRVEKDMKKAKEQ 
LKIRKSNQ1PTEVRSKAEEVVSF 
VKKNVLVTAGGFFGGFLLGMAS 


23237 


53605 


C 


23371 


30 


200 




23238 


53606 


A 


23372 


14 


161 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23239 


53607 


A 


23373 


69 


715 


APALPGCEHMMAIRELKVCLL 
GDTGVGKSS1VWRFVQDHFDH 
NISPTIGVASFMTKTVPXWENDFT 
KFLIWDTAGQERFSFIGLPLYYS 
RLQLAAVYSCYGYLPSRDFIFIT 
LKE\WV\KRLKELGPE\NIVMAI 
AGNKCDLSD1\REVPPEGMLKE 
YVAESIGAIVVETSAKNA1NI\EE 
LFQG1S\RQIPPLDPPMKNGKQW 
DHQKLRSQPMQASRRCC 












293 


VTSTMAYRAQGQKV\QKVMV 
QP1NLIFRYLQNRSRIQVWLYEQ 
VNMRIEGCIIGFDEYMNLVLDD 
AEEI HSKTKSRKQLGRIMLKGD 
NITLLQSVSN 


23241 


53609 


A 


23375 


3 


393 


HESCSQRQRAGCALCENSHPW 
RSRGPGVQKSAEGLWCQP1CRT 
SSSRYL\QNRJAGFQVWLYEQV 
NM\RI\EGC11GF\DEYVNLVLDD 
AEEIHSKTKSRK\QLGR\IMLK\G 
DNITLLQTCLPPRMVHGSGEIV 


23242 


53610 


C 


23376 


129 


425 




23243 


53611 


A 


23377 


470 


635 


ENSSSHHIIKPFSSGCSIHGFSGH 
1NVTSVT1L*PIKSCHIRCHF*CA 
QYMVADN 


23244 


53612 


A 


23378 


71 


566 


PLFPPCLSPVVAGWARGHMLG 
QSHQQVAAPLK.HRP1TPTELCQ 
KCLSL1KKTKFLNAYITVSEEVA 
LKHAEESEKRYKNGQSLGDLD 
G I PI A EK DNFSTSG I ETT\C A SN M 
LKGYIPPYNATVDQKLLDQGA 
LLMGKTKLNDFAMGSGSTDGV 
FGPVKNPWSYSK 


23245 


53613 


A 


23379 


255 


1042 


1LAARMGKQNSKLRPEVMQDL 

LESTDFTEHEIQEWYKGFLRDC 

PSGHLSMEEFKKIYGNFFPYGVD 

ASKFAEH\VF\RTFDANGDG\TID 

FREF1IALSVTSRGKLEQKLKW 

AFSM YDLDGNG YI SKAEMLEIV 

QAIYK.MVSSVMKMPEDESTPE 

K.RTEKIFRQMDTNRDGTWVPH 

LAL1YRTAEGGFAVQRASVSFY 

PPPSAGNAMVNEAAVFLEIPLG 

SSPGQVSAVCHSGRKLSLEEFIR 

GAKSDPSIVRLLQCDPSSAGQF 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23246 


53614 


A 


23380 


1 


721 


MDGNLRKIRFEKHAITEEFRTT 
EPGLAALRLPSTWIRGVRTSES 
KREVGKGGQSQQYENRDTEGE 
GHVMTKARDWSKAAASQRLP 
ANHLKLRLCIDGFRSHSLPEEGP 
KKPCQHHAAQEEPCTRSGRLPQ 
AHEGSISDCCTSSEQGSMDIGSV 
EPGTGYNLLVCHLL/STLEKRSI 
WAGVSRFSRYHLSRLPLARKVG 
NPLTPCASQLLLPLPSTTQKRQS 
GHALYSFPYRPQPKNDNLVMP 


23247 


53615 


A 


23381 


80 


562 


DRAMWGDLWLLPPASANPGT 
GTEAEFEKAAEEVRHLKT/RSPS 
DEEMLFIYGHYKQATVGDINTE 
RPGM L DF\TG KA\K. WD\A WN EL 
KGTSKGDAVEA\YLNQV\EELK 
KKYGDMERLDLVTVPCVYPKP 
ETIPFFFSNTVDGWEFRENNPV 
K.PATQRL LTHTG S 


23248 


53616 


A 


23382 


380 


1041 


EVT1NSGFIF1MLFMEHPEHYT1 

MHKWILTW1LPTLLYRSCFHIIC 

L VGTI SL ACN D\MTPEQM ATN V 

NCSSPERHTRSYDYMEGGDIRV 

RRLFCRTQWYLRJDKRGKVKG 

TQEMKNNYN1MEIRTVAVGIVA 

1KGVESEF\YLAMNKEGKL\YA 

KKECN\ED\CNFKELILENHYNT 

YASAKL/WTHNGGEMFVALNQ 

KG1PVRGKKTKKEQKTAHFLP 

MAIT 


23249 


53617 


A 


23383 


127 


549 


SSPKMAATMKKAAAEDVNVTF 
EDQ\QKINKFARNTSR1TELKEEI 
EVKK\KQLQNL\EDACDDIMLA 
DDD\CL\MIPY\QLGDVFISHSQE 
ETQEMLEEAKKNLQEEIDALES 
RVESIQRVLADLKVQLYAKF\G 
SNINLEADES 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23250 


53618 


A 


23384 


1 


2050 


MEYESMVISFDDRVMEKTEYG 

P1FTVFAMGNRMTFVTEEEG1N 

VFLKSKKVDFELAVQNIVYRTA 

SIPKNVFLALHEKLYIMLKGKM 

GTVNLHQFTGQLTEELHEQLEN 

LGTHGTMDLNNLVRHLLYPVT 

VNMLFNKSLFSTNKKKIKEFHQ 

YFQVYDEDFEYGSQLPECLLRN 

WSKSKKWFLELFEKN1PDIKAC 

KSAKDNSMDSDEDPVNLQSRS 

ALVCEMLHVQRSSSDADAIGPH 

ADHSLSNRWEVILADEHGIIAD 

DMISRYALSEKSQVELSTQVIKS 

ASSKSVNKSDIDTSVFLNWYNP 

EKKM 1 RAY AT VI DG PE YF WCQ F 

ADTEKLQCLEVEVQTAGEQVA 

DRRNCIPCPY1GDPC1VRYREDG 

HYYRAL1TNICEDYLVSVRLVD 

FGNIEDC VDPKALWA I PSELLS 

VPMQAFPCCLSGFNISEGLCSQ 

EGNDYFYEIITEDVLEITILEIRR 

DVCDIPLAIVDLKSKGKSINEK 

MEKYSKTGIKSALPYENIDSEIK. 

QTLGSYNLDVGLKKLSNKAVQ 

NKIYMEQQTDELAEITEKDVNII 

GTKPSNFRDPKTDNICEGFENP 

CKDK1 DTEELEGVSQKAQESMC 

TEDMRKSSCVESFDDQRRMSL 

HLHGADCDPKTQNEMNICEEEF 

VEYKNRDAISALMPXFSLRKKA 

VMEASTIMVYQIISQLNYRTPTL 


23251 


53619 


A 


23385 


3 


602 


TRPPTRPGLSPDPTSPTEADRGV 
CERPHRCFLLPQITHPSSGRRCL 
CLLSPTSFDFSLLYESQSDRA1F 
GVGTEPDQEPPPPYHEQVPVSV 
YHPT\P\SQTWVATQLTEEEQIRI 
AQRIGLIQHLPKGVYXDPWRDG 
SEKKIRECVICMMDFVYGDPIR 
FLPC VHE WYH LDCIDD WLMRS 
FTCPSCMEPVDAALLSSYETN 


23252 


53620 


A 


23386 


33 


512 


TAARCQGGPTHVPAFVGTACP 
TRIPGHAPARQCREYYY*YYYD 
F/WKEPRRCHALLLPPWAGLEV 
GMPPSHTQLGMHPAPPPPHLEV 
KAQGVPSNRQRTDGCRWCSGR 
ASALGGGRQDSRLRERGGGYD 
H/HCPICRSLKIQLKCHPASGPQ 
TVGLGRLASVS 


23253 


53621 


A 


23387 


1 


1731 




23254 


53622 


B 


23388 


1 


706 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23255 


53623 


A 


23389 


1 


1986 


MG IGEGPTTSEGCRES VEYSHQ 

KSELPLSGDSQVPGPIGCNCDP 

QGSVSSQCDAAGQCQCKAQVE 

GLTCSHCRPHHFHLSASNPDGC 

LPCFCMGITQQCASSAYTRHLIS 

THFAP/GDFQ/GFA/LVNPQRNS 

RLTGEFT VEPVPEG AQLSFGN F 

AQLGHESFYWQLPETYQGDKG 

EAYFARMRRAHQNRTSLSEEQ 

LRA A VT AGRI PEPPEGRD WAQR 

ASQFSLSYEGFSLLPGSLYYWQ 

LPRAFLGDKVAAYGGKLRYTL 

SYTAGPQGSPLSDPDVQITGNNI 

MLVASQPALQGPERRSYEIMFR 

EEFWRRPDGQPATREHLLMAL 

ADLDELLIRATFSSVPLAASISA 

V SLE V AQPG PSNRPRA LEVEEC 

RCPPGYIGLSCQDCAPGYTRTG 

SGLYLGHCELCECNGHSDLCHP 

ETGACSQCQHNAAGEFCELCA 

PGYYGDATAGTPEDCQPCACP 

LTNPENMFSRTCESLGAGGYRC 

TACEPGYTGQYCEQCGPGYVG 

NPSVQGGQCLPESSELHFPSVQ 

PSDAGVY1CTCRNLHQSNTSRA 

ELLVTEAPSKPITVTVEEQRSQS 

VRPGADVTFICTAKSK.SPAYTL 

VWTRLHNGKLPTRAMDFNGIL 

TIRNVQLSDAGTYVCTGSNMF 

AMDQGTATLHVQGSAEAGERS 

MYSI SVLLKYTS 


23256 


53624 


A 


23390 


3 


13319 


PASGRLRAARSGRRGASERESG 

AGRAMGWRAPGALLLALLLH 

GRLLAVTHGLRAYDGLSLPEDI 

ETVTASQMRWTHSYLSDDEYM 

LADSISGDDLGSGDLGSGDFQM 

VYFRALVNFTRSIEYSPQLEDA 

GSREFREVSEAVVDTLESEYLKI 

PGDQVVSVVFIKELDGWVFVE 

LDVGSEGNADGAQ1QEMLLRVI 

SSGSVASYVTSPQGFQFRRLGT 

VPQFPRACTEAEFACHSYNECV 

A LEYRCDRRPDCRDMS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \- Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23257 


53625 


A 


23391 


41 


1323 


HYLVFFLPSLRRYTVSLSPNSTS 

YQLLVPGPSY/SALPISSAASLY 

AGA\GGSGSRMSVSHSTSLRDG 

1SSGGLA/TGMARGLGGMGG1Q 

NKKETTQSLNDSLAVRVRSLET 

ENRK.LESKIREHLEKKGPQVRD 

WSHYFKTIEDLRAQIFANTVDN 

VRJFLQIDNARLAADDFRVKYE 

TELAMRQSVESDIYGLHKVIDD 

TNVINGCSFFMKKNHGEEVKC 

LQAQIASSGLTMEVDAPKSQDL 

AK1TADISTRYDELARKNREEL 

DK Y WSQPIEESTTE VTMQS AK V 

RAAEMTFMELRRTVQSLEIDLD 

LMRNPKASLENSLREVEACYA 

LQMEQLNLDP/G1LLHLESELTQ 

TRAEGQLVQAQKYKALLNIKNK 

LEAEIATYCLLLEDGKDFNLGD 

TLDSSNPMQTIQKTTTSR1VDG 

KVVSETNDTKVWRH 


23258 


53626 


A 


23392 




771 




23259 


53627 


A 


23393 


732 


1656 


SCSWTSPAAWPPNASLHSCLKR 
RNQDHLLLWDWRFLDFPSSMA 
SKCQSPLLPQKK.KPRPLPALGP 
EKTSASAGLPKKGEKEQQETIE 
H1HEVQNEMDRLNEQAK\RSEL 
ISKIPDFWVTIFVNHPEVSALPG 
EEDEEALHY LTR V EMTDFDD I K. 
SGYR1DFYFDENPYFENNILAKE 
FHLNESGDPSSKSTE1KWKYGK 
DLMKRSSQTQNKAHRKRQHEE 
PESFFTWFTDHSDVGADELGEV 
IKDIWPNPLQYYLVPDMDNEEG 
EGEEDDDDDEEEEGLEDIDEEG 
DEDEGEEDEDEGEKGEEDEGE 


23260 


53628 


A 


23394 


3 


923 


ARRLVVWFWDFPNSMAPKRQS 
PLPPQKKKPRPPPALGPEETSAS 
AGLPKKGEKEQQEAIEHIDEVQ 
NEIDRLNEQASEEILKVEQKYN 
KLRQPFFQKRSK\LSAGIPNFWV 
TTF VN\HPQ VS\ALLG EEDEE A L\ 
HYLMRVEVTEFEDIKSGYRIDF 
YFDENPYFENKVLSKEFHLNE\S 
GDPSSKSTE1KWKSGKDLTKRS 
SQTQNKASRKRQHEEPESFFTW 
FTDHSDAGADELGEVIKDDIWP 
NPLQYYLVPDMDDEEGEGEED 
DDDDEEEEGLEDIDEEGDEDEG 
EEDEDDDEGEEGEEDEGEDD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hi st 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23261 


53629 


A 


23395 


732 


1656 


SCSWTSPAAWPPNASLHSCLKR 
RNQDHLLLWDWRFLDFPSSMA 
SKCQSPLLPQKKKPRPLPALGP 
EKTSASAGLPKKGEKEQQETIE 
HIHEVQNEMDRLNEQAK\RSEL 
ISK.IPDFWVTIFVNHPEVSALPG 
EEDEEALHYLTRVEMTDFDDIK 
SGYRIDFYFDENPYFENNILAKE 
FHLNESGDPSSKSTEIKWKYGK 
DLMKRSSQTQN KAHRKRQHEE 
PESFFTWFTDHSDVGADELGEV 
I KDI WPNPLQYYLVPDMDNEEG 
EGEEDDDDDEEEEGLEDIDEEG 
DEDEGEEDEDEGEKGEEDEGE 


23262 


53630 


A 


23396 


3 


924 


ARRLVVWFWDFPNSMAPKRQS 

PLPPQKKKPRPPPALGPEETSAS 

AGLPKKGEKEQQ\EAIEH1DEVQ 

NEIDRLNEQASEE1LKVEQK.YN 

KL\RQPFFQKRSK\LSAGIPNFW 

VTTFVN\HPQVS\ALLGEEDEEA 

L\HYL\TRVEVTEFEDIKSG YRI D 

FYFDENPYFENKVLSKEFHLNE\ 

SGDPSSKSTEIKWKSGK.DLTKR 

SSQTQNKASRKRQHEEPESFFT 

WFTDHSDAGADELGEVIKDDI 

WPNPLQYYLVPDMDDEEGEGE 

EDDDDDEEEEGLEDIDEEGDED 

EGEEDEDDDEGEEGEEDEGED 


23263 


53631 


A 


23397 


1 


1393 


MGKQKGGGPQAWEAEGLGRE 
WMRMPQEGKGSQRKSTQKQT 
KREIDAYIVQAKERSYETVLSF 
GKRGLNIAASPAVQAATKVLW 
APSPPAAP1PPLRPFGL1QLLCQG 
AQRWQPGSREVKGRLCQARLA 
ETSSIAGNLRVQSYERPVDPGV 
TMDPLLPGRTIVFAAGDHTLW 
RAPVSSCAQRSGVWSLDNMGV 
NSGSVPFHGVRIQASQLISLSFN 
FSFCEADLKTPLHGFLILPAGPK 
EEVTVKKEKRERDRDRQREGH 
GRG RG RPEVIQSH SIFEQG\PAE 
MMKKKGNWDKTVDVSDMGPS 
H1INIKKEKRETDEETKQILRML 
EKDDVDHHALSEHLVTTATFSI 
GSTGL V V YDYQQ VECGG HVRA 
DLKTQDLYSHAQFGDNNYPGG 
VDWYRAGGLQDSDTEDECWS 
DTE A VPRA PARPREKPLIRSQSL 
RVVKRKPPVREGTSRSLKVRTR 
KKTVPSDVDS 


23264 


53632 


A 


23398 


297 


584 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23265 


53633 


A 


23399 


2 


149 


CMKFGAVTP1GGPPLGDQSPVL 
LLFAL*KRSTYNLGSSDPPAQGI 


23266 


53631 


— 


23400 


1 


170 


PAGIRHEERSTYDLWSSDRPGQ 
GTSHQF*11RFQIPWNSGPRLSE* 
LLPRSSRLSS 


23267 


53635 


— 


23401 


- 


1077 




23268 


53636 


B 


23402 


289 


1359 










I3I0I 


^ 


2233 






5~3~rj3l 








1491 




23271 


53639 


B 


23405 


76 


511 




23272 


53640 


A 


23406 


1 


2706 




23273 


53641 


A 


23407 


273 


862 




23274 


53642 


A 


23408 


1 


1080 




23275 


53643 


A 


23409 


134 


675 


MHYFHSSVQIGLPLTRRSQVLIL 
PQPLLPNPIILLSPPLLTPVPAYS 
F1L/PTSPPPPARQFPLKKVAEAK 
G I VKQLKTDTA RSPRKPTG PSQ 
TLWVTLTVEDLKHAFFTIPLHP 
SSQPLFA FTWTDPDTHQAQQIT 
RAVLPQVFTDSPHYFSQAQISSS 
SVTYLGIIL1KTHVLSLLIMSG 


23276 


53644 


A 


23410 


1 


895 


MEVHKHPFNTLALRHESGCEL 
VWAEKHRNQIFPFPKSTASPKQ 
WDTGRHNSDAKQQEPGGREER 
NTM EMETKETHFIRGPKTLASV 
TDWEGSLPLVFNHCRGTSLIIHP 
RFKGVRPRRDACLGPSPLAASP 
AFLGKGQHALKGLKPVITRLLQ 
HGLLKPrNSPFPS\PILPVLKPDK 
AYKLVQNLRLrNQIVLPIHPVVP 
NPYTLLSSIPPSTTHYSVLDLKH 
AFFTIPLHPSSQPLFAFT*TDPDT 
H*AQQITWAVLPQGFTRQPPLL 
QLSPNFILICYLSRHNSHKNTRA 
LPADRV 


23277 


53645 


A 


23411 


1 


930 


MIQEHADKQVQRLQGVLLGSIP 
TAASRARLHPGEINNHVAHTEP 
VWWSLHMDAYEIWCRGSDRR 
TSLGRSIPLPPALCSLRRIHLRPQ 
VLRSTSPRN1SPI SNPGHLSDYTP 
TFQGCQTMQGRLPWSFTLSGK 
SRFSGEGATQRQYPIPQQALKG 
LMPAITRLLQHGLLKP1NSPYHS 
PILPVLKPDKPYKLVQDLRLINQ 
IVLPIHPMVPNPYTLLSSIPASTT 
HYSV\LYVKHAFFT1PLHPSSQP 
LSTFTWTDPDTHQAQQIT*AVL 
PQVFTDSPHYFSQAQISSSSVTY 
LGIILHENTRALPADHV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23278 


53646 


A 


23412 


299 


1028 


RLGSFSSNHPYLGQRQYPIPQQ 
ALKGLKPVITCLLQHVLLKPVN 
SPYNSPILPVQKLDMPYRLVQD 
LCL1NQIVLP1HAMVPNPYTLLT 
S I PPSTTH Y S V LDLK PA FFTIPLR 
LSFQPLFTFSWTDPDTHQAQQI 
TRAVLPQSFTDSPHYFSQAQ1S* 
RLGSFSSNHPYLGQRQYPIPQQ 
ALKGLKPVITCLLQHVLLKPVN 
SPYNSPILPVQKLDMPYRLVQD 
LCLINQIVLP1HAMVPNPYTLLT 
SIPPSTTHYSVLDLKPAFFTIPLR 
LSFQPLFTFSWTDPDTHQAQQI 
TRAVLPQSFTDSPHYFSQAQISS 
SS VTY LGIPGF AI LTKPLYKLTK 
GNLADPIDPKSFPHSSFRSLKTA 
LETAPILALPVSSQPFSLPTAEV 
WAAQSEFLHKNRDRTE 


23279 


53647 


A 


23413 


157 


202 


RSECARWMEK*CPWL 


23280 


53648 


A 


23414 


1 84 


482 


EGVSVFLLLSPYQGQPQVSRRC 
S/RQVSQRCPHRGRGPRCPQVS 
RSHGPSWVGHPGMPLYGS\EQF 
YCGAPGLAGPPNGSRGESLKIS 
VWIFPCRDFGNFN 


23281 


53649 


B 


23415 


13 


862 




23282 


53650 


A 


23416 




11342 


MATRWFYYGHPPRDARVPRIV 

AEAKEK.NLTPGKIIEVDVTIEAQ 

IRQEFLDAERDTGGFVKFFRITK 

KKLQEFFLGEEEEQVPHVSPVE 

LGAKPTAFNAFIANAVGKTLAV 

QHASLKAPEPEMTVTHERFYG 

NYAVWITDVDPRNHRIEVIHVI 

REISGRTSEYVNNLLAQPTPFK 

VFDWLTETQAKEFVRRLNNTQ 

GVISVYNKLEDGIPVKVAVKAT 

EPTNK EKLE AA STKLKAMG A V 

ATDAYEFHTDLNENE 


23283 


53651 


A 


23417 


7597 


7883 


LSSLAWVWQWNHRISVLFHSN 
SVRTNLVPQFNQLVITESNSCPE 
FFNQTSAFFKT* VESGCM/CLQD 
*GIEWFRLRLDVYNSRLVFLTG 
ATDYCTG 


23284 


53652 


A 


23418 


3 


1573 




23285 


53653 


A 


23419 


6692 


6793 


GASVAPSIGS*STGNAIPSCLFQ 
QNVIVPIPQS 


23286 


53654 


A 


23420 


1 


17727 




23287 


53655 


A 


23421 


6687 


6785 


VNTGNRTWWEPLFRK*KKTQR 
EDTTEKKTKGR 


23288 


53656 


A 


23422 


1 


2856 




23289 


53657 


A 


23423 


1 


7194 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23290 


53658 


A 


23424 


7460 


7561 


GAS V APSIGS* STGN AI PSCLFQ 
QNVIVPIPQS 


23291 


53659 


A 


23425 


1468 


1857 




23292 


53660 


A 


23426 




1985 


MEPVGIDI1AISW1GAPEYPDNV 

KRAINA K.VEATQ K.TLQREQE IQ 

QRVAEANMEREQAKGVADAIR 

LRGEALTENPNVMQLEAINKW 

NGLVPFITSSPGMGKSA1VRQIA 

EDFGLKLIDHRLSTSAPEDLSGL 

PRFKENGRAEFAPFDELFPLEG 

DA VPEG FNG WLL FLDEFN S AR 

KEIQAAAYKLVLDRMTGQKKL 

HPYVAIVCAGNKATDRAITNNL 

STAMQSRL1HLEMETDFDVFME 

DVAIPNKWDERVIAFLNANPNK 

LNDFEPDHQEK.TFCCSRTWEFV 

NK1VSILPPGP1NSEMTLLLAGTI 

TSGVATSFVQFTQVYSNMVSL 

NEILDNPKKARMPEDNNLLWA 

VVTSL1NNTDEDNHSKIFDYVE 

RMPFTFKVLYYRSRKTDMSMT 

DAQLTREYDRCQAKAFMGKTA 

AFFGSLLCSLKFRWVKDGCDT 

AQTDGEHLEWNPDWFESLLPE 

SRVTVLMHELWHVGLLHSVR 

MGSRDPEVWNYACDIYINNQLI 

QDGYSFIGIENCWKDPKYAGW 

AEEQIYHDLMSKHPRPPKASGA 

FGTGSGGDMKPSTSKASLKLSG 

GSLPGVLPGKMEEVITQFLKPV 

VPWQVLLERFFNDLQETYYSW 

QRPNRRYPDMYLPSSMDDDCR 

LEHLAYFL*NEADLTGLLVLK* 

TDDGQS VSGQN LLQSDEQLQI Y 


23293 


53661 


A 


23427 


2365 


2784 




23294 


53662 


A 


23428 


5789 


5980 


DQN MRFDNTFET Y Y WKPTII VII 
IRKLLMNDSSKDTLK*LRCWK 
NWLQI LKKHTIH FIMPLQL 


23295 


53663 


A 


23429 


1 


6819 




23296 


53664 


A 

- — 


23430 


376 


2052 


SKVCGNDGFADDLKHLLIFTGA 
QSGEDIVPFQLEDGHSLGEVVL 
LHGGSGVESGQR/CGRTSAGSC 
Y*SPGKICCCNLLVTKTEGFFAP 
VPIQLENTNQVTNCSDNW 


23297 


53665 




23431 


2 


2189 




23298 




- — 










23299 


53667 


A 


23433 


2142 


2242 


GASVAPSIGS*STGNA1PSCLFQ 
QNVIVPIPQS 


23300 


53668 


A 


23434 




1188 




23301 


53669 


A 


23435 


470 


862 




23302 


53670 


A 


23436 




1352 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


233Q3 




= 


2343? 




1955 


SKCSIGLYQRYPYSNGC*NSGCI 
CRVY*CCREHRGYVRN 


233Q4 


53672 


— 


23438 


— 


1565 


SKCSIGLYQMYPYSNGC*NSGC 
IC RV Y* CCREH RG Y V RN 


23305 


53673 


A 


23439 


773 


823 














1529 




23307 


53675 


A 


23441 




1794 




23308 


53676 




23442 


236 


427 


DQNMRFDNTFETYYWKPTIIVII 
IRKLLMNDSSKDTLK*LRCWK 
NWLQILKKHTIHF1MPLQL 














GASVAPS1GS*STGNAIPSCLFQ 
QNVIVPIPQS 


23310 


53678 


A 


23444 


516 


669 


ATSELKRKASLGLMEPDVSRK* 
ARCSSLPSSSIGDGRYISGYLRL 
GRCHE 


23311 


53679 


A 


23445 


410 


593 


FLNL1QPQGKRKLLLKRCRSLLP 
KN*CQHSKQHKLSISSVVILNIT 
NS*PNKVKLMPILAM 


23312 


53680 


B 


23446 


1 


2286 






53681 








1723 


CNTNIIFNCHFPTKLGCICKAMK 
VVSPLIHNS1VILLNQITIDFFSTL 
AQICTFICLTYSKQTTTR1ASFK 
KVIEEFLSLAPIEKVELKEHS*YI 
SISEKV 


23314 


53682 


B 


23448 


1 


6167 




23315 


53683 


A 


23449 


1 


3199 




233 |^ 


53684 








5733 










23451 


709 


1099 




23318 


53686 


A 


23452 


5039 


5230 


DQNMRFDNTFETYYWKPTIIVII 
IRKLLMNDSSKDTLK*LRCWK 
NWLQILKKHTIHFIMPLQL 


23319 


53687 


A 


23453 


664 


993 




23320 


53688 


A 


23454 




19859 


MASIDSIAVCNPRQVRKFVEHC 
IRSGLVPF1TSSPGMGK.SA1VRQI 
AEDFGLKLIDHRLSTSAPEDLSG 
LPRFKENGRAEFAPFDELFPLEG 
DAVPEGFNGWLLFLDEFNSAR 
KEIQAAAYKLVLDRMTGQKKL 
H P Y V AI VC AGNKATDRAITNN L 
STAMQSRLIHLEMETDFDVFME 
D V A IPNK. WDERV I AFLN AN PNK 
LNDFEPDHQEKTFCCSRTWEFV 
NK1VSILPPGPINSEMTLLLAGTI 
TSGVATSFV 


23321 


53689 


B 


23455 


74 


240 




23322 


53690 


A 


23456 


143 


384 




23323 


53691 


A 


23457 


1 


3267 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23324 


53692 


A 


23458 


2 


550 


KRSSEHIQRIDRDVSGTLRKHIF 
FRDRYGTKQRELLHILLAYEEY 
NPEVGYCRDLSHIAALFLLYLP 
EEDAFWALVQLLASERHSLQG 
FHSPNGGTVQGLQDQQEHVVA 
TSQPKTMGHQDKKDLCGQCSP 
LGCLI RILIDG 1SLGLTLR\LWDV 
YL VEG EQ AFM PITRI AFKVQQK 
RLTKTSR 


23325 


53693 


A 


23459 


72 


630 




23326 


53694 


A 


23460 


1 


2835 


MDALMLALGALMLALGLGDP 
KSAQVSDPDGAEPGPGRATGT 
DPLVQIHWKLGISEALSIPGGRL 
YRDLWSLTPVCLHIPGIAHHGP 
FTLGRMDVVEVAGSWWAQER 
EDIIMKYEKGHRAGLPEDKGPK 
SFGSYNNNVDHLGIVHETELPP 
LTAREVKQIRREISRKSKWVKM 
LGEWDTYKNSRKLIDRAYQGIP 
MMRGPMWSVLLNIEEIKLKNP 
GRYQVRSARAQPTGQAVSGAQ 
VSSWRERQDHPGELGVKI 
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SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 


23327 


53695 


A 


23461 




832 


MGWRARWLMPV1SALWEAED 

PIPPELTRLLQQSQDPLLMGLFP 

TNPKEKTQEEPPGQSRAPVLTV 

VSKFKVLAGLLHLGNIQFAASE 

DEAQPCQPMDDAKCEGQGVG 

WAGPVRKASLEQLLQVLHSTT 

PHYIRCIKPNSQGQAQTFLQEE 

AGAGRRRQRRRQKQQRRRRRQ 

LGGGGDGGNGSVGDDGATRGS 

RGCALEK.ECVATPRRGLLFSRP 

HK.LAFAVGGSVTSVGPKPRAP 

MDVVEVAGSWWAQEREDIIM 

KYEKGHRAGLPEDKGPKPFRS 

YNNMVDHLG1VQDFADFGTTIK 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTASPRALADSLMQLARQV 

SRLESGHFYDAHNPFLPPPSMS 

KQAKKTGVPSEGLCRPGGEGQ 

SAVARLTGEKKNHPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AVSATQLIGLQL1LLGEVLQKV 

LTASYPAQSSVPLTSGPVRQIM 

KEKGKRSSEHIQRIDRD1SGTLR 

KHM FFRDRY GTKQRELLH ILLA 

YEEYNPEVGYCMDLSHIAALFL 

LYLPEEDAFWALVQLLASERHS 

LQAAR APAAIG AHERADQAQI S 

LGLTLRLWDVYLVEGEQALMP 

1TRIAFKVQQKRLTKTSRCGPW 

ARFCNRFVDTWARDEDTVLKH 

LRASMKKLTRKQGDLPPPAKPE 


23328 


53696 


A 


23462 


3 


497 


SSECLTMAWIPLLLPLL1LCTVS 
VASYELTQPASVSVSPGQTASIT 
CSGDVLAKKKYARWFQQKPG 
QAPVLVIYKDSERPSGIPERFSG 
SSSGTTVTLTISGAQVEDEADY 
YCYSAADNNGWVFGGG\TKLT\ 
VLSQPKAAP\SVTLFP\PSSEELQ 
ANKAHTGVSQ 


23329 


53697 


A 


23463 


1 


393 


FRSGSELVKAGLRAFFENAAED 
LEKTSENLKLGKFTHSRTQIKG 
VSQNINYTTVALLPILTSIFEHV 
TQHQFGMDLLLGDVQISCYHIL 
CSLYSLGTGKNIYVE\ILGMPDT 
VEDMCPDIPQLECLMKEIN 


23330 


53698 


A 


23464 


319 


508 




23331 


53699 


C 


23465 


94 


222 




23332 


53700 


A 


23466 


1 


636 




23333 


53701 


A 


23467 


1 


483 




23334 


53702 


A 


23468 


1 


1797 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 


23335 


53703 


A 


23469 


1 


4275 




23336 


53704 


A 


23470 


1 


1848 




23337 


53705 


A 


23471 


122 


14928 


ARSWRRRWRTRTKRRRRKSAA 

AVSARRAAAGGSRGAGGWGT 

ADASGAMAEGGEGGEDEIQFL 

RTEDEVVLQCIATIHKEQRKFC 

LA AEGLGNRLCFL EPTSE AKY 1 P 

PDLCVCNFVLEQSLSVRALQEM 

LANTGENGGEGAAQGGGHRTL 

LYGHAVLLRHSFSGMYLTCLTT 

SRSQTDKLAFDVGLREHATGE 

ACWWTIHPASK.QRSEGEKVRIG 

DDLILVSVSSERYLHLSVSNGNI 

QVDASFMQTLWNVHPTC 


23338 


53706 


A 


23472 


134 


1063 


RPPGLTRSPSSPAPARSPTRRQS 

TRRRSGATTSCSQRLWATWNG 

CD/VCLNQSLREIPTDDKGFTAI 

HFAAQWGKLACLQVLVEEYKF 

PVDLLTNNSQTPLHLVIHRDNT 

TVALPCIYYLLEKGADLNAQTC 

NGSTPLHLAARDGLLDCVK.VL 

VQSGANVHAQDAMGYKP1DFC 

KIWNHRACAR.FLKDAMWKKD 

KKDFAREMTKM K.MFKSQLTL 

MEFINYLIEYQKEHKILREAA1R 

KWLHGKLHPGHSLVSNTKQAR 

ATALSKTPEQRESQRSRSFHPSV 

DARLQC 1 PQPTEMPK PI YRKPT V 

KRPHNVEC 


23339 


53707 


A 


23473 


1 


128.0 


MAGLGFWGHPAGPLLLLLLLV 

LPPRALPEGPLVFVALVFRHGD 

RAPLASYPMDPHKEVASTLWP 

RGLGQLTTEGVRQQLELGRFLR 

SRYEAFLSPEYRREEVYIRSTDF 

DRTLESAQANLAGLFPEAAPGS 

PEARWRPIPVHTVPVAEDKLLR 

FPMRSCPRYHELLREATEAAEY 

QEALEGWTGFLSRLENFTGLSL 

VGEPLRRAWKVLDTLMCQQA 

HGLPLPA WA SPD V LRTL AQ I S A 

LDIGAHVGPPRAAEKAQLTGGI 

LLNAILANFSRVQRLGLPLKMV 

MYSAHDSTLLA LQGALGLYDG 

HTPPYAACLGFEFRKHLGNPAK 

DGGNVTVSLFYRNDSAHLPLPL 

SLPGCPAP\CPLGRFYQLTAPAR 

PPAHGVTCHGPYEAAIPPAPVV 

PLLAGAVAVLVALSLGLGLLA 

WRPGCLRALGGPV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23340 


53708 


A 


23474 




672 


AVGWESGKWDSGRGQGGGQE 
QMWSCQSDMLYPPDQVGAWG 
LPGPTGPKGDAGSRGPMGMRG 
PPGECPQCCPTAPLAIPSTRWAL 
PCSWPPGPPGPPGPPAPVGPPHA 
\G SPSM VSPPGI PAGGGGGG VAI 
STVPATIKTRRQEVSPELPRP/PG 
PAPPPGPDVRPWLLRPPGPMGK 
LSPGQG 


23341 


53709 


A 


23475 


135 


677 


AVGWESGKWDSGWGQGGGQE 
QMWSCQSDMLYPPDQVGAWG 
LPGPTGPKGDAGSRGPMGMRG 
PPGECPQCCPTAPLAIPSTRWAL 
PCSGPPGPPGPPGPPAPVGPPHA 
\GSPSMVSPPG1PAGGGGGGVAI 
STVPATKKTRRQEVSPELPRP/P 
G PAPPPGPDVRP WLLGPPGPMG 
KLSPGQG 


23342 


53710 


A 


23476 


220 


745 


TVIQRTGLHSVGPGDPQQGLRE 
AKLGTMVRLVLLPTPRRTTEVR 
TGPERELSMVLEAILGSLLETAC 
DHRQTPPSSKPQA/GSSRLREGT 
SAGQPCS/LRLRLGPRAGGRRC 
CRDIERSSSSSVCGRKCKRKKR 
KRGMCQSRHK.HGCRRPQEGPR 
CNDGRALCSPRPQTTPGPLS1A 


23343 


5371 1 


A 


23477 


1 


2433 




23344 


53712 


A 


23478 


3 


803 


FPGRRFRVRACVAGGSHCLFNS 
CCCCTSASLPARERHEWPGPAA 
AAAAAAAAARRSQTQREGLFA 
GWGGGFAMSDDDSRASTSSSSS 
SSSNQQTEKETNTPKKKESKVS 
MSKNSKLL\SPRAKGIQKEL\AD 
1TLDPPPNCSAGPK.GDN1YEWR 
STILGPPGSVYEGGVFFLDITFTP 
EYPFKPPKVTFRTRIYHCNINSQ 
\GVICLDILKDNWSPALTISKVL 
LSICSLLTDCNPADPLVGSIATQ 
YMTNRAEHDRMARQWTKRYA 
T 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23345 


53713 


A 


23479 


372 


1839 


G E AGGTE AEPENG AGGPRVPG 

WWGWSSTSSPRGCWDSGRSAA 

AIMDFLWDKRTGLAARKMPHP 

RRYHSSERGSRGSYCEHYRS/R 

K/HKQRRSRSWSSSSDRTRRRR 

REDSYHVRRRCSRTFSRSSSQH 

SSRKAKSVEDDTEGHLIYHVGD 

WLQERYEIVSTLGKGTFGRVV 

QCVDHRRRGARVALKIIKNVE 

KYKEAARLEIKVLEK1NEKDPG 

KNLCVQMFDWFDYHGHMCISL 

ELLGLSTFDFLKDNNHLPYP1H 

QVHHMASQLCQAVKFLHDNK. 

LTHTDLKPENILFVNSDYELTY 

NLEKKRHERSVKSTAVRVGDF 

GSATFDHEHHSTIVSTRHYRAP 

EVI LELG WSQPCDVWSIGC1IFE 

Y Y VG FTLFQTH DNRQ HL ATME 

RILGPIPSRM1RKTRKQKYFYRG 

RLDWDENTSAGRYVRENCKPL 

RQYLTSEAEEDHQLFDLIESML 

EYEPAQRLTLGEA LQHPFFSRL 

WAEPPNKLWDSSQDISP 


23346 


53714 


A 


23480 


28 


941 


QSARPSLrCRARSQRGRPLPSRA 

LVFLFLFFFFFFNFLPIHTQPSAH 

KDMTTNAGPLHPYGPQHLVRLD 

NFVPN\DRPTWAYTGLGLFSVT 

GGLRSWTTWAVVQGRAAGCPI 

GDFGRATVPCCWVLQCVGFIH 

LVIEGLVPFSNYERPCFGDQSLL 

NLKLWAKEYGQGETARLHPGG 

DKFHSVALGTITSFA\WGEPFSL 

WV V I A\FLLQH PL\RFIL\QLV VS 

VG\QIYG\DVF\YFLKEHPRRDS 

KHGKPGPTPLLLPGFSFVFHEM 

PLWLVPAPGSPLCLDAWKAPS 

THAPEHAWNAKGPQKPKSKKN 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Ijnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23347 


53715 


A 


23481 


1 


1386 


MWRNLKLPRDLLNGFDQNADS 
DMDNEVQAEVVTDGDEELIGN 
WSKGHSCYILAKRLAAFFPCPK 
DLWKFELERDDLGYLAEEISSS 
EAFKSVSYEKAHAWNPLESTC 
RHASLALAVVLQRRDWENP\G 
VTQL\NRLAAHPPFASW\RNSEE 
ARTDRPSQQLRSLNGEWRLMR 
YFLLTHLCETLVKVKDAEDQL 
G ARVC VLERQ1 FDFLG YQWAPI 
LANFVHIUV1LGLFGTIQYRPRY 
ITGILSFPKHQESLSLKFTCLTEA 
ERDTDALLHLENACRESTATQR 
IQG FFLKDKKRKKQQPQQQKQ 
QQ WA KVQLGP WLQRVQAPSL 
GSFHGVLSLRVHRSKELRFRNC 
CLDFRGCMEMPGCPGRGVLQA 
QNPRG EPLLGQCRREMCGGSP 
YIVPTGALPSGAVRRRPPSSRPH 
NGRPTDSLHCVPGKAADTQHQ 
PLKAARRAAVPCKATGSELPK 


23348 


53716 


A 


23482 


3 


732 


SPLTPTATSGNPSKASSPGGLGS 
LVSTASSLPAGEKNSPRTGPGP 
RRAGVAGIPNSGPDTVEGPYNL 
CGRQGRWGGLIISLASEMKLQT 
LQTSVTTAKATLLELFVPLGGL 
VASLASEVRLQ1FPRGGHLQSA 
KCGLLLHFSLPTSRSGRRKANR 
PM A VT VLL VL I RDC ADLLA VK 
AVIHCYQDQWPLRGSSRPANTP 
PPKASVSRRPPGHRGVRRGSPL 
LQVGARRVGAEAPALLELQSPS 




fsTTi 




2^4^ 




^ 

















MLNLQGKEWLELEEDAQKAYI 
MGLLDRLEVVSRERRLKVARA 
VLYLAQDGEKFCPKRDCTNNS/ 
RY/NSI*MIQMMRFGTLELMRL 


23351 


53719 


A 


23485 




3333 




23352 


53720 


A 


23486 


1 


2661 




23353 


53721 


A 


23488 


3 


433 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23354 


53722 


A 


23489 


3 


990 


EKMNTADQARVGPADDGPAPS 

GEEEGEGGGEAGGKEPAADAA 

PGPSAAFRLMVTRREPAVKLQ 

YAVSGLEPLAWSEDHRVSVST 

ARSIAVLELICDVHNPGQDLVIH 

RTSVPAPLNSCLLKVGSKTEVA 

ECKEKFAASKDPTVSQTFMLDR 

VFNPEGKALPPMRGFKYTSWSP 

MGCDANGRCLLAALTMDNRL 

TIQANLNRLQWVQLVDLTEIYG 

ERLYETSYRLSK.NEAPEGNLGD 

FAEFQRRHSMQTPVRMEWSGI 

CTTQQVKHNNESRDVGSVLLA 

VLFENGNIAVWQFQLPFVGKES 

ISSCNTIESGITSPSVLFWWEYE 

HNNRKMSGL1VGSAFGPIK1LPV 

NLKAVKGYFTLRQPV1LWKEM 

DQLPVHSIKCVPLYHPYQKCSC 

SLVVAARGSYVFWRLLL1SKAG 

LNLHNSHVTGLHSLPIVSMTAD 

KQNGTVYTCSSDGKVRQVIPIF 

TDVALK.FEHQLIKLSDVFGSVR 

THGIAVKPCGAYLAIITTEGMIN 

GLHPVNKNYQVQFVTLKTFEE 

AAAQLLESSVQNLFK.QVDL1DL 

VRWKILKDKHIPQFLQEALEKK 

IESSGVTYFWRFKLFLLRJLYQS 

MQKTPSEALWKPTHEDSKILLV 

DSPG\MGN A DDEQQEEG TS SKQ 

VVKQGLQERSKEGDVEEPTD\D 

SLPTTG\DAG\GREPMGRRNSW 

GNSKGKIRSCWEMRLTREHMK 


23355 


53723 


A 


23490 


1218 


1446 


RCTDSQV\RSPTPLHLAAQACSL 
ETTVCLLCSKADYTLSEKRGW 
MP1HFAAFYDNVCIIIALCRKDP 
SLLEAEATAE 


23356 


53724 


A 


23491 


2 


632 


NMAKTYDYLFKLLLIGDSGVG 
KTCVLVFRFSEVDAFNSTFIFTIRI 
DFKIRTIELDGKRIKLQIWDTAG 
QERFRTITTAYYRGAMGIMLVY 
DITNEKSFDNIRNWIRNTEEHAS 
ADVEKMILGNKCDVNDKR.QVS 
KG S/G EN KL A LD YG 1 K.FMETS A 
KANIN VEN A FFTL ARDI KAKM D 
KKLDGNSPVQGSNQGVKITPDQ 
QKRSSFFRCVLL 
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SEQID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, y=possible nucleotide 


23357 


53725 


A 


23492 


1 


1018 


fvf V FY H VGQ AG LELLTSGPHCP 
DSQAADKAESATLLSRARLGA 
YCACASLERRWPHFPSGRECN 
MAK.TYDYLFKLLLMGDSGVGK 
TCVLFRFSEDAFNSTFISTIGIDF 
KIRTIELDGKR1K\LQIWDTAGQ 
ERFRTDHNRPTYRGAMG1\M\L 
VYDITNE\KSF\DNIRN\WI\RN1E 
EHASADWEKAMILGNKCDVND 
KRQVSKERGEKLALD\YGIKFM 
ETSAKANINVENAFFTLARDIK 
AK MDKKLG PARPHGTLLGKGE 
EFAGVAGASASGSASLGTLPKQ 
TRPCPVNPQASREHTAFSIPLKG 
QKDN MEGN SPQG SNQG VK1TP 
DQQKRSSFFRCVLL 


23358 


53726 


A 


23493 


1 


130 


















23360 


53728 


A 


23495 


445 


649 


YPSLTNSKLLVHH\FMELC\WD 
KCVEKPQGIALDSRTENCLS\SC 
\VDRFIDT\TLAITSRFAQIVQKG 
GQ 


23361 


53729 


A 


23496 


210 


397 


VIYAPGKKAQRTQK/APK.TKTK 
KPHLSPCPSP/WRSRSCQPMQQS 
WSGAQVHIPQPPHTTCITWA 


23362 


53730 


A 


23497 


55 


286 


QASSSPPISSVTCRKALPPGQTK 
K.GLVASGDPEPVSMGTSSPTPS 
LAPEHSSRASLEPSSSA* PSLAT* 
SRAGGSQA 


23363 


53731 


- — 


23491 


780 


1022 


QAMHGRSPGVTVRASGLRlvlEG 
DGPLGSVPTQARATGAPGHSAT 
PSPAWRAW\SSSSKAS/WLPDA 
AGPPTPPWSGPSPPTSW 


23364 


53732 


A 


23499 


1 


782 




23365 


53733 


A 


23500 


275 


688 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23366 


53734 


A 


23501 


1166 


2271 


LRCILTLISRWCS*VSTVANLPP 

GISKWGANWQRCEMKE*CWSP 

AVTWCITCAQRSG/IGDSSPYPG 

ATSFNEYVKANLTWRGPVEQH 

PLVNYLDHERGTLSNPTARHYL 

PVLYVLRAILWARTPLP1PGRTT 

VSKVKMKKRILRAMRQKQQVL 

PLLVGLGLDELSMSAPSIPAAK 

ARMAQLDSRECRKLLNQAMA 

CRTSLEVEHLLAQFRMTQQDA 

PLVTAEC1TLESDWRSKEEVLK 

GMTDNLLLAGRCRYPRKLEAD 

LWAREAVFSTGLGFSFAIPHSK 

SEH I EQSTIS V ARLQAPVRWGD 

DEAQFIIMLTLNKHAAGDQHM 

RIFSRLARPJMHEEFRNALVNA 

ASADAIASLLNMNWTVKEHHE 


23367 


53735 


A 


23502 


1 


2604 




23368 


53736 


A 


23503 


306 


468 


TRHCDRRQPRRGHRRAGT/CNQ 
PKGCCCVRTKQPLSSVLISPNF 
CPCSSFLKNS 


23369 


53737 


A 


23504 


102 


509 


AAQQGTMARSL1.LPLQILI.LSL 
ALETAGEEAQGDKI1DGAPCAR 
GSHPWQVALLSGNQLHCGGVL 
VNERWVLTAAHCKMNEYTVH 
LGSDTL/E/ADRKAQRIK.PSKSF 
RHPGYFTQTHVNDLMLVKLNS 
QARLSSMVK 


23370 


53738 


A 


23505 


1 


1032 


MMQATVGFEDGDAATSQVSPS 

VNK VH SSI YFLDFFEEYI VIAFKI 

LRRGPD1SCSQHNGEDCSPHSQP 

WQAALVMENE/LFCSGVLVHP 

QWVLSAAPVSRKYNRPLLAND 

LMLIKLDESVSESDTIRSISIASQ 

CPTAGNSCLVSGWGLLANDPT 

SR\LPPPLECRNPVPQLLLPPEKP 

RTAPDTLGSSPVPKSRTGSSGSS 

FLLPAPPSPFPRPHHGTPPTSCG 

QD VD VPA L AGG SLGSPAGE AL 

PRLAAPERLSRHHGKIPSPAPAD 

LTA1LALETAGEEVPFPLTSCA 

WMSSSSPPGLHEGLQGLTGKFH 

AVRWHPRLQEKRLQSVPSPDSR 

IPGARRPAAR 


23371 


53739 


A 


23506 


303 


393 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23372 


53740 


A 


23507 


391 


1170 


GSFFFFFKYFAYSPMPKNSKVV 
KRELDDDVTESVKDLLSNEDA 
ADDAFKTSELIVDGQEEKDTDV 
EG K\S E VEDERP A WNSKLQ Y 1 L 
AQVGFSVGLGNVWRFPYLCQK 
NGGVVEPECEQSSATTYYWYR 
EALNISSSISESGGLNWKMTICL 
LAAWVMVCLAMIKG1QSSGKV 
NTYDRVTMSATVLALQEQWQT 
FSPIRSGNGHLTGSGAQRTPCRI 
RRGGSQLRVCDGGKQQWWTV 
SQSSARAITNTDQKSVQLQDLIE 


23373 


53741 


A 


23508 


45 


546 


EGGGSRSLWFRELIGQPVQSFIE 
PVAAGGAVALNVQ/RSCGVVS 
AAPACL*SRPHSWRWGGPACW 
RTPGG/LASRSSSSASILMSSSRA 
SFTRSLSLLSTHKDQGLVCSGSS 
GATGAGSC/LWPPTSHTVKLMF 
LYSTVSTLKPMVGMVVTISPSL 
SL*RIVVFPAASRPT/YEDAHFFF 
CQKGP*RGSWSSLQHPGPP 


23374 


53742 


A 


23509 


1367 


2142 


VRRPQGCLGKRSLLSRVCALVP 

WGIWP/WSLAVGPQYSSLGSQP 

ILCASIPGLVPKQLRFCRNYVEI 

MPSVAEGIKIGIQECQHQFRGR 

RWNCTTVHDSLAIFGPVLDKG 

YFGYLETITVPSDSVVSTKAETP 

DKGVCGRELGFRGGWLPELQS 

LDEISMGWALCSRLQIKATRES 

AFVHA1ASAGVAFAVTRSCAEG 

TAAICGCSSRHQGSPGKGWKW 

GGCSEDIEFGGMVSREFADARE 

NRPDARSAMNRHNNEAGRQV 

GSPPARVLGKKEPPQQGVCPGS 

LGHMARSLAVGPQYSSLGSQPI 

LCASIPGLVPKQLRFCRNYVEI 

MPSVAEGIKIGIQECQHQFRGR 

RWNCTTVHDSLAI FGPVLDKG 

YFGYLETITVPSDSVVSTKAETP 

DKGVCGRELGFRGGWLPELQS 

LDEISMGWALCSRLQIKATRES 

AFVHAIASAGVAFAVTRSCAEG 

TAAICGCSSRHQGSPGKGWKW 

GGCSEDIEFGGMVSREFADARE 

NRPDARSAMNRHNNEAGRQ 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23375 


53743 


A 


23510 


2094 


2619 


ASPASPAPCSGIPRT*SPYPSPSR 
TQ\APRARGPAIHAHPGP/RGCT 
ALPRQGPPTPGSARAPPRIPAHR 
APTSPTLNFCLASSRQSMPPAPR 
PPPVPATNPVTPGCGRPPPTLGC 
RNPQTL RPPPGLPSPALLRRPLP 
PPARVGMPPHQPPLPTTPACWR 
PVDWARAEGAGRAVC 


23376 


53744 


A 


23511 


3050 


3317 


PARTSPSASGPP**DLISALWTPS 
QPRAPTRQSLNSLSSSAPSSSTIG 
PSPSPPAPGPAPPLPWLPPSPSSL 
PRLSQVSRRPHSHLHPQ 


23377 


53745 


A 


23512 


862 


2954 


AEHTLLVCFLNTSLTTTSTHVES 
FGGQLRGSQIGHPRRPNKMPYA 
WSIPQDPPLKPERDPGGPLGVS 
LSLPVNQYGESEEPMGDDDYD 
EYSKELNQYRRSKDSRGRGLSR 
G RG RG SRG RGK.GMGRGRG RG 
GSRGGMNKGGlvrNDDEDFYDE 
DMGDGGGGSYRSRDHDKPHQ 
QSDKKGKVICKYFVEGRCTWL 
YHTTGNCrNGDDCMFSHDPLTE 
ETRELLDK.VEMTGSSVFDYIHP 
GDHSEVLEQLGLRTPTPGPPTPP 
SVSSSSSSSSSLADTPE1EASLTK 
VPPSSLVQERSFFVRMKSTLTK 
RGLHVKASGYKVIHVTGRLRA 
HALGLVALGHTLPPAPLAELPL 
HGHMIVFRLSLGLTILACESRVS 
DHMDLGPSELVGRSCYQFVHG 
QDATRIRQSHVDCETHLHPPSL 
PTTPQTRASHSLVPG SPSSGLPT 
VPPAAPTAPGTPFS1GRAARRLS 
DASGLLDKGQVMTGYYRWLQ 
RAGGFVWLQS VATV AG SGKSP 
GEHHVLWVSHVLSQAEGGQTP 
LDAFQLPASVACEEASSPGPEPT 
EPEPPTEGKQAAPAENEAPQTQ 
GKRIKVEPGPRETKGSEDSGDE 
DPSSHPATPRPEFTSV1RAGVLK 
QDPVRPWGLAPPGDPPPTLLHA 
GFLPPVVRGLCTPGTIRYGPAEL 
GLVYPHLQRLGPG\PALPEAFYP 
PLGLPYPGPAGTRLPRKGD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location oflast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


23378 


53746 


A 


23513 


1319 


2211 


GSKVYGSLFHINHGNPFNMEVL 
VDSWPEYQMVIIRPQ/ETVRGE 
EKVQGNDLTFHHPTQEMTDDM 
DSYTNVYRVFSKDPQKSQEVL 
KNSEIINWKQKLQIQGFQESLG 
EGIRAAAFSNSVKVEHSRALLF 
VTEDILKLYATNKSKLGSWAET 
GHPDDELESETPNFKYAQLNVS 
YSGLVNDNWKLGMNKRSLRYI 
KRCLGALPAACMLGPEGVPVS 
WVTMDPSCE1GMGYSVEKYRR 
RGNGTRLIMRCMKYLCQKNIPF 
YGSVLEENQGVIRKTSALGFLE 
ASCQWHQWNCYPQNLVPL 


23379 


53747 


A 


23514 


234 


858 


SVPLQESPLPPPPTHQADC* SPC 
GAQGGWVTLAVASASS*AHTA 
SPLPRSPQ AQGRAPS PAPPQIHL 
TTPSSFSSQGT/SHGGLGSTPGA 
DDPNTSSS\PPPGGSTPRWSAGD 
SAHSGGEVDGWS*SFP*SVPSY 
GT*SPFCPWPSSGQRSFHGIASG 
WEPDGIPDGSSRWEPCGKPQF.S 
ETGVEGRQHFPKQLCLGSCRA 
VASPRVARA 


23380 


53748 


A 


23515 


1 


3582 




23381 


53749 


A 


23516 


628 


4254 


RLPESRAHDVAGADERPWPVH 
AGIFKSPAAGAAM SPA AAA AG 
AGERRRPIASVRDGRGRGCGGP 
AGAALLGLSLVGLLLYLVPAA 
AALAWLAVGTTAAWWGLSRE 
PRGSRPLSSFVQKARHRRTLFA 
SPPAKSTANGNLLEPRTLLEGP 
DPAELLLMGSYLGKPGPPQPAP 
APEG QDLRNRPG RRPPARPAP R 
STPPSPPTHRVHHFYPSLPTPLL 
RPSGRPSPRDRGTLPDRFVITPR 
RRYPIHQTQYSCPGVL 


23382 


53750 


A 


23517 


1 


392 


KVHMNGLRYALYIMGPALTRG 

CHQVLIMLCCEVIERILT/VMM 

KEAYFGEVDIMDDLPTAGNISA 

NVTGRLYKCGVINHTVDLRRM 

K.T/EKWQNNLLPSRQFGF1VLTT 

SAG1MDHEEARRKHTGGKILGF 


23383 


53751 


A 


23518 


227 


352 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23384 


53752 


A 


23519 




507 


SFRAATMVRMNVLADALKSIN 
NAEK.RGKRQVLIRPCSKV1VRF 
LTVMMKHGYIGEFEIIDDHRAG 
KIVVNLTGRLNKVGVQWRDLG 
YCNLCLPGSSDSSASASLVAEIT 
\CGVISPRFDVQLKDLEKWQNN 
LLPSRQFGFIVLTTSAGIMDHEE 
ARRKHTGGKILGFFF 


23385 


53753 


A 


23520 


279 


653 


A RAQRFSSQVDVF YLIQSVIFCR 
LALAEFE1IDDPQSLGKLL*TLT 
GRLKQ/CLGV1SPRF\DVQLKRP 
WKKWHEIIL/PSNPAKFGFMVLT 
TSAGLHG/HHEGRQDRKHTGG 
KILG ILLYRDVIHIFT 


23386 


53754 


A 


23521 




392 


KVHMNGLRYALYIMGPALTRG 
CHQVLIMLCCEVIERILT/VMM 
KEAYFGEVDIMDDLPIAGNISA 
NVTGRLYKCGV1NHTVDL/PPY 
ENGKWQNNLLPSRQFGFIVLTT 
SAG1MDHEEARRKHTGGKILGF 


23387 


5^755 




23521 


To! 


371 


LSYIGKFEI1DDHRAGKIVVNLT 
GGLNKCGVISLRFDVQLKDLEK 
WQNNLLPSCQFGFIALTTSAGI 
MDHKEAR*KHTAGKILEFFF 


23388 


53756 


A 


23523 


252 


378 




23389 


53757 


A 


23524 


3 


518 


HASAFRAATMVRMNVLADAL 

KS1NNAEKRGKRQVLIRPCSKVI 

VRFLTVMMKHGYIGEFE1IDDH 

RAGKIVVNLTGRLNKVGVQWR 

DLGYCNLCLPGSSDSSASASLV 

AEIT\CGVISPRFDVQLKDLEK\ 

WQNNLLPSRQFGFIVLTTSAGI 

MDHEEARRKHTGGK1LGFFF 


23390 


53758 


A 


23525 


279 


709 


ARAQRFSSQVDVFYLIQSVIFCR 
LALAEF*NPLMTHQSLGKFVVN 
PHRAGLNKCGWISPQILTVQLQ 
RP WKK W AGLILLP\SRQ VLGFM 
VLTTSAGI\MDHEEARPKTPRR 
GKSWGFFFLGDVNYILFYKLKC 
LMDSGASTWSF 


23391 


53759 


A 


23526 


207 


564 


SMAKEA1SINRSLWAGPAKISSP 
AETEMESLISLFQKYVGKGGYN 
CTLSKTEFLSFMN A EL A A FTKN 
QKDPGVLHRMMKKLGTNNDG 
QLDFSEFLNLIGGLAMACHDSF 
LKAVPSQKRT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/54(1,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


23392 


53760 


A 


23527 


1 


407 


FREKQSQELSQYGAMGAGQSF 
NSQFLQHGGPRGPSVPAGM"NP 
TG1GGVMGPSGLSPLAMNPTRA 
AGMTPLYAGQRLPQHGYPGPP 
QAQP/PAPTGGQENLL*GVSRA 
AVSARSLPGPFRAIPVSHLAGNP 
TPPMNPH 


23393 


53761 


A 


23528 




315 




23394 


53762 


A 


23529 




763 


DYEE1TIDPTCSWKPVPVKPDM 
H1KEEPDGPALKRCRTVSPAHV 
LMPSVMEMIAALGPGAAPFAPL 
QPPSVPAPSDYPGQGSSFLGPGT 
FPESF PPTTPSTPTL A EFTPGPPPI 
CYQSD1PSSLLTSEKST/SLPLQA 
RR/PPAGHLDPTHNPGTPGLHTS 
NLGAPPGPQLHHSNPPPASRQS 
LGQASLGPTGELAFSPATGVMG 
PPSMSGAGEAPEPALDLLPELT 
NPDELLSYLGPPDLPTNNNDDL 
LSLFENN 


23395 


53763 


A 


23530 


1 


2901 


MERRGPGAATARGRARPGGGP 

SVGLLATGSSLNPSFHGVARIVP 

GFIR1ARPRDGSFAYESVPWQQS 

ATQPAGSLSVVTTVWGVGNAT 

QSQVLGNPMGPAGSPSGSSMM 

PGVAGGSSALTSPQCLGQQAFA 

EGGANKGYVQQGVYSRGGYP 

r, 4 pr.FTTr, v a r,r,pr,r,i rsi p?h 

AARPSTDFTQAAAAAAVAAAA 

ATATATATATVAALQEKQSQE 

LSQYGAMGAGQSFNSQFLQHG 

GPRGPSVPAGMNPTGIGGVM 


23396 


53764 


A 


23531 


80 


412 


KPGNGACAGREWCDGGGAAW 
NWRDPGLPVGDSGVWDRVLLE 
LLGPRSPRPLDVGGPAAGTPGV 
LSR/HLPVDCGLGPEALLCSSAP 
AARRPSLCGGHGRVMRGFRLG 
CGFRP 


23397 


53765 


A 


23532 


1 


192 


RPLDVGGPAAGTPGVLSR/HLP 
VDCGLGPEALLCSSAPAARRPS 
LCGGHGRVMRGFRLGCGFRP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23398 


53766 


A 


23533 




2094 


RPLDVGGPAAGTPGVLSRPCPS 

TAALAPKPFCAAPRPQPDAPAC 

AGATGGSCADFDSGVDFVRRR 

SSGLWGPQPPLFPVKNYTEMFQ 

DPVAFKDVAVNFTQEEWALLD 

ISQKNLYREVMLDTFWNLTSIG 

KKWKDQNIEYEYQNPRRNFRS 

VTEEKVNEIKEDSHCGETFTPV 

PDDRLNFQKKKASPEVKSCDSF 

VCGEVGLGNSSFNMNIRGDIGH 

KAYEYQEYGPKPCKCQQPKKA 

FRYRPSFRTQERDHTGEKPYAL 

LKNDGKKPLFYHSSIQRHMVV 

HSGDGPYKCKFCGKAFHWLSL 

YLIHERTHTGEKPYECKQCGKS 

FSYSATHRJHERTHIGEKPYECQ 

ECGKAFHSPRSCHRHERSHMGE 

KAYQCKECGKAFMCPRYVRRH 

ERTHSRKKLYECKQCGKALSSL 

TSFQTHIR\MHSGERPYECKTCG 

KGFYSAKSFQRHEK.THSGEKPY 

KCKQCGKAFTRSGSFRYHERTH 

TGEKPYECKQCGKAHERTHTG 

EKPYECKLYGKALSRLI SFRRH 

MRMHTGERPHKCKICGKARSS 

PSSFQRHERSHTGEKPYKCKQC 

GKAFTCFHF\FQYHERTHTGEK 

PDGCKQCGKAFRSAKYIRJHGR 

THTGEKPYECKQCGKAFHWVS 

SFHRHERTHAGEKPYECKHCG 

KAFTCSIYIRIHERIHTGEKPYQ 

CKECGKAFIRSSYCRKHERTHTI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23399 


53767 


A 


23534 


48 


1317 


CGLMDELVHDLTSALEQTSEQ 

NKLGELWEEMALSPRQQRRQL 

RK.RRGRKRRSDFTHLAEHTCC 

YSEASESSLDEATKDCREVAPV 

TNFSDSDDTMVAKRHPALNAI 

VKSKQHSWHESDSFTENAPCRP 

LRRRRVKVKRVTSEVAASLQQK 

LKVSDWSYERGCRFKSAKKQR 

LSRWKENTPWTSSGHGLCESA 

ENRTFLSKTGRKERMECETDEQ 

KQGSDENMSECETSSVCSSSDT 

GLFTNDEGRQGDDEQSDWFYE 

GECVPGFTVPNLLPKWAPDHCS 

EVERMDSGLDKFSDSTFLLPSR 

PAQRGYHTRLNRLPGAAARCL 

RKGRRRLVGKETS1NTLGTERIS 

HIISDPRQKDFWLPSAGKRERN 

QFNPLSPLYSLDVLADASHRRC 

SPAHCSARQANVHWGPPCSRDI 

KQEAETSGHS1FV 


23400 


53768 


A 


23535 


225 


403 




23401 


53769 


A 

- — 


23536 


1 

- 


403 


REQEFLHMAPGEVTITVR\LIRS 
LEHR\NFKPVVYHGVNLDQTV 
KEFI VFLKQD1 PLRTNLPPPFRN 
YKYDALKIIHQAHKSKTNELVL 
SLEDDERLLLKEDSTLK A AG I A 
SETE1GIF\REEDYRNYKANP1SS 


234Q2 


5377Q 




23537 




239 




234Q3 


53771 


— 


23538 





214 




23404 


53772 


A 


23539 


1 


1341 




23405 


53773 


A 


23540 


1 


1677 




23406 


53774 


A 


23541 


1010 


1509 




23407 


53775 


A 


23542 




6355 




23408 


53776 


A 


23543 


223 


10504 


VKMPIGSKERPTFFEIFKTRCNK 
ADLGPISLNWFEELSSEAPPYNS 
EPAEESEHKNNNYEPNLFKTPQ 
RKPSYNQLASTPIIFKEQGLTLP 
LYQSPVKELDKFKLDLGRNVP 
NSRHKSLRTVKTKMDQADDVS 
CPLLNSCLS\ESPVVLQ\CTHVTP 
QRDKSVVCGSLFHTPKFVKGR 
QTPKHISESLGAEVDPDMSWSS 
SLATPPTLSSTVLIVRNEEASET 
VFPHDTTANVKSYFSNHDESLK 
KNDRFIASVT 


23409 


53777 


B 


23544 


137 


709 




23410 


53778 


A 


23545 


1 


1974 





3090 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2341! 


53779 


A 


23546 


207 


1622 


MACCLASDEVKESKRINAEIEKA 

AAAETRRDARREL/RRLLLLGT 

GESGKSTFIKAQMRIIHGAGYSE 

EDKRGFTKLVYQNIFTAMQAM 

1RAM\ETL\KILYKVRSRTRANA 

LALIRGGGTLEKVTTFGAFSYVQ 

LPLKDLFGRDPGIQE/CAYERQP 

RSYQLSDSAKYYLTDVDRIATL 

GYLPTQQ\DVPAGSRVPTT\GIIE 

YPFDLEMIF\RMVDVGG\QRS\E 

RRKW1HCFENVTSIMFLVALSE 

YDQVLVESDNENRMEESKALF 

RTIITYPWF\QNSSVILFLNKKDL 

LEDKRLYSHLVDYFPRSSMGPQ 

R\DAKAA REFILKMFVDLNPNS 

DKI1/YTSHFTCPHRHRRTSRFVF 

PAVKDTILQLNLEEYKPGLSAP 

GPGRRDGDTGQDLPSTEPAAA 

RAGGAAESGPGPLPAGGDFFFF 

IFLTNGFYFTVIRGCTSLPPYTSR 

TFSPFVNGKGSLFLALTYGSLFS 

KKKKKKKE 


23412 


53780 


A 


23547 




401 


KK.VPGRLSEMSFSLNFTLPANT 
TSSPVT\DCGPSLGLAAG1PLLV 
ATALLVALLFTLIHRRRSSIEAM 
EESDRPCEISEIDDNPKJSENPRR 
SPTHEKNTMGAQEAHIYVKTV 
AGSEEPVHDRYRPTIEMERRR 


23413 


53781 


A 


23548 


584 


1071 


PCR LPLHL1 L VEDLSFSLNFTLP 
ANTVSTAAPIHQAT/PEKTSAEF 
TDCGPSLGLAAGIPLLVATALL 
VALLFTL1HRRRSSIEAMEESDR 
PCEISE1DDNPKISENPRRSPTHE 
KNTMGAQEAHIYVKTVAGSEE 
PVHDRYRPTIEMERRRGLWWL 
VPRLSLE 


23414 


53782 


A 


23549 


25 


654 


LFLQMKDTSPIIFVRKELTIRQC 
TKKVPGRLSEMSFS\LNFTLPAN 
TTSSPVTGGKETDCGPSLGLAA 
G 1 PLL V ATALL VALLFTLIH RRR 
SSIEAMEESDRPCEISEIDDNPKI 
SENPRRSPTHEKNTMGAQEAHI 
YWKTVTAKSEEPVHDRYRPTIE 
MERRRGLWWLVPRLSLGMMP 
TSNQGSHQTWHLGTGLKTQGF 
VLGEERCQAAS 


23415 


53783 


A 


23550 


108 


413 


RRSGSMALWRAYQRALAAHP 
WKVQVLTA/GLLGRKAALLAP 
CQ*LYLPTQASWTEGHASCSSL 
QEATSCPSAFCA*NSKATKQLV 
ERRGLQEHQRGRTLTMVS 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23416 


53784 


A 


23551 


1 


146 




23417 


53785 


A 


23552 


2 


442 


GREARRSRSMALWRAYQRALA 

AHPWKVQVLTA\ASGEEGSTA 

GPMPVAIPADPGLLD*RTRFLLL 

TPRSHFLPLCLLRMKLKSHKRS 

LMGLGDI1SQQLVERRGLQEHQ 

RGRTLTMVSLGCGFVGPVVGG 

WYKVLDRFIPGTTKVDA 


23418 


53786 


A 


23553 


3 


675 


RHSRFGAQGSMALWRAYQART 
LFVALPWKWQVLTAGSLMGLG 
D11SQQLVERRGLQEHQRGRTL 
E/TMVSLGCGFVGPVVGGWYK 
VLDRFIPGTTKVDALKKMLLD 
QGGFAPSFLGCFLPLVGALNGL 
SAQDNWGQTTAGELG/RDYPD 
ALITNYYLWPAVQUANFYLVP 
LHYRV\AVVQCVAVIWNSYLS 
WKAHRALSLPHS1VSTLQVMQ 
LDPWNGSDNPPQKWA 


23419 


53787 


A 


23554 


512 


1227 


LQGHLMGIMAASRPLSRFWEW 
GKNIVCVGRMYADHVREMRSA 
/VWLSEPVLFLKPSTGVRAQRA 
RPILMPAYTRNLHHELELVALVI 
GQ\RCRAVPE\AAAMDYVGG\Y 
ALCL\DMTAWDVQ\ASARKKG 
LAWDSGE/DAFTASCPVQRVSL 
PKEK1PDPSQ\LKALGFKVNGEL 
RQEGETSSMIF\S1PY1ISYVSKIIT 
LEEGD1ILTGTPKGVGPVKEND 
E1EAGHTRAGQYDHLKVEKAQ 


23420 


53788 


A 


23555 


192 


436 


RTSDHECFREGQICSVCLRERL 
NLNPEEACLLSQAPCMLFVLQY 
LNTV1PYEKJCASPPSV\EDLQML 
\TN1LFAMKEDNEKVP 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23421 


53789 


A 


23556 


94 


1252 


ARMEAPLVSLDEEFEDLRPSCS 

EDPEEK.PQCFYGSSPHHLEDPSL 

SELENFSSEIISFKSMEDLVNEF 

DEKLNVCFRNYNAKTENLAPV 

KNQLQIQEEEETLQDEEVWDA 

LTDN YIPSLSEDWRDPN IEALN 

GNCSDTEIHEKEEEEFNEKSEN 

DSGINEEPLLTADQVIEEIEEMM 

QNSPDPEEEEEVLEEEDGGETSS 

QADS VLLQEMQ ALTQTFNWJ W 

SYEGLRHMSGSELTELLDQVEG 

AIRDFWE\ELVQQLARRDELEF 

EKEVKNSFF\TVL\IEVQNKQK\E 

QRELMKKRRKEKGLSLQSSRIE 

KGNQMP\LKRFSMEGISNI LQSG 

IRQTFGSSGTDKQYLNTVIPYEK 

K\AYPPSVE\DLQMLTNILFA\M 

KEDNEKVPYFA 


23422 


53790 


A 


23557 


39! 


1169 


GSFFFFFKYFAYSPMPKNSKVV 
KRELDDDVTESVKDLLSNEDA 
ADDAFKTSELIVDGQEEKDTDV 
EG K\SE VEDERPA WN SKLQYIL 
AQVGFSVGLGNVWRFPYLCQK 
NGGVVEPECEQSSATTYYWYR 
EALNISSS1SESGGLNWK.MTICL 
LAAWVMVCLAMIKGIQSSGKV 
NTYDRVTMSATVLALQEQWQT 
FSPIRSGNGHLTG SG AQRTPCRI 
RRGGSQLRVCDGGKQQWWTV 
SQSSARAITOTDQKSVQLQDLIE 


23423 


53791 


A 


23558 


321 


568 


CLWCGASWPRRHSSPGRPAGD 
HRGDRP/EGPDTQG PGRPEPSTE 
PAFNPQSSLDQGGGPAAPAVD 
DDTRRGHGGVCGDGGAGEA 


23424 


53792 


A 


23559 


510 


690 


LRSPQ\RGVAAPPFLGSPVPFGG 
FRVQGGMAGQPSAPPALQTDD 
PYSKAHSVTPKSTPRVT 


23425 


53793 


A 


23560 


25 


480 




23426 


53794 


A 


23561 


84 


292 


VRAVQSLHFHFPWRR/ISCPSES 
TRS1HVDRLPRRNSASLSLSAFP 
VSAGALINGEAWVRMGQVP1P 
KAP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23427 


53795 


A 


23562 


1138 


1924 


CRSSATWTPWTTTGCRGDLTK 

TYSLEAYDNWFNCLSMLVATE 

VCRLLLSPGSAMLRSPATFQVV 

KKKHRTRMLEFFIDVARECFNI 

GNFNSMMAIISGMNLSPVARLK 

KTWSKVKTAKFDVLEHHMDPS 

SNFCNYRTALQGATQRSQMAN 

SSREK.IVIPVFNLFVKDIYFLPQ 

NP\SNH LPNGH INFKKF WEI SRQ 

1HEFMTWTQVECPFEKDKK1P\S 

YLLTAPHPTARKLSSSPSFESEG 

PENHMEKDSWKTLRTTLLNRA 


23428 


53796 


A 


23563 


3 


260 




23429 


53797 


A 


23564 


1 


1386 




23430 


53798 


A 


23565 


137 


611 


MKVNLGDSQNLACVFCRKHD 
DCPN K YGEKKTKEKWNLTVH 
YYCLLMSSGIWQRGKEEEGVY 
GFL1ED1RKEVNRASKLKCCVC 
KKNGAFIGCVAPRCKRSY\HFP 
CGLQRECIFQFTGNFASFCWDH 
RPVQIITSNMYRESLPWHHLLG 
NLFEP1PSY 














DPQGEAKGAAPAEGGGGPV*W 
N\GLQGPAGVPGRDGSPGANGI 
PGTPGIPGRDGFKGEKGECLRE 
SFEESWTPNYKQCSWSSLNYG1 
DLGK1AECTFTKMRS 














QYNGMCSPGPAGVPGR\EGSPG 
ANGIPGTPGIPGRDGFKGEKGE 
CLRESFEESWTPNYKQCSWSSL 
NYGIDLGKIAGRNCWHILAPVP 
N1VSLYFGS 


23433 


53801 


A 


23568 


91 


1170 


ISLHRRPGPTCSMESPASSQPAS 

MPQSKGKSKRKKDLRISCMSKP 

P APN PTPPRN LDSRTF I TI GD RN 

FEVEADDLVTISELGRGAYGVV 

EKVRHAQSGTIMAVKRIRATV 

NSQEQKRLLMDLDINMRTVDC 

FYTVTFYGALFREGDVWICME 

LMDTSLDKF YRKVLD KN MT1 P 

EDILGE1AVSIVRALEHLHSKLS 

V 1HRD VKPSN VL IN KEGHV K.M 

CDFGISGYLVDSVAKTINXAGCK 

VKHGHESLN\PDLNRKGCDVKS 

HVWSLGITMIEMAFLRFPYESW 

GTPFQQLKQVVEHPSPQLPAGR 

FSPEFVDFTAQCLRKNPAERMS 

YLELMEHPFFTLHKTKETDIAVA 

FVKEILGEDS 


23434 


53802 


B 


23569 


111 


193 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23435 


53803 


A 


23570 


312 


696 


RP*SAHPEPGDCPSPPHPPRCGG 
VAQTAQVPDAPAPV*AG\QHSR 
SYMEDHLKNKNRLEKEWEALC 
A YQ AEPN S SF V AQREEN VPKN 
RSLAVLTSQPTRNQCLPFLQHG 
PGD1CTPVSISSIVLCHRVT 


23436 


53804 


A 


23571 


1 


2974 


QAAGMGPPLPLLLLLLLLLPPR 
VLPAAPSSVPRGRQLPGRLGCL 
LEEGLCGASEACVNDGVFGRC 
QK.VPAMDFYRYEVSPVALQRL 
RVALQKLSGTGFTWQDDYTQY 
VMDQELADLPKTYLRRPEASSP 
ARPSKHSVGSERRYSREGGAAL 
ANALRRHLPFLEALSQAPASDV 
LARTHTAQDRPPAEGDDRFSES 
ILTYVAHTSALTYPPGPRTQLH 
EDLLPRTLGQLQPDELSPKVDS 
GVDRHHLMAALSAYAA 


23437 


53805 


A 


23572 


1 


3202 


ASRRLPRGHGLSAAGQAAGMG 

PPLPLLLLLLLLLPPRVLPAAPSS 

VPRGRQLPGRLGCLLEEGLCGA 

SEACVNDGVFGRCQKVPAMDF 

YRYEVSPVALQRLRVALQKLS 

GTGFTWQDDYTQYVMDQELA 

DLPKTYLRRPEASSPARPSKHS 

VGSERRYSREGGAALANALRR 

HLPFLEALSQAPASDVLARTHT 

AQDRPPAEGDDRFSES1LTYVA 

HTSALTYPPGSRTQLREDLLPR 

TLGQLQPDELSPKVDSG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23438 


53806 


A 


23573 


1 


1459 


MPLTSQDVDQKTAAWVPTNRD 

STVPSDPWDCKRRPWPLLVLRP 

LAPGTKAPPGGQNGRGRQKGS 

PCSRRLLLEPAGPLGPASVRC1R 

TTTPQLLI1TTSLRFPSLEAAVGY 

GSNTCI FANACQMVFIMITWPY 

LQCIPYSVLLKDLEMRNLRELE 

DLIIEAVYTDI1QGKLDQRNQLL 

EVDFCIGRD1RKKD1NNIVKTLH 

EWCDGCEA\ALLGIEQQVLRAN 

QYKENHNR/TLQQQVEAEDVYI 

LPQSGNDCRGLRFVSSLIGGVR 

CVHLKHKGDAVVWEAIEEGEA 

LPGKYRLK.GGRSVWAAAVRA 

VCMDQVTNIKKTLKATASSSA 

QEMEQQLAERECPPHAEQRQP 

TKKMSKVKGLVSSSPLGPAGA 

AGTHQAWVRWGGDTKGPFPPL 

STCSEFQTCPSPHQRLPTLLVLF 

QKNCYSPSPTPSFPSCSLQTQGL 

HQCHPKTGSDTAQLPSRRFLSL 

CKGLVSLPVFLLLPRHFVRLVIK 


23439 


53807 


A 


23574 


2 


396 




23440 


53808 


A 


23575 


1 


1014 













no 












2~3577 




747 






53871 


— 


23578 


— 




GRAGKWHTQPE*SLRKAM*MF 
QILMMKMIVALARATSGTEAV 
AGRSWASGLRRSGRV 


23444 


53812 


A 


23579 


26 


229 




23445 


53813 


A 


23580 


1 


574 




23446 


53814 


A 


23581 


889 


1189 




23447 


53815 


A 


23582 


170 


625 


GAAVALVRPNGGTAASHVVCR 
EMRPLRPLQSRRCSRRRTG1SN 
MRALENDFFNSPPRKTVRFGGT 
VTEVLLKYKKGETNDFELLKN 
QLLDPDIKDD\QIINW>LLEFRSS 
VMYLTK\DFE\QLISIILRLP\WL 
NRSQ\TVVEEYLAFLGNLVSA 








23583 


166 


455 


RWKPSGTWPRNPMERPGH*ES 
VPKPGD*AKKSGGET\RGRKEG 
NEHRETFSQIPDCHLNKKSQTG 
VKPCKCSVCGKVFLRHSFLDRH 
MRAHAGHKRS 


23449 


53817 


A 


23584 


3 


3706 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23450 


53818 


A 


23585 


1 


1970 


MVTDRKAAAGTHGEARPCWG 

SGSRVHTYRGAGERAMRVHRP 

MPREDSERVREADGGKHEQRS 

FGDLHPTAAPAPAASGCGTQPG 

RVKQPGEWQHREAPQQRQPPV 

RPHGSHQLVTVRYERRPGGKE 

RARLRPGLGCPSGRTPQGRAPQ 

GTALPTAAAAAIFPSAALTSGQ 

RNASLPKFYFRGGTWGTSQSEA 

LCGKLSNQFLGEPLVPRIRL1LS 

CGTCSGCSSPRKDPGHPEAGNG 

PSRDFFQLPSEERDSVAFEDVA 

VN FTQEE WALLSPSQKNLYRD 

VTLETFRNLASVGIQWKDQDIE 

NLYQNLG1KLRSLVERLCGRKE 

GNEHRETFSQIPDCHLNKKSQT 

GVKPCKCSVCGK.VFLRHSFLDR 

HMRAHAGHKRSECGGEWRETP 

RKQKQHGKASISPSSGARRTVT 

PTSMRPYE\TKVCGICA\FIS\PIYF 

QIHQRTPTEKRSYKCREIVRAFT 

VSSFFRKHGKMHTGEKRYECK 

YCGKPIDYPSLFQ1HVRTHTGE 

KPYKCKQFGKAFISAGYLRTHE 

IRSHALEKSHQCQECGK.KLS\CS 

SSLHRHERTHSGGKLYECQKC 

AKVFRCPTSLQAHERAHTGERP 

YECNKCGKTFNYPSCFRRHKKT 

HSGEKPYECTRCGKAFGWCSSL 

RRHEMTHTGEKPFDCKQWVKS 














LGSGDLPWEINPLSSCSLLREKD 
PPTTSGPQIATSPRNISPISNPELA 
THAGNLATGPRNARSPGFLLSR 
VPS V WDPTEN RTVQLTWQPLP 
ELLELWPKVL 


23452 


53820 


A 


23587 


1 


502 


MLLTQSLFGGLFTRTHMKFGA 

VTQIRGPPLGDKSPVLLLFALER 

QRRHVLSMDPKLRCWSRTGKA 

AFPWCLIIAEMPDYSPTFQRCQ 

TTQGRLPWSFTLSSKSRFSGEG 

ARACYKCQKSDHQAKECPQPG 

1 PPKPCP1CAGP\TGNRTVQLTW 

QPLPEPLELWPKAL 


23453 


53821 


B 


23588 


1 


663 




23454 


53822 


A 


23589 


233 


496 




23455 


53823 


A 


23590 


2 


378 


ERQRRHVLSMDPK.LRCWSRTG 
KAAFPWCL11AEMPDYSPTFQR 
CQTTQGRLPWSFTLSSKSRFSG 
EGA RAC YKCQKSDHQ AKECPQ 
PGIPPKPCPICAGPYTGNRTVQLT 
WQPLPEPLELWPKAL 



3097 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23456 


53824 


A 


23591 




452 


VRPRRDACLGPSPLAASPAFLG 
KGQVPQPLISLCPDPLFPHPNLIS 
LRPNPLCPHPDLVSLCPDPFPAF 
LEAHKNFQTPEPQQPGIPPEPPP 
PGACYKC/HEI*PPGQGMPAAQ 
DSS*AMS/LSVRDPTGNQTVQL 
TWQPLPEPLELWPKAL 












1540 











23593 


177 


383 


EAMEPWKGVPLGRVNTEQIAP 
FSEAEGPREIH*GSRKVRKAAQ 
GLNEGPRELFWQPLPEPLELWP 
KAL 


23459 


53827 


— 


23594 


7478 


1744 




23460 


53828 


A 


23595 


23 


178 


SCLEVCDEQGPEKYTRQRALRG 
VSSVTEDTLNICRLCWQPLPEPL 
ELWPKAL 


23461 


53829 


A 


23596 




282 




23462 


53830 


A 


23597 


34 


241 


SGDLPWEINPPSSCSLLREKDPP 
MTSGPQTXTSPRNISPISNPDPTG 
NRTVQLTWQPLPEPLELLPKAL 


23463 


53831 


A 


23598 


121 


286 


AASFYSSPTSLTIPQPLSPFNLGV 
TLQSLPSLNFNSFNLFWQPLPEPL 
ELWPKAL 


23464 


53832 


A 


23599 






GYE1WCRDSDQGTFPWEINPPS 
SCSLLREKDPPTTSGPQTATRPR 
NISPISNLVSGLFLLSSPPSLT1PQ 
PLSPFNLGATLQSLPSLNFNSFH 
FL VETKETRFI RG AKIP APVTD 


23465 


53833 


A 


23600 


471 


677 




23466 


53834 


B 


23601 


67 


555 




23467 


53835 


A 


23602 




1440 




23468 


53836 


A 


23603 


860 


1209 


1PGNCRDSSGVGIKERETNAGS 
QHMH/IKNSSVHGYPRLCVEDE 
DAY K.KQFSQ Y 1KNS VTPDM M E 
EMYKKAHAAVPENPVYEKKPK 
KEVKKKRWNRSKMSLAQKKD 
WVAQKKASFLRA 



3098 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23469 


53837 


A 


23604 




966 


MGFVKVVKNKAYFKRYQVKF 

RRRREGKTDYYARKRLVIQDK 

NKYNTPKYRMIVRVTNRD\IICQ 

IANA\R1EG\DMIVCAP\YAHELP 

K I WV * R V G LTN Y A A A\ YCTGL L 

AGPAGFFHRFGMDQIYE\GQV\E 

LTGDEYNVESIDGQPGCLHPAY 

WDARPLPRTYPLAIKVFGCP*R 

GA\VDGGLVLFP\HSTKTIPPGY 

DSXESKAEFN AES/IHRKPH P WAQ 

NVARLHAPTLMEEDEDA/YTK 

KQFSQYIKNSVTPDMMEEMV/Y 

RKAHAAIRENP\VYEKKPKKEV\ 

KRKRWNRPKMSLAQKXDRVA 

PKKASFLQSSRSGLLESLTPAIFP 


23470 


53838 


A 


23605 


1 


644 


ANSSPVNPVVFFDVSIGGQEVG 
RMKIELFADVVPKTAENFRQFC 
TGEF/RVSFRCV*LLCLLQRGVL 
GLQ*GYR*TTCWP*MIAGDSDR 
RKDGVPIGYKG\STFH\RVIKDF 
MIQGGDFVNGDGTGVASIYRG 
PFADENFKLRHSAPGLLSMANS 
GPSTNGCQFFITCSKCDWLDGK 
HVVFGKIIDGLLVMRKIENVPT 
GPNNK.PKLP V VI SQCGEM 


23471 


53839 


A 


23606 


638 


1391 


CPAYKGAHG1QCVYCTLPPPLL 
QTTRR VRRN PTLPTS A SGSEP W 
RLANSSPVNPVVFFDVSIGGQE 
VGRMKIELFADVVPNTAENFR 
QFCTGEFRKDGVPIGYKGSTFH 
RVIKDFMIQGGDFVNGDGTGV 
ASIYRGPFADENFKLRHSAPGL 
LSMLTWPGKLTAG1FGFHQANS 
GPSTNGCQFFITCSKCDWLDGK 
HVVFGKIIDGLLVMRKIE\GMPC 
IFQPTWTHFLPVITTACSALGSM 
LAAERGTKN 


23472 


53840 


A 


23607 


2 


591 


ARAEFGTSRVGAMAVANSSPV 
NPWVFFDVSIGGQEVGRMKIEL 
FADVVPKTAENFRQFCTGEFRK 
DGVPIGYKGSTF\HRVIKGF\MI\ 
QGGDFV\NGDGTGSRPVFTRGP 
ILQMKIFKL\RHSAP\GLLSMAN 
SGP\STNGC\QFFITC\SKCDWA^ 
WDGKHVVFGKMIDGLLVMRKI 
E\NVPTGPNNKP\KLPVV1SQCG 


23473 


53841 


A 


23608 


6 


424 





3099 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Impossible nucleotide insertion) 


23474 


53842 


A 


23609 




470 


DAWVSGRLTELPSSCFFPPIFRQ 
LLPVMPEPSKSAPAPKKGSKKA 
VTKAQKKDGKKRKRSRKESYS 
VYVYKVLKQVH\PDTGISSKAM 
GIMNSF\VNDIFE\RIAGEASRLA 
HYNKRSTITSREIQTAVRLLLPG 
\ELCKHAV\SEGTNAWTKYTSS 


23475 


53843 


A 


23610 


93 


421 




23476 


53844 


A 


23611 


2 


1173 


DHAAPRRRSRASVATVTRAGR 

CPTMSVRVARVAWVRGLGASY 

RRGASSFPVPPPGAQGVAELLR 

DATGAEEEAPWAATERRMPGQ 

CSVLLFPGQGSQVVGMGRGLL 

N YPRV RELYA AARRVLG YDLL 

ELSLHGPQETLDRTSQVQSPGT 

GIPRRVRAHVLHLSPQVIENC/V 

VS/AGLAFSPSFCALIFPNALL/F 

WPGLYAVKIRAEAMQEASEAV 

PSGMLSVLGQPQSKFNFACLEA 

REHCKSLGPVNGQICKGGFLGH 

CSAETSFLPQALRFLQKNSSKF 

HFRRTRMLPVSGAFHTRLMEP 

AVEPLTQALKAVDIKKPLVSVY 

SNVHAHRYRHPGHIHKLLAQQ 

LVSPVKWEQTMHAIYERKKGR 

GFPQTFEVGPGRQLGAILKSCN 


23477 


53845 


A 


23612 


187 


425 




23478 


53846 


A 


23613 


1 


1258 


MKAYLLLGAAPPLPWFPGQAV 
FRPCPPPAGLWRTAQLVELEHG 
PVPREDLIPCSRPFS1SFLGPERV 
DG LAFPR1QALGI A A ARGMEPK 
GAPGKSDSGNSRSAGGRVLGC 
QGAALEVECSAGRGGPVRLAV 
GCVLLRAPERGWRRGEGAARG 
IPAGRSSESLGALSPQVGVRSDI 
G INGNI WHPG VQTDFSSLKRSQ 
GLYAVK1RAEAMQEASEAVPS 
GMLSVLGQPQSKFNFACLEARE 
HCKSLGIENPVCEVSNYLFPDC 
RVISGHQEALRFLQKNSSKFHF 
RRTRMLPVSGAFHTRLMEPAV\ 
EPLTQALKAVDIKKPLVSVYSN 
VHAHRJQGIPGHIHKLLVAQQLV 
SPVKWEQTMHAIYERKKGRGF 
PQTFEVGPGRQLGAILKSCNMQ 
AWKSYSAVDVLQTLEHVDLDP 



3100 
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SEQID 

NO: 


SEQ ID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23479 


53847 


A 


23614 


2 


1050 


GRCPTMSVRVARVAWVRGLG 
ASYRRGASSFPVPPPGAQGVAE 
LLRDATGAEEEAPWAATERRM 
PGQCSVLLFPGQGSQVVGMGR 
GLLNYPRVRELYAAARRVLGY 
DLLELSLHGPQETLDRTVHCQP 
A1FVASLAAVEKLHHLQPSVIE 
NCVAAAGFSVGEFAALVFAGA 
MEFAEGVLRFLQKNSSKFHFRR 
TVRMLPVSGAFHTRLMEPAVEP 
LERKLLKAVDIKKPLVSVYSQR 
PTR1RLQAFPGNIQQSCLAQQLG 
LPK*KWEQ\TMHAIYERKKG/R 
RGFPQTFEVGP\GRQLG\AILKS 
CNMQAWKSYS\AVDVLQTLEH 
V\DLDPQEPPKMTGRGLKCNDP 
LCPPEERL 














QAPASGSPWLSGGPQQVEDAG 
AGYGFAPGQPPPPPRTQPRSAC 
SRRAAG/TPVPRAPPAPSAG\PK 
ARAPRSLGCGSLGRFSTGVRPD 
KCIFPPETENAAGCF 


23481 


53849 


A 


23616 


390 


722 


QAPASGSPWLSGGPQQVEDAG 
AGYGFAPGQPPPPPRTQPRSAC 
SRRAAG/TPVPRAPPAPSAG\PR 
AAAPRSLGCGSLGRFSTGVRPD 
KC 1FPPETEM SY LLFRNTVSRCR 
C 


23482 


53850 


A 


23617 


1 


673 


MGQVKGHKLCLDFTLLSPDGG 

A A EGRCLELG WQA KE VEETIE 

GMLLRLEEFCSLADLIRSDTSQ1 

LEEN1PVLKA\1CLTK\MRGIYAK 

VDRI1CAFVKMVGHHVAFLEAN 

VLQAERDHG A FPQALRRWLGS 

AGLPSFRNDPTAPLRQVFEASP 

DPRLARTVTIQTQQPVRVSGPL 

SGQRKEKSLQKGAQVFQTNVP 

ETLLEGAAISPAPACGGPLTSGD 

GFRHVRK 


23483 


53851 


A 


23618 




651 




23484 


53852 


A 


23619 


195 


497 


DQFLENTKKCDGLNQLSFDPA 
KNNKPLEFGRARGPLVTEGLIE 
NGGESSKKRRRTNSSSADNSRT 
LNVDSTAMTLPMSDPTAWATA 
M\NNFGMAPVRJVGH 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23485 


53853 


A 


23620 


241 


1823 


NDDRAKFTVEDHTMQRDFRW 

LWVYEIGYAADNSRTLNVDST 

AMTLPMSDPTAWATAMNNLG 

MAPLG1AGQPILPDFDPALGMM 

TGIPPITPMMPGLGIVPPPIPPDM 

PVVKEIIHCKSCTLFPPNPNLPPP 

ATRERPPGCKTVFVGGLPENGT 

EQIIVEVFEQCGE1IAIRKSKKNF 

CHIRFAEEYMVDKALYLSGNR 

ELKKFLNKEDNYFRKINLTALY 

KTVLEERCEKRRGGYRIRLGSS 

TDKKDTGRLHVDFAQARDDLY 

EWECKQRMLAREERHRRRMEE 

ERLRPPSPPPVVHYSDHECSIVA 

EKLKDDSKFSEAVQTLLTWIER 

GEVNRRSANNFYSMIQSANSH 

VRRLVNEKAAHEKDMEEAKEK 

FKQALSG1L1QFEQ1VAVYHSAS 

KQ KA WDH FTKAQRKN I S V WC 

KQAEEIRNIHNDE\LMGIRREEE 

MEMSDDEIEEMTETKETEESEL 

KKLEGIVDGSVEVSAEALRKLL 

NEYERQVKEEQKVGYRIWGTl 

HNKGEGKKEEFAEELEKSSSER 


23486 


53854 


A 


23621 


996 


1512 


RPVHLASPAKEQQGTRKGRRA 

PARLPVPTTGRGLEKGPESQAP 

PSFRQATGRFSRSGSSGGPTPSK. 

NSRDCSHTPQLPTPRGNPYVFPS 

PGHPEPSRPVEMPAPG\EPRTRQ 

LCRERTRKACPPKPRPPLGLPG 

DPTG PVTHH APP V SPTG ASGQE 

RRAEPGAVSYAHASATK 


23487 


53855 


A 


23622 


293 


1140 


PRGILHQDKNLVV1NK\PYGLPV 
HGWPWG\QLCITDVLPILAKML 
HGHKAEPLHLCHRLDKETTGV 
MVLAWDKDMAHQVQELFRTR 
QVVKKYWAITVHVPMPSAGVV 
DIPIVEKEAQGQQQHHKMTLSP 
SYRMDDGKMVKVRRSRNAQV 
AVTQYQVLSSTLSSALVELQPIT 
G1KHQLRVHLSFGLDCPILGDH 
KYSDWNRLAPQKLSVGTLKKL 
GLEQSKARY1PLHLHARQLILPA 
LGSGKEELNLVCKLPRFFVHSL 
H RLRLEM PNEDQNENNE AKCL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23488 


53856 


A 


23623 


1 


1328 


MAVDLGSHTPGSSGVTAATFR 

GRRLVNTREESVVLGAGGEVL 

SGVPGTWDALGPGASFG1KGM 

FPKGTVIMSTSPMCEGPVPRRK 

PCASSVGQQNSRSRKKAGRKTP 

TLAGRHVPVKIKKEAIQQKPLP 

ASSFSPALTRSGAIFGPCPALTS 

APVLEYPLQK.VVENEAFKVFN 

NRDEESKRQKQAEFRMLTSAIR 

GPAGPRGHSSTRKPPSNPPPPGA 

CFKCGNEGHRSRQCPNPGTTSQ 

EAELIALTRALTLAAGQQINIYS 

NSHYVFHIVHSHSSIWKERGILT 

AKNTPAINGSLINKLLKAARLP 

QKVAIIHCRGHQTPDNPILAGN 

VLADQVAKQVALQPVQGQFLS 

LSLFSPLYSSEEKEDFRAQNLQ 

KQGPW/LQSQGARLLVPAACAS 

KVAEAGRKPAGRHVPLKIQKE 

AIWSSPFSVPMATRAAASTSPT 


23489 


53857 


A 


23624 


475 


622 


IHSKVLFSASSSSC*NTNNSWFR 
ASIKKNPEKQNKNMQSAIPQHG 
LWKI 


23490 


53858 


A 


23625 


17 


992 


GRGEVLRGRGRGQLDAVLSRE 
HCGGSRQSEQPWSRRSSSSSSR 
RRLRSAAEPAMALSMPLNGLK 
EEDKEPLIELFVKAGSDGESIGN 
CPFSQG\LFMILWLKGV\VFSVT 
TVALKRKPADCQNLVPGTPPP\ 
LILFSSEVKTDVNKIEEFSEEVL\ 
CPPKYLKLSPKVHPRSNTAGMDI 
FAXKFSAYUKNSRPEANEALER 
GLLKTLQKLDEY\LNS\PLP\DEI 
DENSMEDIKFSTRKFLDGNEMT 
LA DCNLLPKLHI VKV V AKKYR 
NFDI PKEMTGI WRYLTN A YSRD 
EFTNTCPSDKEVEIVAYSDVAKR 
LHQVKSRLLKEVSFMSSP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23491 


53859 


A 


23626 


1 


1128 


MALASGEGLPVALSHGRRGNG 
QERVPYLKLRDTCAYRVAWRC 
N RL A RA K. V KRTS YRSGYGNGF 
EPGVEPDCVVLLALGVENDLV 
RJSSKAEK.YSLYEFSFPLRVSRE 
CEEECRKEPWFNPGQKPSVLIT 
SGQILGQEEQKTLLFPGLLSLVF 
QFNVENSDLRCLSLAENLEISAL 
LSLSCSSVIRLILrNLEVTISPPlTl 
LKHAPPLTSLEASSSSSGIEKKIH 
NNFRQGPFPSSATRSTFLMNHT 
SFDSYVVVSN1VPRLNLYPQVL 
DVLQSLHKIHQLASNAKWTIQG 
PAKPDLGLELGLHRYPDWEKE 
ERKKKRKRSVSPEKSITTHNKP 
TSSG IFY/RPRRCGCDLGRPPAP 
GPHPSSPPHSPPQPSRCPPV 














SLGKD1RPRSARAACKGVGLWS 
GCFGKMAGSGVRQVTSTASTF 
VKP1FSRDMNEAKRRVRELYRA 
WYREVPNTGER*RLVRPAVLK 
HSYVANRSF 


23493 


53861 


A 


23628 


3 


695 


PYASRRKFRVDPRVRAWSGCF 

DKMAGSGVRQATSYTASTFVKA 

HFSVGDMNEVAKREGARVLTAP 

WYR\EVPNT\VRVHQFQLDATV 

KMGRDKVREMFMKNAHV\TDP 

RVVDL\LVIKGK\IE\LEETIKVL 

KQ\RTHVMRFFH\ETEAPRPKDF 

LSKF\YV\GHDPLKSFSGKDAR 

WILFLGAQIKLTIQWSLCDR1PL 

MNQFSAASFCLSKWGPWVLHI 

TCSFPFSWKCGVCCKLD 


23494 


53862 


A 


23629 


82 


441 


SLPIN P VPTACTLQPAGLLRPPG 
SDVRTPMLPPSAPSQPSYPTSRP 
PLWPTWPAGPVFRRSQPLAQPN 
LPRSYHQQAPGGQTPVALGLEX 
CPKATNQPFGTLQRDPKSPAKV 
PPFEEFSL 


23495 


53863 


A 


23630 


3 


504 


DRSSSSTMSTGGDFGNPLRKFK 

LVFLGEQSVGKTSLITRFMYDS 

FDNTYQATIGIDFLSKTMYLED 

R/TNVNSFQQTTKWIDDVRTER 

GSDVIIMLVGNKTDLADKRQVS 

1EEGERKAKELNVMF1ETS/AKA 

GYNVKQLFRRVAAALPGIMPS 

VLFQI1PSQA LTRYLC 
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SEQ ID 

NO: 


SEO ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23496 


53864 


A 


23631 


416 


1239 


GGGRSSSSTMSTGGDFGNPLRK 
FKLVFLGEQSS\GKTSLITRFMY 
DSFDNTYQATIG1DFLSKTMYL 
EDRTIRLQLWDTAGQERFRSLIP 
SYIVRDSAAAVVVYDITNVNSFQ 
ANYKSGIDDVRTERG\SDVI\IM 
LVGNKTDLADKRQVSIEEGERK 
AK\ELNV\ILMETSAKAG\YNVK 
QLLSTCKQPALPGMESTQDRSR 
EDMIDIKLEKPQE\QPVSEGGLF 
LTNLPCHLQPFFQK.LTGFWPPY 
SFIDCSVN1GLMPFPFSNNVLRFI 
IAACPAWR 


23497 


53865 


A 


23632 


1 


493 


PKPATAPPPPSL/RARFLCPQRRP 
ERAR/PRARGASPRPEKTAGAR 
KRRRG SCERP H PG G/RPP A PG * I 
SSRPTLGFFWILNFFFLKKLGRI 
KDVPWQDSTKEHLSVCRGLRG 
TWSVPSASDPLHPAWRRTCFRV 
PPTTGAREWWLHLPPPALQRPP 
DSRQCHR1PVC 


23498 


53866 


A 


23633 


' 


560 


M ESI WA G L WTAQDTT V LA DDF 

EFILWTLKRRPERAR/PRARGAS 

PRPEK.TAGARKRRRGSCERPHP 

GGLRRLPGARDQRAPPRSDAG 

RSPGRLRRLPALLCAGPLSPGRE 

PRRWEPRAGVARPAGQQWGFF 

WPGNQQGAS1CSL1LWFLLECG 

SRSTGGPCSGTELGHFSRERPTV 

LLSRLGTVKRP 














LTQRLFGGLFTRTHMKFGALTR 
IG\DLPWE\INPLSS\CSLLPEKDP 
PMTSGPQTDQPKEHLTNFKSAA 
RRSSRTSSHRNLLHVLE1WQLD 
QGMPAARDF 


23500 


53868 


A 


23635 


2 


424 


LTPFSDSAHLHPGEINSPVAHTK 
PVGGLFTRMRVTFGAKTQDRS 
TP\QETS PL SSPSYP VTSGPQTNQ 
PKEHLTNFK.LGKQSFHSSHASL 
ATLQSSSLATLQSPCPSNSNSFS 
SLVETRRRPGAVARLQSQLSGR 
LRGGRIA 


23501 


53869 


A 


23636 


31 


246 


TALLLTQSLFGGLFTRTHMKFG 
AVTRIG\DLPWGINPLSSCSLLR 
EKDPLTISGPQTHQPKEHLTNF 
KSGPH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23502 


53870 


A 


23637 


125 


464 


TAVFLTQSLFGGLFTRTRMKFG 

HEKDPPTTSGPQTNQPKKHLTN 
FKSRKVERTKGLLKTHLTKLSH 
QLKKAWTILLPLSLLRIQACPR 


23503 


53871 


A 


23638 


1064 


1304 


TAMLLTQSLFGGLFTQMCMKF 
GAVTRIG\DLPWEINPLSSCSLL 
HEKDPPTTSGPQTDRPKEHLINF 


23504 


53872 


A 


23639 


539 


747 


TAMLLTQSLFGG LLTRTRMKF 
GALTRIGXDLPWEINPLSSCSLL 
HEKDPHTPSRKIHIRPQGNHESQ 


23505 


53873 


A 


23640 


709 


950 


TALLLTQSLFGGLFTRTHMKFG 
AVTQIGXDLPWENQSPVLLCSLL 
REKDPPTTSGPQTDQPKEHLTN 
FKSGKWSFHSSPAF 


23506 


53874 


A 


23641 


1 


1257 


MGKKVLG1ASQLLGAVRCEPD 

GRRVLPEDWPECLSLVTHGTW 

FTRQGDKN1QMADNSFSDGVPS 

DFVEAAKNASKTEKLTDQVMQ 

NPGVLAALQERLDNAPHTPSSY 

IETLPKAVKRRTNALKQIQVRC 

AH1EAKFYEEVHDLERKYAAL 

YQPLFDERREFITGDVEPTSDM 

ESEWHRENEEEEKLAGDRKNK 

V V1TEKA A ATAEEPNPKG 1 PEF 

WFTI FRN VDM LSEL VQE Y DEPI 

LKYLQDIKfHFQPNDCFANSVL 

TKTCKMKSEPDKADPFSFAGPE 

IMDCDGCTIDWKKGKNVTVKT 

I KJCKQKRKGPGTVRTITKQVSN 

ESFFNFFN PLKASG DGESLDKD 

SEF/ASDFEIGHFFRER\PQAVLY 

FAGEALKDDDNFDEGEEEEDEL 

EGDEEGEDEDEVEINPNKEPSQ 


23507 


53875 


A 


23642 


132 


1277 




23508 


53876 


A 


23643 


1 


515 


RVRHRSVSVGSTHASAHAYGE 
GSLRIIPVTRSPLVTMNHIVQTF 
SPVNSGQP\PNYEMLKEEQEVA 
MLGAPHNPAPPTSTAVIHAIRSET 
SV\PDHVV\WSLFNT\LFMNTCC 
LGFIAFAYSWKSRDRKMVGDV 
TGAQAYASTAKCLNIWALILGI 
FMTI\LLIIIPVLVVQAQR 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23509 


53877 


A 


23644 


243 


643 


NHTVQTXFFSPVNSGQPPQRMR 
CIKEEHEVAVAGGVPHNPAPPTS 
T\VIHIRSETSVP\DHVVWSRVQ 
TPSSMNPC\C\LGFIAIRLTP* SLR 
DRKMVGDVT\GAQA\YAST\AK 
CLNMWAHDSGASVMTILLIVIPS 


23510 


53878 


A 


23645 


3 


1498 


RCNFLRSSRIRVHPTPAASTMPP 

KFDPNEIKVVYIARCTGGEVGA 

TSALAPKIGPLGLSPKKVGDDIA 

KAMGDWKGLR1TVKLTIQNRQ 

AQIEVVPSASAMIIKALKEPPRD 

RKKQKNIKHSGNITFDENGNIC 

STDMR/HRSLSRELSGTTKEILG 

TAQSVGCNVDGRHPHDIIDDIN 

SENDKQPRKSKMRTSFSPQIPG 

HEHFHYLLLLQHVHCQLALTL 

RARKEGSSTHHQKLSTYYFKEG 

NSKEPKK.1QRCRNTELRKEEGG 

GGSGKAPGSEIKLESPACSGASL 

GEMTAWTMGARGLDKRGSFF 

KGPLPNTCGHFWEMVWEQKSR 

GVVMLNRVMEKGSVVEFVTEL 

FFYVALPKMFPVHY1VILLASKL 

EEVTFNFPPPPDLCTPFLQNYLR 

VAFQEVNSGCTGKTLLVRPYIT 

TEDVCQICVEKFKVGDPEEYSL 

FLFVDETWQQLAEDTYPQKIKA 

ELHSRPQPHIFHFVYKRIKNDPY 

GIIFQNGEEDLTTS 


23511 


53879 


A 


23646 


361 


918 


GCTGSRGTVPLSALGPQRJGPP 

GSCLQIKSWVNDICQRQPGVDW 

KG P*GFTVKLTHSRTGQAPDCT 

RVP/VLPSCP*FIQSPSREPPKRPE 

KKPEKTFKHQLGIFTFLNEICST 

LLRQMR\HRSLSPEKLSWNPT* 

RDSWGIAQFSGAVNVDG\RH\P 

HDIMDDIQQWVLWKCPRQLST 

KENIFNKGII 


23512 


53880 


A 


23647 


1 


642 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


23513 


53881 


A 


23648 


894 


2438 


VETKR1QPQPPDEDGDHSDKED 

EQPQVVVLKKGDLSVEEVMKI 

KAEIKAAKADEEPTPADGRim 

RKPV\KHPSDEKYSGLTASSKK 

KKPNEDEVYQDSVKKNSQKLII 

NSSLLSFDNEDENDTEKSMENL 

TGKIRKLQLR1VDPTFLPKLSNK 

GKDPVAVARLETGKGNKGAFR 

VLRD1SRWATLCTSPQHSSSEA 

KN 1 1PYQ ATQFQN E VHKWYKK 

KGGLKJSKRKALFFLTQDIQKK 

LQKLALGPNTPTPDILKIASLVF 

YNQDQEEKERAQQNERQKEKL 

YWLSYKSASPFQVALRILSQET 

THKDELPTDLPNNPEVQAPGIP 

GNTIMAMPVAIQLKDPSSYPCR 

1IKVPEIASWIHRTQVKLWKSPE 

TSELEPTPSVIEYTREALEDLKF 

L F K.Q KDN SS A KT PG RA Y A A S PR 

DWTSIEAELH1FYQWDPNLKG 

MFKPASLLAKVKQDFPDIHKES 

PIFRAIFSNITLMGIAPICVTGKTI 

KKRTRQHHTTPKSNLREQASQ 

GSLNWEGN 


23514 


53882 


A 


23649 


200 


1727 


RTATSLDSVLYKSDYMTWKYR 

VSFFYILSCRLLKK/QCTDNEHV 

YMELSKKLYKYCPKEWKKEAS 

KVRQYEVTWVVSKRGKDYILK 

HIPNMHKDQFALTASEAHLKYI 

KEAVRLDDVAVHYYRLYKDK 

REIEASLTLGLTMRGIQ1FQNLD 

EEKQLLYDFPWTNVGKLVFVG 

KKEE1LPDGLPSARKLIYYTGCP 

MRSRHLLQLLSNSHRLYMNLQ 

PVLRH1RKLEENEEKKQYRESYI 

SDNLDLDMDQLEKRSRASGSS 

AGSMKHKRLSRHSTASHSSSHT 

SGIEADTKPRDTGPEDSYSSSAI 

HRKLKTCSSMTSHGSSHTSGVE 

SGGKDRLEEDLQDDEIEMLVD 

DPRDLEQMNEES LE VSPDMCI Y 

ITEDMLMSRKLNGHSGLIVKEI 

GSSTSSSSETVVKLRGQSTDSLP 

QTICRKPKTSTDRHSLSLDDIRL 

YQKDFLR1AGLCQDTAQSYTFG 

CGHELDEEGLYCNSCLAQQCIN 

IQDAFPVKRTSKYFSLDLTHDE 


23515 


53883 


A 


23650 


182 


423 


RLS1MASSLNEDPEGSRITYVKG 
DLFACPKT\DSLAHCISEDCRM 
GAGIAVLFKKKFGGVQELLNQ 
HYKEKGLRTSQLYG 



3108 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23516 


53884 


A 


23651 


1 


249 




23517 


53885 


A 


23652 


435 


494 




23518 


53886 


A 


23653 


163 


578 


RVTWLKKHLNSGNSDSVCMAS 
SLNEDPEGSRITYVKGS\LFEGP 
KTDFLAPCISEDCRMGAG1TWL 
FKKKF\GGVQELLNQQKKS\GE 
VVAVLKRRWGRLYIFTWITKRK 
RAFAQSPLYENLTEEFRGQLKS 
HLSEEWSH 


23519 


53887 


A 


23654 


1 


2238 




23520 


53888 


A 


23655 


26 


1941 


RDAGTKWQRLGHLSCHCRKQA 
AREIINMHFQAFWLCLGLLFISI 
NAEFMDDDVETEDFEENSEEID 
VNESELSSEIIYKTPQPIGEVYFA 
ETFDSGRLAGWVLSKAKAKVD 
MDEEISIYDGRWEIEELKENQV 
PGDRGLVLKSRAK.HHAISAVLA 
KPF1FADKPLIVQYEVNFQDGID 
CGGAYIKLLADTDDLILENFYD 
KTSY1IMFGPDKCGEDYKLHF1F 
RHKHPKTGVFEEKHAKPPDVD 
LKKFFTDRKTHLYTLVMNPDD 
TFEVLVDQTVVNKGSLLEDVV 
PPIKPPK.EIEDPNDKKPEEWDER 
AKJPDPSAVKPEDWDESEPAQI 
EDSSVVKPAGWLDDEPKFIPDP 
NAEKPDDWNEDTDGEWEA\PQ 
ILNPACR1GCGEWKPPMIDNPK 
YKGVW1PPLVDNPNYQGIWSPR 
Kl PNPDYFEDDHAPI LLTSFS ALG 
LELWSMTSDIYFDNF1ICSEKEV 
ADH WAADG WRWKI MI AN ANK 
PGVLKQLMAAAEGHPWLWLIY 
LVTAGVPIALITSFCWPTKVKD\ 
RHSDLEYIIPDICIPQTKGVLEQE 
EKVEKAALEKPM DLEEEKKQ\N 
DGEMLEKEEESEPEEKSEEEIEII 
EGQEESNQSNKSGSEDEMKEA 
DESTGSGDGP1KSLRKRRVRKD 


23521 


53889 


A 


23656 


297 


398 
















TAGARCSSRTSSPGSCFNCQKS 
GHWARYNARSPGFLLSRVPSVN 
WIHI 


23523 


53891 


A 


23658 


405 


524 


ARMSVACLPGLFFICLRGDFKQ 
NLTAYCWKCYQL*RSLGTHS 


23524 


53892 


A 


23659 


1 


657 
















ALKHFCLCSL1FSVTTMKFLAV 
LVLLGVSIFLVSAQNPMTAAPA 
DTVSSLLVLLMMKPLDAETTA 
AATTATTAAPTTATTAASTTAR 
K.DIPVLPKWVGDLPNR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
endon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23526 


53894 


A 


23661 


1 


270 




23527 


53895 


A 


23662 


1 


284 




23528 


53896 


A 


23663 


111 


281 




23529 


53897 


A 


23664 


229 


363 




23530 






23665 


250 


586 


PVRHGAFFQDKSSDKKVQTKG 
KRGAKGKQA\EVAN\QETICEDL 
PAENGETKTEESPVASDEAGEKE 
CQCLINNH1PCLISGPCLPSCTIQ 
RN1FINYFVNASFLVALETFLKK 


23531 


53899 


A 


23666 




478 


APAVGLSSSGGGRSGSGKAARF 
REGCRRAAARMQQAPGTRLPR 
RHPARAFPAATMPKRKVSSAE 
GAAKEEPKRRSARLST\KLPAK 
V\EAKPKKAAAKDKSSDKKV\Q 
TKGKRGAKGKQAVEVANQETKA 
EDLPVAENGETERLEEESSLLIEA 
GEKEKPKS 


23532 


53900 


— 


53667 





252 




23533 


53901 


A 


23668 


328 


414 




23534 


53902 


A 


23669 


1 


3156 




23535 


53903 


A 


23670 


1887 


2036 




23536 


53904 


A 


23671 


3 


212 




23537 


53905 


A 


23672 


22 


539 


YEGIVMKPLIIVNPADCIGC\RT 
CEWACVVAHPSEQELNADVFL 
PRLKVQPIWTAVSAAR*CCPFSS 
ENAP\CVGA\CPVGA\LTMGEQV 
VQTNSARCIGCQSCVSACPFGM 
ITIQSLPGDTRQQIVKCDLCEQR 
EEGPACVESCPTQALQLLTERK 
LRRVRQQR1VVSGENPL 


23538 


53906 


A 


23673 


135 


302 


PIHMK.TRQPRDQFSADCVFLQS 
TCPVPC*RNRL*TPGGYWRTRR 
DYLRCDRSVHV 


23539 


53907 


A 


23674 


175 


794 


LSTHSQPIADAADPPPHLHTGEL 

LCSAHQADFAVSAEPARPANN 

NAATTAPVHAVAITPPAYPDCF 

RTLPKSLSHQDSTQRLYGIARL 

LLRJSTSGPPPSRLKVQRLDSISA 

PV/MCHQCENAPCVGACP/VGA 

LTMGEQVVQTNSARC/IGCQSC 

VSACPFGMITI/QSLPGDTRQQI 

VKCDLCGALRDCVAVLRQRRN 

SRVVLDACTRA 


23540 


53908 


A 


23675 


2 


434 


L1SLPFPPDSLAHRPPSSAPTEPQ 
GLFTVAAPTPGAPSPPATLAHL 
LPTPAMYSLLETELKNPVGTPT 
QAAGTGGPAAPG/GRKMALEN 
PKMHNSEISKRLGADWKLLTD 
AEKRPFIDEAKRLRAVHMKEYP 
DYKYRPRRKTKTL 


23541 


53909 


A 


23676 




264 
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SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23542 


53910 


A 


23677 


1 


2377 


MDDTFLN YKYKN KCGPKHIKK 

KEEEEEEDNNSNDSKNKDKTLT 

TGSSGSAKIFLMRGGRRQLLLP 

TLSLCLLSVQRSPGSHESGPPQS 

MNPRLSPQGKYLKNDFLDVIG 

MCDIACHLVVELLVGNNGNFL 

AHAFAHVEVVAQQNQRENAA 

RPNGGSVMIGQGASLRTCQSRV 

LRVARGGPSPNPGESEQGLFTV 

AAPAPGAPSPPATLAHLLPAPA 

MYSLLETELKNPVGTPTQAAGT 

G GP A APG GAG KSSANA AGG AN 

SGGGSSGGASGGGGGTD\QDR 

VKRP\MNAFMVWSRGQRRKM 

APENPKMHNSEISKRLGADWK 

LLTDAEKRPF1DEAKRLRAVHM 

KEYPDYKYRPRRKT1CTLLKKD 

KYSLPSGLLPPGAAAAAAAAA 

AAAAAASSPVGVGQRLDTYTH 

VNGWANGAYSLVQEQLGYAQ 

PPSMSSPPPPPALPPMHRYDMA 

GLQYSPMMPPGAQSYMNVAA 

AAAAASGYGGMAPSATAAAA 

AAYGQQPATAAAAAAAAAAM 

SLGPMGSVVKSEPSSPPPAIASH 

SQRACLGDLRDMI S1TGRENIFV 

VGDPAACLLPIEMEETFLPWPL 

GFEDRLHLEGPRPVQEIPSFLRK 

VPNCGQWLLQTPSVEPADPWE 

NPQAFPPSLQQEQPCLSLIVGIF 

VEAFGGRGRWGSKGKKPKRYR 

TVE WM RIHQPS1 CCLQETHLTR 


23543 


53911 


A 


23678 


1 


399 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possihle nucleotide 


23544 


53912 


A 


23679 


3 


1216 


LGNKRAGLRRADGEAPSALPY 

CYFLQKDAEAPWLSKPAYDSA 

ECRHHAAEALRVAWCLEAASL 

SHPvPGPRSGLSVSSLRPTRKMA 

TTFLAHEK.1 WFDKFK YDDAERR 

FYEQMNGPVAGASRQENGAVT 

VILRD1ARARENIHKSLAGSSGP\ 

GAS\SGTSGDHGELVVRIASLEV 

ENQSLRGVVQELQQAISKLEAR 

LNVLGKELRLAHRGTAPQTQH 

VSPMR\QVEPP\AKKPATPAEDD 

EDDDID\LVGRDNE\EEDKEAA 

QL\REER\LR\HYAEKKAQESLP 

LGGQVPPSLLDVK\PWDDESDM 

AQLEACVRSIQ/LGTGRSWGAS 

QM VA VG YG\1 RKLQIQC V VEDD 

KVGTDLLEEEITKFEEARARSV 

DIASFSTRSEALK.CVYVAHVRE 

GPCTRSKDLRPAKKKKKK 


23545 


53913 


A 


23680 


1 


2066 


MAAALRAPTQVSAASSRPPLPS 

PPETEGRVKGFLQPGPHCPAQC 

LCSGDDGSNEDLEQKREVIFPR 

PHEAPVAEHRQQTVGLRELVAI 

PKRKEETTAI VQVF V A FED VAI 

YFSQEEWELLDEMQRLLYRDV 

MLENFAVMASLGCWCGAVDE 

GTPSAESVSVEELSQGRTPKAD 

TSTDKSHPCE1CTPVLRDILQMI 

ELHASPCGQKLYLGGASRDFW 

MSSNLHQLQKLDNGEKLFKVD 

GDQA SF MMNCRFH VSGKPFTF 

GEVGRDFSATSGLLQHQVTPTI 

ERPHSRIRHLRVPTGRKPLKYT 

ESRKSFREKSVFIQHQRADSGE 

RPYKCSECGKSFSQSSGFLRHR 

KAHGRTRTHECSECG\KSFSRK 

THLTQHQRVHTGERPYDCSEC 

GKSFRQVSVLIQHQRVHTGERP 

YECSECGKSFSHSTNLYRHRSA 

HTSTRPYECSECGKSFSHSTNLF 

RHWRVHTGVRPYECSECGKAF 

SCNIYLIHHQRFHTGERPYVCSE 

CGKSFGQKSVLIQHQRVHTGER 

PYECSECGKVFSQSSGLFRHRR 

AHTKTKPYECSECEKSFSCKTD 

LIRHQTVHTGERPYECSVCGKS 

FI RKTHLIRHQTVHTNERP YEC 

DECGK.SYSQSSALLQHRRVHT 

GERPYECRECGKSFTRKNHLIQ 

HKTVHTGERPYECSECGKSFSQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSIN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23546 


53914 


A 


23681 


1 


468 


MAAQVGAVRVVRAVAAHEEP 
DKEGKEKPHAGVSPRGVKRQR 
RSSSGGSQEKRGRPSQEPPLAPP 
HRRRSQPPTSWAAAVNDM/PAP 
TVPGPVEPLLLPPPPPPSLAPAG 
PADDAPLPAPSTSGLFTFSPLTA 
SAAGPKHKGTQGAAQAPSPPRP 
RW 


23547 


53915 


A 


23682 


950 


1326 


RPESQRANGVDSGPNLKTVPQP 
DTRKGS VLK WI S KRGKPL A V EI 
EESHCL\CLPLRTECLGIKP\1VH 
LFSCTRPVIVPSLELNYDVDS1A 
HMFVADLLLMITLPSYDIPFYC 
LVFQNLLVLEFQYL 


23548 


53916 


A 


23683 


271 


918 


NQGLRDLGLCR1CLVNKMFTSS 
1LGKGHRHSLVSIKQEHSALRK 
AAG\PLPLKVGYC\QGFSPCDSL 
KYGVSWDEKDLTVPQPDTHKGS 
VLRWISKRGKPLAVEIEEG\HCL 
PELPPGELECPG/ILKHGLYHWS 
SSEMGE\NRPMVG\ARHVYSNA 
ALLFFTALR1FGQRRNINLGLRA 
HPGMVPPLELNYD1DSSAHM/FF 
LADLLLIITLPSYYIPFC 


23549 


53917 


A 


23684 


1 


942 




23550 


53918 


A 


23685 


346 


1753 


TWIPLSRTGRRFPVFSCSSSRYV 

AA1SFHKRWKEGRCFGRTRGE 

MGWEGRSRSLKELNTRNDWNP 

GERELDFWRKITRFKEAASWTL 

EALEEAGSTARRRVWLEDGRR 

TCE1LSVLCTSSLSSNCASLDCV 

TYKALSTTRLYDSVYWNKKPE 

RSSSPATEQSWTENDFDKLREE 

GFRRIVNYSELKEEARTHGKEVI 

NLEKK\LDERLTRJTNAEKSLKD 

LMELKTMARELRDECTSFSSQF 

DPLEERVSVMEDQMNEMKVQE 

EKFREKRIKRN/EKQSLQEIWDY 

VKRPNLHLIGVPESDRENGTKL 

ENTLQEIIQENFPNLARQAMQ1 

QEIQRTPQRYSSRGATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

HKGKPIRLTADLLAETLQARRE 

WGPIFNILKEKNFQPRIAYPAKL 

SFISEGEIQYFADK.QMLRDFVTT 

RPALKELLKEALNMERNNWYQ 

PLQKHAKW 


23551 


53919 


A 


23686 


73 


327 


GALQPTAALWEPLSGLAKAAA 
RSLSLQGGVEGDARAGTGAAR 
GACGPAGVPGGRGLGGPALGA 
AGRPGP*LPSRGAGLGTAARHA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


^Wiim 

codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23552 


53920 


A 


23687 


322 


402 


DQEPTNSGHIGNLEQCLGHGYQ 
R*LFP 


23553 


53921 


B 


23688 


545 


3063 




23554 


53922 


A 


23689 


1 


579 


MKHEKRDRCAELTAILLNEQAS 
PMCTIVLGYTGTSTITLPRTSCH 
FAPRLSNSQQHSSYQVGHKPES 
YCVRNWWVLGLTDFKNEAAD 
PHNSGGQLASPSGSRTGAAGG\ 
VPASPAPCARTPQPLGGRWDW 
AP\GTGGGIRRGGSGCTGTHGG 
GGRLRHGGLQSGGLPRGKAAK. 
ARREIESSAGYSNSSSKCSII 


23555 


53923 


A 


23690 


399 


592 


KCIHFPGPTPKFVCGVIVVTAVP 
/TFGM*TVYV**LPFSILAQNVG 
♦RDDCDPG WK LNLFYA KKKK 














DRV/RPLRKNFQRNDQTAAFTV 
H ENPLLCSYRC WYPGKQEQKK 
IK.PQRGGKNRAEKLETLKSRAP 
LLFQRNAVPHQQRNKAGWRM 
TLTS 


23557 


53925 


A 


23692 


29 


484 


CSFFLVSMVFTFWHDFAAAGTS 
CSFPCLVLSFRSSFRAGLVVTKS 
LSICLSVKYFISSSLMKLSLAGY 
EIVG*KFFSLRMLNIGPHSLLAC 
RVSAERSAVSLMGFSLRVTRPF 
SLAALNIFSFISTLVNLTIMCLG 
VALLEKYLCGILCVS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23558 


53926 


A 


23693 


182 


2076 


MQEWLRLTARKTELSRDSRSC 
GQLKTSLL1SLLVESTQGRH*SF 
L/VWTQTHSGGDGWRVAKAW 
RPKYHDTQLGGEKEEPQGHHA 
SDCRWRAQPHCRTLSAAVVNV 
AGFTVTFELRCLTLMKMREKD 
HHLCDNDIVLFPPDTAFPLDCL 
LSCIHSTVHGLLRWNAIQYLAS 
RSESHPERSEGGTPDRNGHPAL 
SLASFNGAQQDRRTVQSLGEKP 
GLPEEMAAFMAGTEKEQNELG 
IEFFQLIIPASKRTHSENALFSHS 
GDDTECSRSGQGSPPSYSRGPP 
RRTFILATQPLCSKEAQTSPHEQ 
PTRTEKNRGSHLYHKSPCDHAS 
PGMSVTMSGMQQALPRQLTTL 
TFYPPAFRS1KIFRIMILKTEMLH 
THARSQEALLKDSSKTMLHSTL 
PSCVRKSNYHHRERKIKTKEAF 
PAK1HRSRNQGMKVEVAPLTIT 
SSDPLAEFLLPVTVTLCSASLEV 
LAPEGGMLSPGDATMIPLNWK 
LTLPPGHSGLLLPLSQQVKKRV 
PVLVGVIDLDYQDEIDYYSSMK 
ERSSSPATEQSWMENDFDELRE 
EGFRRSNYSELREE1QTKGKEV 
ENFEKNLEECITRITNTEKCLKE 
LMELKTKVRELREECRSLRSRC 
DQLEERV S AMEDEMNEMK 


23559 


53927 


A 


23694 


933 


1118 


RVERRRLQTIKLLRATGGNSNQ 
RQRS*KL*KKFRRMYN*NNQY 
REVLK.GADGAESQGSRTT 


2356Q 


53928 


— 


23691 





250 


WCHTKLDGLSLFGESVALEEA 
GGQTALWLMRFLSRKANYVD 
K1TTREVGHRE*LMSSRLHSR* 
WAASSVCSSSCVLLPSSHS 


23561 


53929 


A 


23696 


1017 


1230 




23562 


53930 


B 


23697 


62 


1069 




23563 


53931 


A 


23698 


216 


582 


1LVPTLFWLGEFLLRDPLLV*W 
ASI*G*PD/AFSLAALNIFSFISTL/ 
RESDNYVSWSCSSRGVSL*RSL 
YFLNLNVGLPCQIGEVLLDNIL 
QSVFQLGSILPVTFGYTNQMQI 
WFHFIHFIFHH 


23564 


53932 


A 


23699 


434 


681 


TLACLARLGKFSWIISCRVFSNL 
VPFSLSLSGTPIRRRFGLFT*SHI 
SWRLCSFLF1LFSLNFPSRFISFV 
SSSITDTLSSS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23565 


53933 


A 


23700 


290 


1231 


RSFRAIGEVGSIRGWGGGYAAQ 

LQSPSRLPVLGGGKKGGSRGV 

GQGSSRAEVGLGSQRERSGTCG 

AEAAAAAAQLIAGTGSSLPYQG 

PGQNQTAIAPTCAPLSPCKAAA 

VIMGNIFGNLLKSL1GKKEMRIL 

MVGLDAAGKTTILYKLKLGEIV 

TTIPTI G FN VETVE YKNI SFT V W 

GCG VARDKM RPL\WRH\YFQN\T 

QGFDILWSDSN\DR\ERVNEA\R 

EELVMKNAGAETSLRJDAVLPFL/ 

FGN K.TDLRNAMNA AG\1QDKL 

G\LHSLRHRN WYI\QATCATRG 

N\G LY EGLH WL ANS VPKQE V ES 

RTALTKHPNRP 


23566 


53934 


c 


23701 


164 


208 




23567 


53935 


c 


23702 


1 


381 




23568 


53936 


c 


23703 


43 


276 




23569 


53937 


c 


23704 




462 




23570 


53938 


c 


23705 


38 


121 




23571 


53939 


A 


23706 


77 


202 


QKNYTQRPLPLHGLLELEVTCR 
CWSWQPLLEPLELRP\RLSD 


23572 


53940 


A 


23707 


123 


209 




23573 


53941 


C 


23708 


1 


411 




23574 


53942 


A 


23709 


1400 


1809 


SSNPLSRPPLPTPVTPCPLLRLSL 
LRACCCCLFLPLRFFSCPLLCFL 
LCFFFSVCSPAHKNFKMPKPQW 
SG1PTGPPPSGSCFKCQKSGHW 
A\RNACSPGFLLSHVPSVWDPT 
GNQTVQLAWQPLLEPLEL*P\R 
LSD 


23575 


53943 


B 


23710 


76 


358 




23576 


53944 


B 


23711 


1 


606 




23577 


53945 


c 


23712 


272 


388 




23578 


53946 


A 


23713 


1 


259 


PGVRGAQGGPSIPRQCEESAIGP 
KFAWIISSFHWKQGMFNMEAP 
SSLFFVNMCAVKKQTTWGRPD 
RGFIWQPLPEPLEL*P\RLSD 


23579 


53947 


A 


23714 


684 


917 


GDFGLRQWGFLNIQSCHLQTGT 
I*LPLFLIEYPLFLSPA*LPWPELP 
TLCC1GVVREGISVLCQFSKGM 
LPVFAHSV 


23580 


53948 


A 


23715 


618 


683 




23581 


53949 


A 


23716 


306 


710 


DRVSLLTPRLGVQWPDPGSLQP 
RPPGFKRFYCLSLPSS*DYRHEP 
LLPAYFFPYRIIGWSRL 


23582 


53950 


A 


23717 


2 


88 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, '^possible nucleotide insertion) 


23583 


53951 


A 


23718 


972 


1967 


FPPGRGRGPGRPAGCSRGRARA 
CPKPVDHVKRPMNAFMVWSR 
AQRRKMAQENP\QMHNSEISKR 
LGAEWKLLTESEKRPFMDEAKR 
LRAMHMKEHPDYKYRPRRKPK 
TLLKKDKFA FP VPYG LGG V AD 
AEHPALKAGAGLHAGAGGGLV 
PESLLAN PEKA A AAA AA A AAR 
VFFPQSAAAAAAAAAAAAAGS 
PYSLLDLGSKMAEISSSSSGLPV 
LNMPNMHINSLGKNLALNLFV 
YNDANSMLDLCYDGVDGKGP1 
CFCATQGYED1FKAGYGSVVD 
YYNDG SDLTTPLEI ATV I PTFSN 
HPLMSQRPSTWRQNPPLAKRLP 
LTEDSDGDDH 


23584 


53952 


A 


23719 


2 


144 


RPQRRP/LPPPTGSPLKHPGGAS 
GAAGAPIGEPQHPGAVVSVRA 
WSLCS 


23585 


53953 


A 


23720 


219 


897 


PGR AG GTLG LG SRRDGTREKG 

VEETPHRLH ARTDTT APGCCG S 

PI G A PA APE APPG CFEG\PRWVE 

G VKKA SPPLPA ELIG WL VNFPL 

ARPVRPPSLSPGPPRRPPEGVCG 

SWPGRSEGERGKAKNTAESTPR 

QNLHRKYTIIVTHYQRNRK.GQ 

MSFSLVCEFHPSLADWTTVTA 

LTWTSPKDNSLTEESWLREGN 

VHRGMDEYVRAQSFLILMTLE 

NSGGSVVSK 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23586 


53954 


A 


23721 


937 


2730 


TNPHCHDHYYHHHHHCHHCH 

HHHHHCHHHHYHHHHHCRDH 

H YH HHHHCHHCHHHHHHCHH 

HHYHHH YHHHCHDH HYHHHH 

HCHDHHYHYHHHHCHDHHYH 

HHHHCHDHHYHYHHHCHDHH 

YHHHHHCHDHHYHHHHHCHD 

HHYHHH HHCHDHH YHYHHHC 

HHHRYHHHHHCHHCHHHHH/P 

HHHHHHHHCHHHHYHHHHHC 

HHHHYHHHHHCHHHHYHYHC 

HHHHYYHHHHCHHCHHHHYH 

HHHHCHDHHYHHHCHHCHHH 

H YH HH HH YHDHHYHHHHHCH 

HCHHHHHHH\DHHHHHLHCHH 

HYYHHHHHHHHHHYHHHHHH 

HLHCHHH YYHHH HHHHHHHY 

HHHCHHCYHHHYHHHHYHCH 

HHYHHHHHYHPYHYHQHHHH 

YHPHHYHHHYYHCHHHHDYH 

HPHHCHHHHHYHQHHYYPITII 

TTT1TTITT1I1TVTTTTFTTTTNT 

TAPTTTPVTA ITTTTTTTTTITTT 

TPIT1TTITNITTTTVTTTVI1TTTF 

TTT1HPYHHHHHHHPVT1TTTIT 

TATIITTTTSITSITTITTTIVTTIII 

TTTAATHHHYHPYYHHYHHHH 

HHHHTHSYYHYHHHHHHHCF 

HYHHHHYHHH 


23587 


53955 


A 


23722 


2348 


2571 




23588 


53956 


A 


23723 


4919 


5142 




23589 


53957 


A 


23724 


2 


370 




23590 


53958 


A 


23725 


588 


701 




23591 


53959 


A 


23726 


295 


521 




23592 


53960 


A 


23727 


2837 


3061 




23593 


53961 


A 


23728 


272 


436 




23594 


53962 


A 


23729 


239 


514 




23595 


53963 


A 


23730 


105 


367 


TGRPPELLLHLRSLSPPLL/CSSP/ 
TPPPQLPPPPVSLASGYPLLHPL 
ARYPACPLPPRRARTEQRGGEQ 
PGVGASPLPIPGRWPGTEAT 


23596 


53964 


A 


23731 


999 


1145 




23597 


53965 


A 


23732 


1084 


1893 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23598 


53966 


A 


23733 


1605 


2296 


HSIHSSVDHPENRIYRRKIEELS 
KRFTAIRKTKGDGNCFYRALVAI 
PYLESLLGKSREIFKFK.ERVLQT 
PNDLLAAGFEEHKFRNFFNALR 
AGRAQFYSVVELVEKDGSVSSL 
LKVFNDP\GASDHIVQFLR/LCF 
TSAFIRNRADFFRHFIDEEMDIK 
DFCTHEVEPMATECDHIQMTA 
LLQALSIALQVEYVD\GWIPALT 
QH VFLEAATPS V YM LYKTSQY 
NILYAADKH 


23599 


53967 


A 


23734 


529 


1830 


AGYGDRTMLARKSIIPEEYVLA 
RIAAEMLRKPR1RDRLPKARFIA 
KSGACNLAHKNIREQGRFLQDI 
FTTLVDLKWRHTLVIFTMSFLC 
SWLLFA1MWWLVAFAHGD1YA 
YMEKSGMEKSGLESTVCVTNV 
RSFTSAFLFS1EVQVT1GFGGRM 
MTEECPLAITVLILQN1VGLIINA 
VMLGC1FM KTAQAH RRAETL IF 
SRHAVIAVRNGKLCFMFRVGD 
LRKSM1ISASVRJQVVKKTTTPE 
GEVVPIHQLD1PVDNPIESNN1FL 
VAPL1ICHV1DKRSPLYDISATDL 
ANQDLEVIVILEGVVETTGITTQ 
ARTSYIAEEIQWGHRFVS1VTEE 
EGVYSVDYSKFGNTVKVAAPR 
CSARELDEK.PLPSLFRPSQK.SEL 
SHQNS\LRKRNS\HRRNNFHRRN 
N\SIRRNN\SSLMVPKVQFMTPE 
GNQNTSES 


23600 


53968 


A 


23735 


968 


1243 




23601 


53969 


A 


23736 


541 


1010 


SVTSCLKVTSVCLTSAAASCRH 

RRSVEEYLVS*K.LPM/WSRRRK 

AAALTES/V/CIVFWLASWMMS 

RWLHYPDWVTIIAQQVLMNVV 

SVMQADCRMNLLEIFLRWLMR 

KIFHNILRHFSQLLNVP1TRPFS 

W1LRPF 


23602 


53970 


A 


23737 


766 


1910 


LLTARLTWVSARLMSYVLLMC 

*LFPRLLSCLTTPPHCSFSICFVI 

CSRTL1LKGSSLMYVFCLPNTA1 

G G SSRV DRCRA ATSRGSSRVDL 

TL*KYSLVGPSVPLVSSV**SDW 

PLKLLLMTMMS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23603 


53971 


A 


23738 


581 


1434 


KLPMGVAVVKLLHLPKVIIVFW 

LASWMMSRWLHYPDWVTI1AQ 

QVLMNVVSVMQADCRJVTNLLEI 

FLRWLMRRASDICSSIHGD*EPL 

L/YAVFGKQNTYIRLEPFK.1NVL 

EQITKHIEKLQCGGVVK.QLSRR 

GNNQHISSTYD1NRADTQVRRA 

VNNYDI I VMSNSFNGQSEHQV 

WIDRKAGECLLHEYEDLVP1RD 

TLRLFPGG RYLPRA KH V APSE P 

DPEQDEQKLRFCKRHLYGKQP 

RSPVERVWDHGPTR1VGLIISLG 

PRSHSYRRSDNQTGTTVPLVSS 


23604 


53972 


A 


23739 


515 


774 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLILKGSSLMYVFCLPNTAIS 
GTTVPLVSSV*LLVWDHGPTRI 
VGLIIRLGPRSHSYRRS 


23605 


53973 


A 


23740 


322 


763 


CRMC*LFPRLLSCLTTPPHCSFSI 

CFVICSRTL1LKGSSLMYVFCLP 

NTAIVMALSPRGWRSK.FGMPV 

EDTSLSTPAAPMVDSLIARVGV 

MARGNAITLPVCGRDVKSTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDL 


23606 


53974 


A 


23741 


1 


127 


MKLMETLNQCFNAGHEMTKAI 
AIAQFNDDSPEARK1TRRWR1G 
EAADLVGVSSQAIRDAEK*RRL 
SPLHSLMMTARKRGK.*PGAGE 


23607 


53975 


A 


23742 


9 


437 


WLGLGNWKERLGTQTRMIWS 

QKTARRLCRTFSG1PAYSMCI/CI 

GMAERMWCDRNRERHTVSSSG 

GNRLPNPDWAPGPPR1VGLNIS 

LGPTVPTRIVGLIISLGPRSHSYR 

RSDNQTGTTVPTRIVGLILVLGP 

WSHSYRRSDY 


23608 


53976 


A 


23743 


766 


767 


LLTARLTWVSARLMSYVLLMC 

*LFPRLLSCLTTPPHCSFSICFVI 

CSRTLILKGSSLMYVFCLPNTAI 

GGSSRVDRCRAATSRGSSRVDL 

TL*KYSL VGPS VPLVSSV* * SD W 

PLKLLLMTMMS 


23609 


53977 


A 


23744 


573 


1085 


VCHQ1LTHLPALLSGARMMWD 
QLWRGRP*RRCQQPQCGG*WH 
CFWATAHHSPLDSTLNHLHCLP 
RGP 


23610 


53978 


A 


23745 


2 


379 


WLTRSSCSWRLPPRRKKKGAL 
V*PVWLPPGGVAVLLQLGCCV 
LQDVSCKRLCYNRKGQSEIVL 
MS*ITMWKLFPRPPLLPFSTCIC 
*KTCGKRGRSK*KVDILVLSIRF 
SAIKLEPLDCHENAWL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23611 


53979 


A 


23746 


575 


576 


TG I DSDQLNGRDWRRALSVSPA 
PDSGFPRCNGDEQAGI*LLGTG 
WAEKCHRLAFPPAGSTAGR 


23612 


53980 


A 


23747 




723 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVCSWKERPPGNSL 

NVSRMVWDHDPTRVVGLIIGL 

GPRSHLYCRSDYQQRSVTSVCG 

CMPAVDCCCVLLIHNILRTVM 

WTKYLVTQAVPAR*PGC1RCKC 


23613 


53981 


A 


23748 


1 


1 101 




23614 


53982 


A 


23749 


5 


205 


YCSSLSFTAAITSRAFLPDRR1TT 
PPATSPSPFSSAMPRRISGPIWTF 
ATSRR*TGTPFSLAFK.TM 


23615 


53983 


A 


23750 


1 


761 




23616 


53984 


B 


23751 


56 


2188 




23617 


53985 


A 


23752 


627 


1272 




23618 


53986 


A 


23753 


448 


2218 


VRRQRSDPERSDARMVRFCNL 
YI * RKN PFILH * LFR* TLRQTKPD 
NSAGKCVKI 


23619 


53987 


A 


23754 


171 


959 


AASRGPDAPGLEMAGNCSWEA 
HPGNRNKMCPGLSEAPELYRR 
GFLT1EQIAMLPPPAVMNYIFLL 
LCLCGLVGNGLVLWFFGFS1KR 
NPFSIYFLHLASADVGYLFSKA 
LFS1LNTGGFMGTFADYIRSVCR 
VLGLCMLLTGWLLMPAGWDE 
RGVRSERAWCTVETGRVHRSR 
VRVSRNTARDPANGLGHLLQS 
LGMPALEPGPTLG SALRWEFLQ 
TASPQLPVQPLHPAAATPQRSL 
RGRGRGPKARALGLGPRSTSYR 


23620 


53988 


A 


23755 


664 


838 




23621 


53989 


A 


23756 


2732 


3007 




23622 


53990 


A 


23757 


1522 


1706 


CHYFACMWSGCEVYS*SAPG** 
C*EDLSGLVRCRCLHSNAETPI* 
FAANADTSPRGPFLCR 


23623 


53991 


A 


23758 


537 


795 


ADCPLHMGRPCLID*GPCRTE*P 
RCAVVCLLWIAAVSCLSTT/SLR 
TGI/DGPKYLVTQAVPARYPGCI 
RCKCVAVDELASSDMRLPCS 


23624 


53992 


A 


23759 


2074 


2276 




23625 


53993 


A 


23760 


36 


206 


ECWIWCELGAELHHQP*ASSH 
WKSSYRQQSSLPRCRASQRTLH 
LLLQGWAVLGPLE 


23626 


53994 


A 


23761 


444 


725 




23627 


53995 


B 


23762 


1 


1212 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23628 


53996 


A 


23763 


11 


972 


RFSKSLLDSGVQLASPSGSRTG 

ATGGAAHSPARAPALHSPWAV 

DGTRGRLAGTAGLWSPRPAFH 

FKVSLSLPFSCVSSPFPGPPLGPS 

PRKHQMADDAGAGVGGRRPR 

GPRMG/NRGGFRRGFGSGIRHQ 

GCGCGQGQGQGRGVRGGKAE 

YKEWMTVTKLGHLVKDIKIKS 

LEEIYLFSFFKTSSSLKDEVLKI 

MLVQKQTHTSQCTRFKAFVAT 

GDYNGHISLGIKCSKEVATA1C 

GA1ILAKLSIVPACRGYWGNKIS 

KPHT1PCKVAGCCGSVLVCLIS 

VPRGTGIVLAPCEGDRGLRKSS 

PASLSPESCKDGSHSRSF 


23629 


53997 


A 


23764 


2 


260 


LLEECRSLRSRCDQLEERVSAM 
EDEMNEMK*EGKFREKRISPKR 
APERSAK.HGKEQPVPAAAKSC 
QN VNTI ETRKKLHQ LTSKITS 


23630 


53998 


A 


23765 


3 


1 150 




23631 


53999 


A 


23766 




1521 




23632 


54000 


A 


23767 




753 




23633 


54001 


A 


23768 




3351 




23634 


54002 


A 


23769 




1740 




23635 


54003 


A 


23770 




1353 




23636 


54004 


A 


23771 




1932 




23637 


54005 


A 


23772 




1221 




23638 


54006 


A 


23773 




1214 


MAKKQNRKTGNSKKQRASPPP 

KECSSSPATEENWTENDFDELR 

EEGFRQSNYSELWEDIQTKGKE 

VENFEKTLEECI TRI TNTEKCLK 

ELM ELKTKAQELRKECRSLRSR 

CDQQQERASVLEVLEVLAR\QL 

GRKRK*RVFN*EKRKSNCPCLQ 

TT*LYl*KTPLSQPKISLS**ATS 

AKSQDTKSMYKNHKHSYTPTT 

DKQRAKS*VNSHSQLLQRE*1MT 

*ESNLQES*NWISSLHLIQKSIQD 

GLKT*TLDLKPSKP*KKT*ALPF 

RT*AWARTSCLKHQKQWQQRT 

KLTNWI*LN*RASA/PAKESTV/S 

SEQATYNMGENFHNLLI*QRAN 

IQNLQ* TQTNLQEKNKQPHQKV 

GEGHQQTLLKRRHLCSQKTHE 

KMSIITGHQRNANQNHNEIPSH 

TSYNGNH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23639 


54007 


A 


23774 


1157 


2085 


QGRPTDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLIAAGTTGFPTGKRAVS 

ATQLMTQFSPAREQSWRKN/DF 

DELRK E/GFARSNYS\EKCLKEL 

MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KFREKRJKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

1QRTSQRYSSRRATPRHI1VRFT 

KVEMKENMLRAAREKGWVTL 

KGKPIRLTADLVAETLQARRE 

WGPIFEEP 


23640 


54008 


A 


23775 




1707 




23641 


54009 


A 


23776 




1899 




23642 


54010 


A 


23777 




2781 




23643 


5401 1 




23778 




831 




23644 


54012 


A 


23779 




3264 




23645 


54013 


A 


23780 




882 




23646 


54014 


A 


23781 




1853 




23647 


54015 


A 


23782 




550 




23648 


54016 


A 


23783 




831 




23649 


54017 


B 


23784 


64 


3436 




23650 


54018 


A 


23785 




1422 




23651 


54019 


A 


23786 




773 


MGKKQSRKTGNSKKQSATPPP 
KERSSSPATEQSWTENDFDELR 
EEGFRRSNYSELQEETQTKGRE 
VENFEKNLDECITRTTNTEKCL 
KELMELKAKAWELREECRSLR 
SRCNQLEERVSVMEDEMNEMK 
REGKFREKRIKRNEQSPQV1RD 
YVKRPNLRL1GVPESDGKM3TK 
LENTLQDIIQENFPNLARQANIQ 
IQEIPRTS/QRYSSEEHSIIGLIGR 
FPS* RTDMFRAPKKREQKRNNR 
KIQKEEGGRTAPTGI 


23652 


54020 


A 


23787 


1 


2775 




23653 


54021 


A 


23788 




2712 




23654 


54022 


A 


23789 


1 


1590 




23655 


54023 


A 


23790 


1 


547 


MGKKQNRKTGNSKKQSASPPP 
KECSSSPATEQSWTENDFDELR 
EEGFRRSNYSELREDIQTKGKE 
VENFEKNLEECITRITNTEKCLK 
ELMELKTKARELREECRSLSSR 
CNQLEERVPAMEDEMN EMKE 
D/GNRYDDRRQ/RKEEIM1KSW 
RFCCRHL1 RVVRG WGPSKYLWI 
TMVVTLAGNPQ 


23656 


54024 


A 


23791 


1 


710 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23657 


54025 


A 


23792 


1 


895 




23658 


54026 


A 


23793 




1938 




23659 


54027 


A 


23794 


1 


1413 




23660 


54028 


A 


23795 


985 


1219 


LCSGSVERCTESYLHSSHCLVQ 
QAG VTGDEGGSCY*DPPSH HRS 
HPRKLKKLCEQEFSVTSAPWRK. 
CRSLHGRFPGLP 


23661 


54029 


A 


23796 


1 


3570 




23662 


54030 


A 


23797 


1 


634 




23663 


54031 


A 


23798 


1 


4551 




23664 


54032 


A 


23799 




4721 


MHPSQRTPYQSRSPAT1FATVST 

FKSH KSNLETKHPQQ VPLS SLG 

LAANISSEDIESEAEDNGKWES 

VDRTSFFPALTSFQQSMIHKKI 

MTVFKSVEPEDGLGRPTLAFHE 

DRCQLSIQNSLDAGGGCPSMA 

APPAEVHELASGLISAAALLLSP 

A A SGRVSK HQHIPTG FPDPPKA 

LHKGKLTTRK.DI YTEN PSVHHH 

HQRPKVDKTTKMGKKQNRKT 

GNSKTQSASPPPKECSSSPATEQ 

SWMENDFDELREE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


23665 


54033 


A 


23800 


1 


2152 


MD1LGWASRAHKWKGRATGT 

HVFNLMREYLISLQCCASEQAA 

SPEHGASFRVWKSLGFQKLILS 

LICPQCLQSLTRETWM RFKSKK 

TKGPDLRLVMDANKWEFRRH 

ALRPALTFPNEGGDLGVEALPV 

ALPPEAHVGGVVLPAALVRGA 

HGEQLPAIPGPEEFALPAVQAR 

AARPERQVVVIVVNEAGVDPA 

GVEGLAPVPVLPGVRLEATAPK 

QPPRLPARLRAPLPSGRKLNAK 

CPRLRWGFFVQDGDGTELACL 

SEG DGGCCQE APLDHRPRRLRG 

LAGSAGAREAREPRLRPGDWG 

NRIARVRAPEEAAAALSRPARV 

AAALAKTHRREHRARSQKLVM 

SSVQQGKLTTRKDIYTENPSVH 

HHHQRPKVDKTTKMGKKQNR 

KTGNSKKQSAF\PPPKECSSSPA 

MEQTWTVDNDFDELREEGFRGS 

NYSELREDIQTKGKEVENFEKD 

LEEC1TRITNTEKCLKERMELKT 

KARELREECRSLRSRCDQLEER 

VSAMEDEMNEMKREGKFREK 

RIKRNEQSLQEIWDYVKRPNLR 

L1GVPESDV ENG TKLEN TLQDI I 

QENFPNLARQANVQ1QEIERMP 

QRYSSRRATPRH11VRFTKVEM 

KEKMLRAAREKGRVTLKGKPI 

RLTAVLSAETLQARREWGPIFN 

1LKEKNFQPR1SYPAKLSFISEGE 

IKYFIEKQMLRDFVTTRPALKE 


23666 


54034 


A 


23801 


1 


2109 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23667 


54035 


A 


23802 




2544 


MSVHSWKPSWIRPIRSLSPKRPL 

GTQGTSEVPPDTHICQTKFHSLS 

SGPLLLS VHPVG KLS A V VGRVF 

IHILSQRERRRRR.VISAFPSEVPG 

SSHQGVPDSGCRSVGAHPVREP 

KQGEALPHSGSPREGKLTNRKD 

IHTKNPSVHHHHQRPKVDKTT 

KIG KKQN RKTGN SKTQS ASPPP 

KECSSSPATEQSWMENDFDELR 

EEGFRQSNYSELRKDIQTKGKE 

VENFEKNLEECKTRITNTEKCL 

KELMELKTKARELCEECRSLRS 

RCNQLEERVSVMEDEMNEMK 

REGKFREKARIKRNEQSLQEIWD 

YVK.RPNLRLIGVPESDVENGTK 

LENTLQDI1QENFPNLARQANV 

QIQEIQRTPQRYSSRRATPRHI1V 

RFTKVEMKEKMLRAAREKDRS 

TRQKVNKDTQELNSALHQADL 

1DIYRTLHPKSTEYTFFSAPHHT 

YSKIDHIVGSKALLSKCKRTEII 

TNYLSDIISAIKLELRIKNLTQSR 

STTWKLNNLLLNDYWVHNEM 

KAEIKMFFETNENKDTTYQNL 

WDALKAVCRGKFIALNAHKGK 

QERSEIDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELKEIETQ 

KTLQK1NESRSWFFERJNKIDRP 

LARLIKKKREKNQIDTIKNDKG 

DI TTDPTE1 QTTIRE Y YKHL YAN 

KLEN LEEMDTFLDT YTLPRLNQ 

EEVESLNRP1TG SEI VAIINSLPT 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23668 


54036 


A 


23803 


1 


1886 


MKENFKHRHVVAFISSQEAQE 

DSREEEDRLESRFYFLFLLELSY 

KTTGLNREPTVSLNSKSGTPMD 

QNEHSHWGPHAKGQCASRSEL 

RIILVGKTGTGKSAAGNSILRKQ 

AFESKLG SQTLTKTCSKSQG S W 

GNREIVIIDTPDMFSWKDHCEA 

LYKE VQRC YLLSAPG PHVLLLV 

TQLGRYTSQDQQAAQRVKEIF 

GEDAMGHTIVLFTHKEDLNGG 

SLMDYMHDSDNKALSKLVAA 

CGGR1CAFNNRAEGSNQDDQV 

KELMDCIEDLLMEKNGDHYTN 

GLYSLIQRSKCGPVGSDERVKE 

FKQSL1KYMETQRSYTALAEAN 

CLKGAL1KTQLPKVDKTTKIGK 

KQSRKTGNSKKQSTSPPPKERS 

SSPAM EQSWTENDFDELREEGF 

RRSHYSELPEDIQTEGREVENFE 

KSLEEC1TRJTHTEKCLKELMEL 

KTKARELREECRSLRSQCDQLE 

ERV S AM EDEMN EMKREG KFKE 

K\RIKRNEQSLQEIWDYVKRPN 

LRL1GVPESDAENGTKLENTLQ 

DRIQENFPNLARQANGFCRFRN 

HHQTGFSPAGANQRGPLAATLS 

GPGGEGQSAVARLTGEKKNHP 

GAQYANRLSPRVGRF1NRSWH 

DRFPDWKAGTGLKSA1FAWE 


23669 


54037 


A 


23804 


1 


4134 




23670 


54038 


A 


23805 


1815 


1849 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23671 


54039 


A 


23806 


1 


4016 


MGKKQNRKTGNS\KTQSAFP\P 
PKECSSSPATEQSWMENDFDKL 
REEGFRRSNYSELR\EDIQTKGK 
EVENFEK\NLEECIT\RITNTEKC 
LKELMELKTKGSRNYVKECR\S 
LRSRCDQLEERVSAMEDEMNE 
MK*EGKPREKRIKRNEQSLQEI 
W\DYVK\RPNLRP1GVSESDGEN 
GTKLENTLQDIIPENFPNLARQA 
NVQIQEIQRTPQRYSSRRATPRH 
I L VRFTK VE MKEKM LRA ARE K 
G Q VTLKGK PIRLT AD L S AETLQ 
ARRE WGP1FN ILKEKN FQPRJSY 
PAKLSF1SEGEIKYFIDKQMLRD 
FVTTRPALKELLKESLNMERNN 
WTSKQ11QEDGYSEEEGWLCRA 
V1YSHTLQAIMA1VKATGNLQT 
DFANPFHTDDARQQFAMSYTV 
VGQGALPEDLSRCHLQTEAVQ 
RH PESLGCPLDLLHGMPVSSCF 
GYPQDTSSTV 


23672 


54040 


A 


23807 


2059 


3153 




23673 


54041 


A 


23808 


6 


188 




23674 


54042 


A 


23809 


3 


1014 


VACRPLPRRRAQPATFIPRVAV 

KMALVASVRVPARVLLRAGAR 

LPGAAFGRTERAAGGGDGA\RP 

\FGSQRVLVEPDAGAGVAVMK 

FKNPPVNSLSLEFLTELVIS\LEK 

LENDKSFRDVILTSD\RPGVFSA 

GLD\LTEMCG\RSPAHYAWVLE 

RPVQELWLRLYQSQLWLVSAI 

NGA\CPAGG\CLVALTCDYTIL\ 

AGNPRYC1GLNE\TQ\LGIIAPF\ 

WLKDNPWRTPIGHRAAESA\LQ 

LGLPLPPPAEALQVGIVDQWVP 

\EEQVQSTALSAIAQWMAIPKP 

MAHK\LTKAIMRKGQGPPAWS 

RKGYADVQNFWSF1SKDSIQKS 

LQMYLERLKEEKG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23675 


54043 


A 


23810 


1 


2665 


MTTSIRQFTSSSSIKGSSGLGGG 

SSRTSCQLSGGLGAGSCRPGSA 

GGLGSALGGSSYSSCYSFGSGG 

GYGSSSFEGVDGLLVGGEKAT 

MQNLNDRLASYLDK.VRALEEA 

DTELEVKIRDWYQRQAPGPAR 

DYSQYYRJIEELQNKPPPSDDLT 

TLPSPLILTATVDNANILLQNDN 

AHLAAADFRTKFETEQALCLSV 

EADINGPCRVLDELTLARADPE 

MHIENLKEELAYLKKNHEEMN 

APRGQVGGE1NVEMGAAPGVD 

LSRILNEMREQYEKMAEKNRK 

DAEDWFFSKTEELNREVATNSE 

LVQSGK.SE1SELRCTMQALEIEL 

QSQLSMKASLEGNLAETENRY 

CMQLSQIQGL1GSVEERLAQLL 

CEMEQQNQEYKILLDMKMRLE 

LE1TTYHRLLEGEDAQTVQHTP 

GSPCVPEWAHDRCSLPAQLDE 

WSCQAQRGICGHRRENCWERIP 

SQSCFYRPTARSLTSLLGTMST 

CSHQFTSSRSMKGSCSIGGSIGG 

GSSRISSVLAGGSCHAPSTYGG 

ASCGLGGGYGGGFGSSSSFASG 

FGGGYGGGLGAGFGGGLGAGL 

G G GF AG GDGLL VG SEK. VTMQH 

LGDRLASYLDKVRALEEANAD 

LEVKIRDWYQRQRPSE1KDYSP 

Y FKT1EDLRHK 1 I A ATIEN AQPIL 

Q 1 DN ARLAADDF RTN YEH EL AL 

QQTVEAGVNGLCREMLALRGQ 






A 


2381 1 


222 


548 


TLPCGDHHHSQDPARLPSWHD 
LLQERSEKCGSQDWQRDSVQP 
GVSYQFCCVPWPAGRSPQPRH 
CWGCCGTEASYDSGPSLSTPG 
GGQLQGSV*GPDGAGLQNSHR 


23677 


54045 


A 


23812 


2 


165 




23678 


54046 


A 


23813 


1 


665 




23679 


54047 


B 


23814 


1 


1673 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23680 


54048 


A 


23815 


1 


331 


ARQLRTSAMTMPVNGAHKDA 
DLWSSHDKMLAQPLKDSDVEV 
YN1IKKESNRQRVGLELIASENF 
ASRAVLEALGSCLNNKYSEGYP 
GQRYYGGTEFIDELETLCQKRA 
LQAYKLDPQCWGVNVQPYSGS 
PAN FA VYTALV EPHGR1 MGLDL 
PDGGHLTHGFMTDKKKISATSI 
FFESMPYKVNPDTGYINYDQLE 
ENARLFHPKLIIAGTSCYSRNLE 
YARLRKIADENGAYLMADMA 
HISGLVAAGVVPSPFEHCHVVT 
TTTHKTLRGCRAGMIFYRKGV 
KSVDPK.TGKE1LYNLESL1NSAV 
FPG LQGG PHNH AI AG VAVALK 
QAMTLEFKVYQHQVVANCRA 
LSEALTELGYKIVTGGS/CVISG 
GAGKPG*FSHQDGTGTSQDGG 
RRPFLHHTLSY 


23681 


54049 


A 


23816 


3 


1709 


SHPTPRETPTGVEGQATPSVLG 

AAPA SQAKATPTLGRPHASDR 

GEVAQLDEWSCQAQRGICGHR 

RENCWERIPSQSCFYRPTARSLT 

SLLGTMSTCSHQFTSSRSMKGS 

CSIGGS1GGGSSR1SSVLAGGSC 

HAPSTY/GGGLCVSFSRFSFGGA 

CGLGGGYGGGFGSSTNFWS\GF 

GGGYGAGLGAGFGGGLGAGL 

GGGFAGGDGLLVGSEKVTMQH 

LGDRLASYLDKVRALEEANAD 

LEVK1RDWYQRQRPSEIKDYSP 

YFKTIEDLRHKIIAAT1ENAQPIL 

Q1DNARLAADDFRTKYE\HELA 

L RQTVE ADVNGLRRVLDELTL 

ARTDLEMQIEGLKEELAYLRKN 

HEEEMLALRGQTGGDVNVEM 

DAAPGVDLSRILNEMRDQYEQ 

MAEKNRRDAETWFLSKTEELN 

KEVASNSELVQSSRSEVTELRR 

VLQGLEIELQSQLSMKASLENQ 

L\EETKGRYCMQLSQIQGL1GSV 

EE\QLAQLRCEMEQQSQEYQIL 

LDVKTRLEQKYCHPTAALLEG 

EDAHLSSQQASGQSYSSREVFTA 

SSSSSSSRQTRPILKEQSSSSFSQ 


23682 


54050 


A 


23817 


2 


365 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23683 


54051 


A 


23818 


1 


464 


RRWRICSTWTRSFATAWLPPAP 
SANFPRTDRSQGDRGAPAGFAL 
APILEFFLWDTSSQKFLQKPHCF 
MHGRERAKMGRRAQQESAQA 
ENHLNGKNSSLTLTGETSSAKL 
PRCR/QGGWAGDSVKASKFRR 
KASEEIEDFRLRPQSLNGSDYG 
GDIP 


23684 


54052 


A 


23819 


384 


805 




23685 


54053 


A 


23820 


3 


392 


MKYSAIQTLDGEIDLKLLTKVL 
APEHEVR*VQWWQQFPGLSTL 
A IPINP AELPG LA LCLP*RPWNG 
REKVSLQLREKALSLSYPAKPF 
L\EDDVGWDWDHLFTEVSSEV 
LTE\WDPLQTEKEDPAGQARHT 


23686 


54054 


A 


23821 


63 


785 


GP1RGPWGPGFGGWGGATPPAP 

TSLRRLRAAGLAPRRRAKMGR 

RAQQESAQAENHLNGKNSSLT 

LTGETSSAKLPRCRQGGWAGD 

SVKASKFRRKASEEIE\DFR\LRP 

QSLNGS\DYGGDIPI\IPDLEEVQ 

EEDFVLQV\AAPPSI\QIKRVMT 

YRDL\DNDLM\KYSAIQTLDGE 

D/l DLKLLTQK/VLA PEHEVRER 

NPSWQDDVGLGTWGPICSTEV 

SLRRSFTEWDP\LQTEKEDPGG 

Q\ARHT 


23687 


54055 


A 


23822 




441 


MSFNCSTRNCSSRP1GGRCIVPV 
AQVTTTSTTDADCLGGICLPSSF 
QTGSWLLDHCQETC/CGCQPLG 
GISSVCQPVGGISTVCQPVGGV 
STVCQPACGVSRTYQQSCVSSC 
RR\PAKCVGASERIKTPRPASCF 
QDLPACCLSLNSSS 


23688 


54056 


A 


23823 


1 


538 


PTRPLQQATCSPLSDIMSFNCST 
RNCSSRPIGGRCIVPVAQVTTTS 
TTDADCLGG1CLPSSFQTGSWL 
LDHCQETCCEPTACQPTCYRRT 
SCVSNPCQVTCSRQTTC1SNPCS 
TAPTAGRSP/CVSSGSQPLGGISS 
VCQPVGGISTVCQPVGGVSTVC 
QPACGVSRTYQQSCVSSCRRTC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23689 


54057 


A 


23824 


832 


1885 


AEWDAADKAHVGPGRSPRQPL 
PHVGRRRAAHTTGRGRRTAGC 
APAPARTLCILSILGPWCVLPHL 
PTLCLGQAQAASCSQGAHGCF 
AGCSCT/GTSASHPV/CCKCPLH 
PVCTLADVHGCITSGFSVISLPQ 
TCAPWTSWRKWSLSDSWQVD 
ACPESCCEPPCCATSCCAPAPCL 
TLVCTPVSCVSSPCCQAACEPSP 
CQSGCTSSCTPSCCQQSSCQPA 
CCTSSPCQQACCVPVCCKPVCC 
VPVCCKPVCCKP1CCVPVCSGA 
SSSCCQQSSRQPACCTTSCCRPS 
SSVSLLCRPVCRSTCCVPIPSCC 
APASTCQPSCCRPASCVSLLCRP 
TCSRLSSACCGLSSGQKSSC 


23690 


54058 


A 


23825 




3097 


MDEKRTRLQPEEADVPAYPKV 
ATVPQSEKKPSKYPLCSADAAV 
STTPPGSPPPPPPLPEPPVLKVLS 
SLKPAAPSPATAATTAAAASTA 
ASSTASSASKTASPLEHILQTLF 
GKKKSFDPSAREPPGSTAGLPQ 
EPKTTAEDGVPAPPLLDPIVQQF 
GQFSKDKALEEEEDDRPYDPEE 
EYDPERAFDTQLVERGRRHEVE 
RAPEAAAAEREEVAYDPEDETI 
LEEAKVTVDDLPNRMCADVRR 
NSVERPAEPVA 


23691 


54059 


A 


23826 


67 


442 


VKFFCLYLQSNEKPMKNFKQG 
SNNQL LMRSF WLLCG 1 DYKKPP 
PPPAPGPESVAPALSGPPPPAHS 
RGPRAVVRAVPPPPGPRHRSPAE 
PPPPPGTEPSVATYSIKASKRVS 
QQDRCHNLMKSQE 


23692 


54060 


A 


23827 


3 


657 


GERSRRWGPACGPGAAEKTPP 

CDAG AAG A A PG APGH AGNPG L 

GSGPDYD\GEATCMHLHPDDPC 

PAGAGCCPGSFEVAFPDAAEK 

MKKSLHSLKKGCYSRVCDLPL 

DCPGCDSDSGRQAMFSCIVNFQ 

LPKEESPIPGSSQEESSGPSHSEC 

DSVGVDWRGQRVSRKLQAPNH 

SLVLLVTSLFQETTKSHLNRTN 

DAVSPRKFKRLGALYWGKVEA 


23693 


54061 


A 


23828 


141 


246 




23694 


54062 


A 


23829 




609 




23695 


54063 


A 


23830 


1619 


1752 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23696 


54064 


A 


23831 


54 


470 


CSTM1M PS EMQRI APPRRQRH RS 
RAPSAHKMNRMVMSEEQMKL 
PSTKKAEPPTWAQLK.KLTQLA 
KKKAL ENTK VTQTPEN M LL A AL 
KTVSTVSAGVPSSSEESDHRER 
AMMTTVVLSK.RRGKCGEKKEI 
SDCYCVYVERS 


23697 


54065 


A 


23832 


213 


572 


1QWYPYQDTIDFLHRIRKNFFKF 
HMEPKKSLHCQDNPKPKEQSW 
MHHTT*LQTMLQGYSNQKRMP 
PHLGSEERLCPAAPSGR*GAPLP 
GRCAIFQV*SDSLSAGVPNSSEE 
TATIENGP 


23698 


54066 


A 


23833 


296 


583 




23699 


54067 


A 


23834 


2452 


4557 




23700 


54068 


A 


23835 


3 


266 




23701 


54069 


A 


23836 


31 


499 


ARVTAAVSAAAVAKRVWRDG 
FDCSGYYSLTTILLVQPTKRPVE 
GRTYADYESWNECMEGVCKM 
YEEHLK\RMNP\NGPSI/THNTTS 
0LFDF1D\DLADLSCLVYRA\DT 
QTY\QPYN\KDWIKDEDPTVLLS 
SGKAQQARE1IVVGSHWGGWG 
GAWDTGV 


23702 


54070 


A 


23837 


3 


323 




23703 


54071 


A 


23838 


366 


892 


PCVYSQFPAGEQCLKLHSPAEA 
SPPALE A SEAQTRKAPECG SG V 
PEVAGGSCPCLLLCLPRHQAVP 
TQGPGTYSPCTSHQPHIFPRPAA 
PHHLGLLQNPHNAASCIQCLYP 
AGVATTMPRRKAEGDAEGD/K 
AKVKDEPQRRPAKLSAKPAPPN 
PEAKPKNAPGVTLSLRGTATRF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23704 


54072 


A 


23839 


201 


1412 


LWKSRLTFKLAMSRVPSPPPPA 

EMSSGPWAESWCYTQIKVVK.FA 

SYMWDPSITLAFCREEMG\EV\I 

KSSTFSSGANDKLK.WCVLRVNP 

KG\LDEESKDYLVTFTCYLVSC\ 

PKSEVRANFKFSILNAKGEETK 

AMESQRVAYRFVQGKDWGFKK 

FIRRDFLLDEANGL\LP\DDKLTL 

FCEVSVVQDSVN1SGQNTMNM 

VKVPECRLADELRGLWENS\RF 

TDCCLCVAGHEFQAHKAILAA 

RSPVFSAMFEHEMEESKKNPSL 

KSM DVVEPEVFKEVMMCFI YTG 

KAPNLTKMA\NDLLAAADKYA 

L\ERLKVMCEDALCSNPV/SVEN 

AAE1L1 L\ADLH\SADQLKTQAV 

DFINYHA\GDVLETSGWKSMVL 

SHP/HNLVAEAYRSLAS\KQCPF 

LGTPTQNALKQSLK.ILLCC 


23705 


54073 


A 


23840 


1 


575 


FRHRK1 1 Y * N LLKQEDS1N VTEM 
TSIRASVDIL1PDPPPKDDEMDT 
DKQEKKEVPKCGFLPGNEKVL 
SLLAMVKPEVWTLKEKCIVV1T 
WIQHLIPKIEDGNDFGVAIQEK 
VLERVNA VKTK VEA FQTT1S/K 
MDYRALVHERDEAAYGELRA 
MVLDLRAFYAELYHIISSNLEKI 
VNPKGEEK.PLMY PTRD 


23706 


54074 


A 


23841 


1 


1092 




23707 


54075 


A 


23842 


130 


397 


EGVHSQVNLFPIKGNQTHVPAS 
HGTDSALPPTLQMDYRALVHE 
PD*AAYGELRAMVLDLRAFYA 
ELYHIISSNLEKIVNPKGEEKPF 


23708 


54076 


A 


23843 


20 


334 


VRLPGSTHAGGDRSSMAKPCG 
VRLSGEARIQVEVLRQNLFQEA 
\EEFLYRFLPQKIIYLNQLLQEDS 
LNVADLTSLRAPLDMPIPDPPP 
KDDEMETDEQEKKEGK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23709 


54077 


A 


23844 


1 


898 


MKQKVAAEAGRGQ1LQAKVLP 

SGTLSRLAEALFGVQTYDQDA 

YGFLTPSAQSMKVFCCLWKLV 

CKQLEGDVAQGLAIDGDVK.K.H 

SGLEWQVET1QNLVDSYMAIV 

NKNMQDLMPKTIIHLMINNTKE 

FIFSELLANLYSRGEQNTLMGE 

SAEQAQGRNEMRRMHHVLRE 

APSIIGDIKTTIVSTPTGSPKSSPT 

TQCRLPAVPPARPGLRSPAPGPL 

PAASTLGEAPVVPSTPGASPDPL 

GPPP\QVPSRPSRGPQPQDRMPC 

GLAGDLTVGFLEPTLQAIIRWS 

LLLRPPANSPESQS 


23710 


54078 


A 


23845 


99 


429 


FSDAAAVARQPSFGKALGAPQP 
A DTQPTPSMPPRC PG G SETKPK 
KAAGKDKSSDK\KNKTKKQMK 
AEKGGKEKQAEVADQETKDLS 
AENGDTENKESPASDEATEKDT 
KSD 


23711 


54079 


A 


23846 


1 


390 


TWMF1AAVFR1ASTWK.QPRYFS 
VGKQDQKRTSRKLQQTCSRGA 
*WLEGKLTNRKE*HQYQRKGH 
PRKNT1 QRSPTLKTKAN I ILNGQ 
KLEAFPLKTGTRQRCPLSPLLFN 
MVLEVLARSIRQEKEIKVFK 


23712 


54080 


A 


23847 


522 


733 


ASAADTQANRVWSGPIVRK.LQ 
QTCS*GS*LLQGKLTNRKDIHT 
KTPSVHH HHQRPKTLNQQRSK 
ETKKAIT 


23713 


54081 


A 


23848 


46 


330 




23714 


54082 


A 


23849 


1 


873 


MAEKKDPTKEPEKKHLLAWM 

NKLLYELDPKYKNDSNTDGSA 

VVHK1IIACDKPVSPPPSAMIGSF 

PRPSSEADAGAMLCVQPARTKI 

LG1LGLKATSLQYLRLHTG K.PL 

LPKIDESTKMGRNQPK.KAENSK 

NQNASSPPKDHNSSPVREQNR 

MQN EFDELTE VGFRRDRSSKR 

NSVVIKALPRHLINQGRSQEWR 

LGIGARDSPKTSGRRGKSPAGP 

NRTTVPEDEQA/GSRPRPIPTRQ 

ADPRTPPPTRSEKE/AQLSLATD 

QMCPSL APLIK* PQES* * WKQRI 

SI*MEHL 


23715 


54083 


A 


23850 


1075 


1350 


AIITANVFKFVS1DRGLVCNMEL 
EGSNCFIDVCSWTSEMKSKGTS 
RR*KIT*GNSSGSLPRDTQRSGH 
RNSSLCCERSKYGGSRVDIRRK 
VF 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23716 


54084 


A 


23851 


1 


956 


MEVLARVFRQEKEMKGIHIGK 

EEHKLFLFADNMTLCLEKTKDS 

VKKLVEQPSSFGSVDWLCLSSC 

SGSTHTPRPADVSPGSLPGPGQ 

TFGTREPPQAVSTKEASSSNLH 

APERT V AGLTFTTEQ V RALEG V 

FRHHQYLGPLERNWLAREMQL 

SEVQIKTWFQNRRMKHKRQM 

QDSQLNGPLSGSLHGPPAFHSP 

SSGLANGLQLLCPWAPLPGS/L 

WLPLGSFWGLRQMDQEALASS 

WASCCGQPLAYHPPRPGSGAH 

KLGPALSTGPRGLCALPETGDA 

FEETPPTTCLPHKRSVQ1ASDAY 

PEDSAVLFTSWRHLSP 


23717 


54085 


A 


23852 


1 


846 


MEAFDANYTFQSGPSAAGLLV 
FAGGPLQALCAWVSAVEAAEQ 
W1LQPSSFGSVDWLCLSSCSGST 
HTPRP AD V SPG SLPG PGQTFGT 
REPPQAVSTKEASSSNLHAPER 
TVAGLTFTTEQVRALEGVFRHH 
QYLGPLERNWLAREMQLSEVQ 
IKTWFQNRRMKHKRQMQDSQ 
LNGPLMGSFPGAPWLSTHHFLA 
LAKGLQ\LLCPWA\PLPGSPGCP 
LG SF WGTP\QM DQEAL ASS WA 
GCCG\QPLAYHPPRPGSGIDLPK 
GTQLSLRLFQDISSTRGDHRSG 


23718 


54086 


A 


23853 


3 


239 




23719 


54087 


A 


23854 


10 


1154 


RRAGFGGVRASGAMGTPPGLQ 

TDCEALLSRFQETDSVRFEDFT 

ELWRNMKFGTIFCGRMRNLEK 

NMFTKEALALAWRYFLPPYTF 

QIRVGALYLLYGLYNTQLCQPK 

QKIRVALKDWDEVLKFQQDLV 

NAQHFDAAYIFRKLRLDRAFHF 

TAMPKLLSYRMKKKIHRAEVT 

EEFKDPSDRVMKLITSDVLEEM 

LNVHDHYQNMKHVISVDKSKP 

DKALSLIKDDFFDNIKNIVLEHQ 

QWHKDRKNPSLKSKTNDGEEK 

MEGNSQETERCERAESLAK1KS 

KA\FSVVIQASKSRRHRQVKLD 

SSPLDSASGQGQVKATRKKEK 

KERLKPAGRKMSLRNKGNVQN 

IHKEDKPLS L SMP V 1 TEEEENE S 

LSGTEFTASKKRRQH 
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SEQ1D 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
cod on for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23720 


54088 


A 


23855 


16 


447 


VNCDKANCSTTCFNGGTCFYP 

GKCICPPGLEGEQCE1SKCPQPC 

RNGGKCIGKSKSVCEPGCGAH 

GTCHEPNKCQCQEGWHGRHCN 

KRYEASLIHALRP\AGAQLRQH 

TPSLKKAEERGDPPESNWIWVE 

LPTSGNVLSYTKFI 


23721 


54089 


B 


23856 


103 


1989 




23722 


54090 


A 


23857 




1295 


SGRGVSRHMADYLISGGTGYV 
PEDGLTAQQLFTGAAARDRLT 
YNNFLILPGFIDFIADKVDLTSA 
LTWKITLKMPLISSPMDAVTEA 
DMA1AMALMGGIGFIHHHCTPE 
FQANEVRKVKKFERGFIMDPV 
VLSPSHTVG\DVLEGK.MRIIGFS 
GUP1TETGTMG SKLDSHKQLLC 
GAAVGTREDDKYRLDLLTQVG 
VDVIVLDLSQGNSLYQMAMVY 
Y1KQKYPHLQV1GGNMVTAAQ 
AKNLIDAGVEGLHVGMGCSSIC 
ITQEVMAYSWPQGTAVYKVAE 
YARHFDHGEHGKALALGASTV 
MMGSLLAATTEVPSKYFFSDG 
VWLKKYRGMGSLDALEKSSGS 
QKQYFMEGDKLKIAQGVSSS1Q 
DKGS1QKFVSYLIAG1QHGCQD 
TGVCNLSVLLSMMYSGERKFE 
KWTMLAQIKGGVQGLHSYKK 


23723 


54091 


A 


23858 


770 


1008 


LAPSPCVRSKGRKESPDSR/RPL 
WLRPIAPALGPSGRRGLAPDSR 
LNPHRSLLGTGNYDVNVIMAA 
LQGLGLAAVWWDRRR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23724 


54092 


A 


23859 




1489 


MTRWSSYLLGWTTFLLYSYESS 

GGMHEECVFPFTYKGSVYFTCT 

H1HSLSPWCA TRA V YNG Q WK Y 

CQSED YPRCI FPF1 YRG KA YN SC 

ISQGSFLGSLWCSVTSVFDEKQ 

QWKFCETNEYGGNSLRKPCIFP 

SIYRNNVVSDCMEDESNKLWC 

PTTENMDKDGKWSFCADTSNL 

GMGVGPTPRHHRRASTRHSRPP 

PADPDGGGERPRTADDRQDDA 

TEDDGTRCRGRQTRTQATNAN 

ANHKKSNRTKPPPRHKPNKAK 

RHTKKETPQNT/CGTQDKNPDS 

GRPKLFRRAC1TSTGTRGELWT 

RSREHPAK\QGRRSGKQRLRPW 

DRMLSPDWHRAQRIAQVWKPE 

QEDGLSIGFGDQPGPHSDTSSR 

QQVRRSKATEMHVGGRVDFD 

DFVELMTPKLLAETAGMIGVQ 

EMRDAFK.EFDTNGDGE1TLVEL 

QQAMQRLLGERLTPRE1SEVVR 

EADVNGDGTVDFEGDIDGAWG 

RHGTQGPHWPWGLGDVRGEPL 


23725 


54093 


A 


23860 


283 


490 


GDIWMGTQPKPYHS\PPGPSPN\ 
PCPPHFKNQSMPSPKSPPKVFNS 
FPALTQKVHTSKVSSETRQVPS 
HL 


23726 


54094 


C 


23861 


82 


222 




23727 


54095 


A 


23862 


27 


454 


VDGR1 AGEITRRG SRARPRPGPQ 
CPPGRPGTAM1KAILIFNNHGKP 
RLSKFYQPYSEDTQQQI1RETFH 
LVSKRDENVCNFLEGG/LVFVE 
TLDKCFENVCELDLIFHVDKVH 
NILAEMVMGGMVLETNMNEIV 
TQ1DAQNKL 


23728 


54096 


A 


23863 


1 


403 


RGSRARPRPG PQCPPGRPGTAM 
IKAILIFNNHGKPRLSKFYQPYS 
EDTQQQ1FRETF/HLGSKKEEKG 
WNFLKGGLLIGGSDNKLDYRH 
YATVYFVF\GGDFSKRELGFLN 
L1QEFGEPLDKCFEKVWELDLIF 


23729 


54097 


A 


23864 


215 


599 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23730 


54098 


A 


23865 


2 


683 


GRIAGEITRRGSRARPRPGPQCP 
PGRPGTAMIKAILIFNNHGKPRL 
SKFYQPYSEDTQQQIIRETFHLV 
SKRDENVCNFLEGGLLIGGSDN 
KVLIYRHYAT\LYFVFCVDSSE\S 
ELGILDL1QVFV\ETLDKCFGNV\ 
CEIADLI FHV\DK V\HML\AEMV 
MGGMVLETNMNEIVTPIDAQN 
KLEKSEAGLAGAPA\RA\VSAV 
KNMNLP\EIPRNINIG\DISIK\VP 


23731 


54099 


B 


23866 


94 


726 




23732 


54100 


B 


23867 


94 


1146 




23733 


54101 


B 


23868 


1 


360 




23734 


54102 


B 


23869 


1 


1371 




23735 


54103 


B 


23870 


1 


639 




23736 


54104 


B 


23871 


280 


2391 




23737 


54105 


A 


23872 


3 


244 




23738 


54106 


B 


23873 


103 


285 




23739 


54107 


A 


23874 


70 


378 


MPLRILLMHGEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE\ 
EEEEEEEEEEEEEEEEEILQIKTK 
HYTTKEQEKEEQGIKLVQGSNN 
D/QEQEKKGEYKNTGEKNSMK 


23740 


54108 


A 


23875 


5 


156 


RKK.GGG/EREEEGEGEEEEEEE 
EEEEEEEEEEEEEEEEEEEEVVL 
LTPGTGAFDFKKH 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23741 


54109 


A 


23876 


1 


1808 


MEVLSIDNLAGHKVFYQKESHS 
WKQQKQDLMSGKRLSAANPLP 
ALLLPVLWTTGQAPSPGPGGDP 
ILQLWDDAQQMAGSPRTKKKG 
CTRNSQAARLSFQSRGGQGSLT 
EKMIFEQRFGGGKGESRKDAIA 
IIVVDIVTLQPCRTVEWVPTRPF 
RSLQGHFQGGLRRQQMMVME 
GVWVLSCAMDLTSPRDCLPFC 
VSLPVLLLSAPLCSCSTAGGSPV 
TSPHH FP VEGGLGRVRRC YINE 
PVVTTLGWESVCWVSFWLLLR 
IRYSTSGQAACHAESQELNPRG 
FGCLGHRNVTWVKCLLPALQP 
EGSVPFLELLEPFIFASASKTFV 
AANLVTWVACFLLVQAAFQLS 
E YRQG VG I PV ADRTGDAPTLGL 
S YE A DV AEG HGFFLDQES VIQI 1 
PEPLPQFYLCLLDAELTGVQGE 
PALPSMQIFSSPEAATGVHNDR 
GAEH FP V SRQPS AELGL RPMQA 
SQERK1NFPGPSPGFPPKRQNKT 
LSRREKKEEEKEEKEEEEEEE/E 
G EEEKEKEEEEEKEEEEEEEEEE 
GGEEEEEEEEEEEEEEEEEEEEE 
KWLYQYDPEDKAQSKQWLSR 
GGSGPVKAKADWWRAKEIHSL 
QPRQVIPGIPSM 


23742 


54110 


A 


23877 


459 


636 


IPGGSNGLEAEGPPPPPLPVAAV 
LA/AGSGGLAVASCAFTICALR 
WPGVPCSRVPIWTPS 


23743 


54111 


C 


23878 


183 


254 




23744 


54112 


A 


23879 


103 


335 


LGSGDLPWEINPLSSCSLLHEK 
DPPTTSGPQTDRPKEHLINFKSG 
ACYTCRKSGH*AK£CLQPGIPIK 
PHLICVGPH 


23745 


54113 


A 


23880 


159 


306 


LGSGNLP*E1NPLSSCSLFREEDP 
PTTSGPQTNQPKEHLTNFKSAA 
ED 


23746 


54114 


C 


23881 


80 


106 




23747 


54115 


A 


23882 


317 


427 




23748 


54116 


A 


23883 


353 


511 




23749 


54117 


B 


23884 


1 


320 




23750 


54118 


A 


23885 


1 


624 




23751 


54119 


A 


23886 


224 


355 




23752 


54120 


A 


23887 


872 


1003 




23753 


54121 


A 


23888 


1 


603 




23754 


54122 


A 


23889 


2 


214 




23755 


54123 


A 


23890 


459 


601 


DVDRHVRGSNFHUNEIRSLAAT 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23756 


54124 


A 


23891 


2 


267 


QWDGWGARKGMEWEDDLPLE 
FG RPT A SLLSDRPQPNSSRGSDV 
PFLAPPSLPCHSSACLAATPRAPG 
TLAQGSLTDSFPDLLGLAAED 


23757 


54125 


A 


23892 




299 




23758 


54126 


B 


23893 


1 


1470 




23759 


54127 


A 


23894 


134 


1276 




23760 


54128 


A 


23895 


2 


847 


PPPPRVLRTGGGASLTAQAPGT 
PRRPQEGEPVTPGRSLGLRSSCQ 
ASVSLLLPVIVACASLEPGRGR 
A FRDEG A WNTRV S A AVI SSQA 
QLLSSILVNSRRLSFSAHHTAFG 
TVALGEYAFRMF\RLSARLFG\E 
VT\RPTNS/RSLMKVVKLFSE/IW 
PLAKKKETYDW\YPNHHTY/AL 
ELMAGRLRFLGTLTEDEAFRDF 
MGMEAKTDLKEAFVGKGGNP 
KEREKGKRAAKKGNSCLVPSR 
RGDFLSSVAERRKLHLLSFPHIG 
GDVIFLNGSLFGRNTSHLLGEI 


23761 


54129 


A 


23898 


3 


1224 


MRRNKPRQRGVREARPAGGAG 

PGWRGARCSGAGEGGGGERRG 

SPPAALALAPASGPRRNFPPDA 

RCL1YQQIHQGAFLLAGSASLS 

A VTG VPEG EARFTED YCPEEK 

MFGFHKPKMYRSIEGQCISGA 

KSSSSRFTDSKRYEK\DFQ\SCFG 

LHETRSGDI\CNACVLLVKRWK 

KLPAGSKK\NWNHVVDARAGP 

S\LKTTFEPK\KVKTLSG\NRIK\S 

TQ1SKLQKEFK\RSNSDAHSTTS 

SASPAQSPCYSNQSDDGSDTEM 

A SG SNRTP VFSFLDLTYWKRQK 

ICCG11YKGRFGEVLIDTHLFKP 

CCSN KKA A AEKPEEQGPEPLPI S 

TQEWTECPDLSLVVSWRPPLSS 

LPAGCSLHGLAADWTTDMITV 

TTSKCREPSCQQEGSFQRRKAF 

PKRLPKMAEVQVLVL 


23762 


54130 


A 


23900 


69 


355 




23763 


54131 


A 


23901 


316 


830 


VSLSQTLHPPMTLQLSRYSRGW 
GLSSDRPRGAKAKVPSCFGTAP 
R/GPEAAPRLLAHHLVPAGRGS/ 
ARAPAPGWRLGSP\GAGRKGR 
DFRLPASGLAVSGEWDPIPWGY 
VGEVGGCSCQWFSPGVQQKRR 
RRKVWLGQPQDLPGPSALADK 
GPALAKADGQRVNVASVGLQP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


23764 


54132 


A 


23902 


1 


1044 


MSYKVTQEISKELRWISAVLVT 
WDLRGETGTRVCIAMGVSRMQ 
YSIMAKI VGSGNN LELNPAA DK 
LDNLGAQCGLASVKVSARAAP 
PFAPATLVALLEARAAELPLPPP 
PGVSLRCVEAPDVRGRGRGGG 
EGSGVTRLLLPPPPPSGASFLQR 
GRPVTPALFQ AGWG RA A DRPG 
PADLAGGAGGRSGGRRMLPRS 
PGAALRDRSALEDGfVEGYGPL 
GEPEEGSRSSFLESKVAFNYCN 
KVAPLDFGNEAVEQCHTMSDR 
KAVIKNADMSEDMQQDAVDC 
A\TQA MEKYN 1EKD I A A Y IKKEF 
DKKYN PTWHC 1 VGRNF\G S Y\ V 
PHTEDKHFIYFYLGQVAILVLFK 


23765 


54133 


A 


23903 


33 


427 




23766 


54134 


A 


23904 


72 


777 


EWKQAGEGGGGQRRGSPPAVL 

ALAPASCPRREMSYLPTNPPGSI 

LICWLGVSLSSHRSAGGGSAIY 

G\SYYPEEKMFVFHKPKMYRS1 

EGYCICRAKSSSSRFTDSKRYEK. 

DFQSCFGLH ETRSGD1 CN ACVL 

L VKR WTCKLPAG SKKKTG I M CN 

QSDDGSDTEMASGSNRTPVFSF 

LDLTYWKRQK1CCGINYKGRF 

GEVLIDTHPFKPCCSNKKAAAE 

KPEEQGPEPLPI STQEW 


23767 


54135 


A 


23905 


234 


989 


PKTSDQAYYCPEEKMFGFHKP 
KMY\RS1EGC\CISGAKSSSSRFT 
DSKRYEK\DFQ\SCFGLHETR\SG 
DRCNACVLLVKRWKKLPAGSK. 
K\N WNH V V D ARAGPS LKTTLK 
PKKVKTL\SGNRIK\STQ1SKLQK 
/ENFKR\HNS\DAHSTHPQVPSP\ 
AQSPLFTVNQFRWTGSDTGVG 
FPGSNRNHPVFSFLDL\TYWKR 
QKICCGIMYKGRFGEVLIDTHLF 
KPCCSNKKA\AAEKPEEQGPEP 
LPISTQEWVTEVFM 


23768 


54136 


A 


23906 


3 


1059 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=l!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23769 


54137 


A 


23907 


1 


1697 


MRPCALCWRSAVTAAPERAVL 

ESRGGAPDTPRRLHSFTQTRSLS 

PQAHAGPHTRLHPRQGHAHMR 

GGGRVTDTRRHIPNADVPRYK 

LTCTGGVTTFVALYDYESRTET 

DLSFKKGER\LQ1VNNTKGDW 

WLAHSLSTGQTGYIPSNYVAPS 

DSIQAEEWYFGK1TRRESERLLL 

NAENPRGTFLVRESETTKGAYC 

LSVSDFDNAKGLNVKHYKIRK 

LDSGGFYITSRTQFNSLQQLVA 

YYSMSHCPPFSAAGWYGGGCP 

EEPQKHA DGLCHRLTTVCPTSK 

PQTQGLAK.DAWEIPRESLRLEV 

KLGQGCFGEVWMGTWNGTTR 

VAIKTLKPGTMSPEAFLQEAQV 

MKKLRHEKLVQLYAVVSEEPI 

YIVTEYMSKGSLLDFLK.GETGK 

YLRLPQLVDMAAQIASGMAYV 

ERMNYVHRDLRAANILVGENL 

VCKVADFGLARLIEDNEYTAR 

QGAKFPIKWTAPEAALYGRFTI 

KSDVWSFGILLTELTTKGRVPY 

PGMVNREVLDQVERGYRMPCP 

PECPESLH DLMCQC WRKEPEER 

PTFEYLQAFLEDYFTSTEPQYQP 


23770 


54138 


A 


23908 




736 


MDPGAALQRRAGGGGGLGAG 
SPALSGGQGRRRKQPPRPADFK 
LQVIIIGSRGVGKTSLMERFTDD 
TFCEACKSTVGV\DFKIKTVELR 
GKKIRLQIWDTAGQERFSSITSA 
YYRSAKGMILVYDITKKETFDD 
LPKWMKMIDKYA\SEDADLLL 
VGNKLDCETDREITRQQGEKFA 
QQITGMRFCEASA1CDNFNVDEI 
FLKLVDDILKKMPLDILRNELS 
NSILSLQPEPEIPPELPPPRPHVR 


23771 


54139 


B 


23909 


84 


441 




23772 


54140 


A 


23910 


6 


254 




23773 


54141 


A 


23911 


1 






23774 


54142 


A 


23912 




187 




23775 


54143 


A 


23913 


3 


143 




23776 


54144 


A 


23914 


3 


481 




inn 


54145 


A 


23915 


1 


711 




23718 


54146 


A 


23916 


55 


381 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23779 


54147 


A 


23917 


240 


875 


GLSAESTPTSIMSMTLGYWDIR 
GLAHAIRLLLEYTDSSYEEKKY 
TMGDAPDYDRSQWLANEKFKL 
GL\DFPNLPY\LIDGAHKMHPEA 
TPFLCYIVARKHNLLLGETGRRE 
K 1 SS WDIL\ENQAMDVSNQLAR 
VCYSPDFEKLKPEYLEELPTMM 
QHFSQFLGKRPWFVGDKITFVD 
FLAYDVLDLHRIFEPNCLDAFP 
NLKDFISRFEVSCGIM 


23780 


54148 


A 


23918 


64 


774 


CLSAESAPTSTMPMTLGYWDIR 
GLAHAIRLLLEYTD\SSYEEKKY 
TMGDAPXDYDRSQWLNEKFKL 
G L\DFPN LPYL1 DG AHKITQSNA 
ILRYI\ARK\HNLCGGDRRREKIS 
CWDILENQVM\DNHMELVRLC 
YDPDFEKLKPKYLEELPEKLKL 
YSEFLGKRPCFLGVDKITFVDFL 
VY\DVLETK\QVFEPK\CLDAF\Q 
NLKDFISRFEGL\EKISAYMKSS\ 
RFL\QELVFSKMA VWGN K 


23781 


54149 


A 


23919 


163 


317 


LSPNNYYRKLPQKVKLE*RYHR 
LALFSFPTKKLTPEKVSLCCRFL 
EMGYIF 


23782 


54150 


A 


23920 


62 


255 


VRLTAQKSLGPLTSTHSLWGSA 
\RARHREPVG S VCGCDPCEQLL 
LLVSQLRAPGVDSAAAGRPV 


23783 


54151 


A 


23921 


173 


467 


KSRFCFFGV VLKLPKKLHIR* WI 
GATL*NQP*TIFQTDGDCSHQSL 
GPLPACDLWDQLHLRSKQGGS 
VCGCDPCEQLLLLVSQLRAPGV 
DSAAAGRPV 


23784 


54152 


A 


23922 


35 


548 


PRSCPSLSPGLSCLLQ/RLVNYQI 

SIKCSNQFKLEVCLLNAENKVV 

DNQAGTQGQ\LPAVGQARWGS 

GCRGAHTW\PLAVIGAADCTG 

QRGWEGV*AFPGLTEPVSSLFC 

GQDGD/CSPHSM*VLSHVVLWL 

LNGLC\SLVLGSVCGCDPCEQL 

LLLVSQLRAPGVDSAAAGHPV 


23785 


54153 


A 


23923 


1 


599 


MSPAGLVNYQISVKCSNQFKLE 
VCLLNAENKVVDNQAGTQGQL 
KG RPDG AQA V/VG AHT WRFGC 
RRCG*LHRSHWGL*LLHTPCGR 
PHCARHREPVAHSLLCSRAISGS 
EPHFWQCSVQ*PQLCVPGRVAT 
PLGELDSGDGDCSHQSLGPLPA 
CDLWDQLHLRSRQGGSVCGCD 
PCEQLLLLVSQLRAPGVDSAAA 
GRPV 


23786 


54154 


A 


23924 


290 


528 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23787 


54155 


A 


23925 


274 


571 


KSRFCFFG VVLKLPKKLHIR* WI 
GATL*NQP*TIFQTDGDCSHQSL 
GPLPACDLWDQLHLHSRQGGS 
VCGCDPCEQLLLLWSQLQAPA I 
DSAAAGRPV 


23788 


54156 


B 


23926 


204 


410 




23789 


54157 


A 


23927 


29 


330 


YLGVELVKSAYPFFQIHLSFPSC 
MWLCGLFLLFYIDFLTLMCGD 
KPLICKKHQLSASTCA/CTIC*G 
ALTLLMEIEQGPCDLSCASREV 
STARSLAELFSGP 


23790 


54158 


A 


23928 


259 


699 


ETSHQVMDRSNPVKPALDYFL 
NRLVNYQISVKCSNQFKLEVCL 
LNAENKVVDNQAGTQGQLKV 
LGANLWWPYLMHEHPAYLYS 
WEDGDCSHQSLGPLPACDLWD 
QLH LRSRQGGS VCGCDPCEQLL 
LLVSQLRAPGWDSAAAGHPV 


23791 


54159 


A 


23929 


245 


695 




23792 


54160 


A 


23930 


302 


745 


ETSHQVMDRSNPVKPALDYFS 
NRLVNYQISVKCSNQFKLEVCL 
LNAENKVVDNQAGTQGQLKV 
LGANLWWPYLMHEHPAYLYS 
WEDGDCFTPKALDPLPACDLW 
DQLVHLRSRQGGSVCGCDPCEQ 
LLLLVSQLRAPGVDSAAAGRPV 


23793 


54161 


A 


23931 


2 


293 


VFCHTDLRKNLTVDEGTMKVE 
VLPALTDNYMYLV1DDETKEA 
AIVDPVQPQKVVDAARKHGW 
KLTTVLTTHHHWDHAGGNEKL 
VKLESADLG IRLF 


23794 


54162 


A 


23932 


1 


441 




23795 


54163 


A 


23933 




630 




23796 


54164 


A 


23934 


3 


265 




23797 


54165 


A 


23935 


3 


1062 


SAVQPGPVMVVGRGCSRRSLA 
ALGAACARRGLGPALLGVFCH 
TDLRKNLTVDEGTMKVEVLPA 
LTDNYMYLVIDDETKEAAIVDP 
VQPQKVVDAARKHGVKLTTVL 
TTHHHWDHAGGNEKLVKLESG 
LKVYGGDDRIGALTHKITHLST 
LQVG\SLNVKCLATP\CHTSGH I 
CYFVSKLGG\SEPFVVFTGDTLF 
V\ AG CGE VLMKGLRDEMCKAL 
LEV\LGRLPPDTVGSASLRAGR 
VYCG\HEYTIKQTSKFAR\HVET 
GNAVA I REK\LPWA\KEKYSIGEP 
TVPST\LAE\EFTYNP\FIKVREER 
RCKQHXAGETDPVTTMRPVRRE 
KDQ\FK\M PRDLRPPLHLQQDL 
GIKALLDRLF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23798 


54166 


A 


23936 


107 


750 


SHLWSPVSEPLQACSFC/VIRDK 
YRYFACLMRARSEEHTNEKDM 
MKAIRLLKEAEEEFWYHQHPQ 
PCIFPDSPRGTSYVTHECYKVPE 
WCLDDWHPSEKAMYPDYFAK 
RKQWKKLRRESWKREVKQLQ 
EETPPAGKEECKLHEGMNYVV 
LTCIPGAIKQYLACSRYSKTPGP 
RDSCWEVQSDNQCWWWLDSG 
AHGLVTSFKGVMMTVEATTM 
AAVF 


23799 


54167 


A 


23937 




718 


PASTISCSVTRSRRAVSRLSARP 
GKVSAVMASLASGPYLTHQQK 
VLRLYKRALRHLESWCVQRDK 
YRYFACLMRARFEEHKNEQDM 
AKATQLLKEAEEEVFWYRQHPQ 
P\Y1FPDSPWGHPPYERY\DCYK 
VPVEWCLDDWH PSEKAAM YP\D 
YFAKREQWKKLRRESWEREV\ 
KQL\QEET\PPGGSF*LEALPPGP 
KRKVILPPLWW\YIVTRP\RERP 
MLERERPHLSCLQVKYVTEHG 


23800 


54168 


A 


23938 


269 


488 


TDGV1F1GLSWSPRRCGLGIQRD 
AER1FFALDQASCGFTIHPHIDA 
AETPRGLIAMHLCRRCQRGQSQ 
AEKLP 


23801 


54169 


A 


23939 


1 


1560 


MVHLGAPVMALNLQGKHLCD 

STASSLLPRRRESNSDDTARED 

ARQKRPANTDMRTQELQTRET 

GQGTARETEVATPLSGPSAGDS 

PPAASEMSCGQLVLALLLLFFL 

L V WNTGTKSGSG RVARL AQLA 

HDCDGGLALGLCYAVLDQRSV 

VQATPQAPKPGPVQPLTVQGL 

QPVHVAQESSGNEITARRQSAR 

SRPRG DRTAPS RRVTRRPKH A P 

ERAPIQQGNIVTVRAPTARKKW 

RPAVGTPTGAHPVCTAKGTGG 

RPTPTQAHTRYTERDPIRNSAEL 

TGSRPCTGRERSGVEACKAAV 

HNLL\AQTGSSGLIINYPLDD\Q 

DA1AVEAACTNVPALFLDVSDQ 

TPINSIIFSHEDDVWRTPLVAPT 

NLNTRSSQPARHHRAGAVRRH 

HMTVARSATAHARLRRHAKPQ 

GRERIKPSGAREGSEPLGGESGI 

RTPRGRERDPNPSGAKAGSEPG 

RJPETLPRCKGETEAKCWARGN 

FHTAQGSWPRGGRSRWEPLEA 

PALSQQAHGGELPLPAAARSHR 


23802 


54170 


B 


23940 


98 


229 
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SEQ ID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23803 


54171 


A 


23941 


1 


256 






54172 


A 


23942 


289 


433 


VLWSCAAEDFDWLVYRPIGSA 
LSCRLIGPWAIGMWETGFP*VL 
WSCAAEDFDWLVYRP1GSALSC 
RLIGPWAIGMWETGFPLLSSVS 
LS 


23805 


54173 


A 


23943 


450 


1260 


LCACVVGGEKRSGPRIGCAGA 

GKDPFWRAVGVAQKAAAVVA 

CGAASPYRNRADVSVSDHSQS 

RGPGGLSLSGGTVCDMGKKTK 

RTADSSSSEDEEEYVVEKVLDR 

RVVKGQVEYLLKWKGFSEEHN 

TWEPEK.NL\DCPELISEFMKKY 

KKMKEGGN\NKVREKSESSKR 

KSNFSDSAEDIKCKKKREQSND 

IARGFERGLEPEK1IGATDSCGD 

LMFLMKWKDTDEADLVLAKE 

ANVKCPQ1VIAFYEERLTWHAFV 

PEDAENKEKETAKS 


238Q6 


54T74 


— 


23944 


3 


267 


AMVGGGGVGGGLLENANPLIY 
QRSGERPVTAGEEDEQVPDSID 
AREI FDLI RS* A WPLTPQPA Y W 
YPGPSSCQGCYRCFLESLTMRN 


23807 


54175 


A 


23945 


1 


942 




23808 


54176 


A 


23946 


3 


470 


AMVGGGGVGGGLLENANPLIY 
QRSGERPVTAGEEDEQVPDSID 
AREIFDIRRCWARAGSGGLRW 
GEQ*YRAAGGAASQQGVPGRG 
F*VGKGAESLFLHFPQ\LIRFLN 
DP\EHSLTLEELNVVEQVRVQV 
SDPESTVAVAFTPTISHWSMGT 


23809 


54177 


A 


23947 


2 


604 


ARSHRISGGGSAMVGGGGVGG 

GLLENANPLIYQRFGE\RPVTAG 

EEDEQVPDSIDAREVF\DLIRSH 

QMTPEHP\LTLEELNV\AEQVR\ 

VQVSDP\ESTVAVGFPKPTHSGT 

CRHGPPLIGLS\IKVK\LLRSLPS 

AFSRWDVAHLLPGDPLPQEHA 

VEQATLQIKEAGWATALGRTH 

HLLEVVNVQCLSSPAPGTWAFV 


23810 


54178 


A 


23948 


1 


1002 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23811 


54179 


A 


23949 


89 


2587 


STSRDRJRLSKRSRTTMAAQPRG 

GDYRGSFLLSILLGTPWEAWAG 

R1LYSVSEETDKGSFVGDIAKDL 

GLEPRELAERGVRIISRGRTQLF 

ALNQRSGSLVTAGRIDREE1CA 

QSARCLVNFNILMEDK.MNLYPI 

DVEI 1 DINDN VPRFLTEE1NVKI 

MENTAPG VRFPLSEAG DPDVG 

TNSLQSYQLSPNRHFSLAVQSG 

DDETKYPELVLERVLDREEERV 

HHLVLTASDGGDPPRSSTAHIQ 

VTVVDVNDHTPVFSLPQYQVT 

VPENVPVGTRLLTVHAIDLDEG 

VNGEVTYSFRK1TPKLPKMFHL 

NSLTGEISTLEGLDYEETAFYE 

MEVQAQDGPGSLTKAKVLITV 

LDVNDNAPEVTMTSLSSSIPED 

TPLGTVIALFYLQDRDSGKNGE 

VTCTIPENLPFKLEKSIDNYYRL 

K\TTKNLDRETLSLYNITLKATD 

GGTPPLSRETHIFMQVADTNDN 

PPTFPHSSYSVYIAENNPRGASI 

FLVTAQDHDSEDNAQITYSLAE 

DTIQGAPVSSYVSFNSDTGVLY 

ALQSFDYEQLRELQLRVTAHDS 

GDPPLSSNMSLSLFVLDQNDNP 

PEILYPALPTDG STGMELAPRS A 

EPGYLVTKVVAVDKDSGQNA 

WLSYLLLKASEPGLFAVGLYTG 

EVRTARALLDRDALKQSLVVA 

VQDHGQPPLSATVTLTVAVAD 

SIPEVLADLGSLEPSDGPYNYDL 


23812 


54180 


B 


23950 


165 


335 




23813 


54181 


A 


23951 


217 


859 


GSAMAQQRALPQSKETLLQSY 
NKRLKDDIKSIMDNFTEIIKTAK 
IEDETQVSRAT\QGEQDNYEMH 
VRAANIVRAGESLMKLVSDLK 
QFLIL\NDFPSVNEAIDQRNQQL 
RTLQEECDRKLITLRDEISIDLY 
ELEEEYYSSSPGPSLVSQQLSEQ 
QLLSSAWTAWPKVTLSSLAPGP 
QYSVNGPAAIIAHPGTCASAGIS 
SSLLPEPVLLVPVF 


23814 


54182 


A 


23952 


1 


1263 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23815 


54183 


A 


23953 


70 


2530 


PGVSRLVSKLRRARGMGSGAG 

ELGRAERLPELFLFLLTLFCPAL 

CEQ1RYRIPEEMPKGSVVGNLA 

TDLGFSVQELPTRKLRVSSEKP 

YFTVSAESAELLVSSRLYREEIC 

GKKPACALEFEAVAENPLNFY 

HVNVEIEDINDHTPKFTQNSFEL 

QISESAQPGTRFILGSAHDADIG 

SNTLQNYQLSPSDHFSLINKEKS 

DGSKYPEMVLKTPLDREKQKS 

YHLTLTALDFGAPPLSSTAQIH 

VLVTDANDNAPVFSQDVYRVS 

LSENVYPGTTVLQVTATDQDE 

GVNAEITFSFSEASQ1TQFDLNS 

NTGEITVLNTLDFEEVKEYSIVL 

EARDGGGMIAQCTVEVEVIDE 

NDNAPEV1FQSLPNLIMEDAEL 

GTH1ALLKVRDKDSRHNGEVT 

CKLEGDVPFKILTSSRNTYKLV 

TD A V LDREQNPE YN I T VTATDR 

GKPPLSSSSS1TLHIGDVNDNAP 

VFSQSSY1VHVAENNPPGASISQ 

VRASDPDLGPNGQVSYC1MAS 

DLEQRELSSYVS1SAESGVVFA 

QRAFDHEQLRAFELTLQARDQ 

GSPALSANVSLRVLVDDRNDN 

APRVLYPALGPDGSALFDMVP 

HAAEPGYLVTKVVAVDADSGH 

NAWLSYHVLQASEPGLFSLGLR 

TGEVRTARALGDRDAVRQRLL 

VAVRDGGQPPLSATATLHLVF 

ADSLQEVLPD1TDRPDPSDLQA 


23816 


54184 


C 


23954 


75 


149 




23817 


54185 


A 


23955 


442 


618 


CQRLRSWVSQPFSFSFFPSFPTF* 
NILCLFVYLEVEFPSCCPGWSN 
NWAKSSGKALEAN 


23818 


54186 


A 


23956 


1 


245 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23819 


54187 


A 


23957 


30 


1079 


APCASFLTPLAAASVGKVWLG 
LRGAAPMASVLSYESLVHAVA 
GAVGSVTAMTVVVFPLDTAS1F 
DFSVDF\KRKSKTTHMVVLEIIK 
EEGLLAPYRGWFPVISSLCCSNF 
VYFYTFNSLKALWVKGQHSTT 
GKDLVVGFVAGVVNVLLTTPL 
WVVNTRLKLQGAQFRNEDIVP 
TNYKGIIDAFHQIIRDEGISALW 
NGTFPSLLL VFNPA IQFMFYEGL 
KRQLLTFAFQLSSLDVFIIGAVA 
KAIATTVTYPLQTVPLFPQFGR 
HRLNPENRTLGSLRNILYLLLQ1 
FRTPSEREPFYTSVTLSVLSSVA 
YPMMPLSNITSAYRIGVLEKGG 
GSGKSDNSDDDDDNDDGGV 


23820 


54188 


A 


23958 


1375 


2451 


VPRVPFA1NVLTHSRQRYRRNL 
RFYADDPT1RV/GGPTYHWVRE\ 
AEEERVVDNRMHDRFCELRTA 
AGHPVEGGRPLV1KG1THPAET 
ALQRFKFLMYQVVASDLDGTL 
LSPDHTLSPYAKETLKLLTARG1 
NFVFATGRHHVDVGQIRDNLEI 
KSYMITSNGARVHDLDGNLIFA 
HNLDRDI ASDLFG V VN DN PDIIT 
NVYRDDEWFMNRHRPEEMRFF 
KEAVFQYALYEPGLLEPEGETK 
ALLTPGKLKNFLVEKMRTLGT 
AACPPYHIAFVIGGTSAETNLKT 
VKLASAHYYDELPTEGNEHGQ 
GSAMSSWNRNCWKRPRNSVLA 
RSLAVNTSRTTFALSVCHVTAH 
PARSAWASPVR 


23821 


54189 


B 


23959 


1 


1386 




23822 


54190 


A 


23960 


1375 


1609 


VPRVPFAINVLTHSRQRYRRNL 
RFYADDPT1RV/GGPTYHWVRE 
S\EEERVVDNRMHDRFCELRTA 
AGHPVEGGRPLVIK 


23823 


54191 


A 


23961 


433 


741 




23824 


54192 


A 


23962 




224 




23825 


54193 


A 


23963 




2053 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23826 


54194 


A 


23964 


1 


2408 


MGGADIAGPRREHNAKHPTVG 

LG S A AQTTC LPGPKQKGDPTRH 

QPVDKRNDVGPRQHFWCWRV 

EIHKEKRMKTGPLNESELEWLD 

DILTKYNTDHA1LDVAELDGLL 

TAVLSSPQEIEPEQWLVAVWG 

GADYVPRWASEKEMTRFMNL 

AFQHMADTAERLNEFPEQFEPL 

FGLREVDGSELTIVVPPGGRTA 

TNALSCGSLFGEETSPRGPSADS 

TSQSIGGGSPHDCAKGIALVAA 

NGGDIRDYEGVDRSAKPQLPMI 

A1NTTAGTASEMTRFCIITDEAR 

HIKMAIVDKHVTPLLSVNDSSL 

MIGMPKSLTAATGMDALTHAI 

EAYVSIAATPITDACALKAVTM 

1AGISTFFASSRMALMQASAPSA 

SFLPVTFTPIAAAQSRRRAAAT 

GYRDRWLCHGDVLLQ1CANTQ 

DTVIHALRDIIKHNSCPDDCSVQ 

HDAV1DDGCDFIDYLGGSETVV 

ALNTPRADDYHPVMVLCAKTD 

KAHRNV1HTSKLCFITLTPEISQ 

RSHGKSSKRVFSCFPVFLLLKH 

RRJVAQKYAELAYDLFHLGFD 

VLI1DHRGQGRSGRLLADPHLG 

HVMRFNDYVDDLAAFWQQEV 

QPGPWRKRY1LAHSMGGA1STL 

FLQRHPGVCD\AIALTAPMFGIV 

I RMPSFM ARQI LNWA E AHPRFR 

DGYAIGTGRWRALPFAINVLTH 

SRQRYRRNLRFYADDPTIRVGG 


23827 


54195 


B 


23965 


1 


3357 




23828 


54196 


A 


23966 


14682 


14931 


EIGPGPRPLPSPLP*ATSTSVLAA 

SGRPERTR\HAGIKI VLEDI FTL 

WRQVETKVRAKIRKMKVTTKV 

NRHDK1NGKRKTAKEQSPLLQE 

SLFATGDVSHNLLRALDVGLLA 

NLSALAELDISNNK.ISTLEEGIF 

ANLFNLSEINLSGNPFECDCGL 

AWLPRWAEEQQVRV/AAARGS 

HVCWAWLPGWPASAWHPLAG 

QWLW*GVCRLPP*QQLRHRGS 

SVLFSCPRRPA/CSQRPAAPSAS 

PPARASQPSPSRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23829 


54197 


A 


23967 


1 


714 


MVK.LSIVLTPRFLSHDQGQLTK 
ELQQHVKSVTCPCEYLRKVrNT 
L A DHRH RGTDFGG SP WLLI1TV 
FLRSYKFAISLCTSYLCVSFLKTI 
FPSQNGHDGSTDVQQRARRSN 
RRRQEGIKIVLEDIFTLWRQVET 
KVRAKICKMKVTTKVNRHDKI 
NGKRKTAKEHLRKLSMKEREH 
GEK.ERQVSEAEENGKLDMKEI 
HTY/MITPSARKPLCNRVRMAA 
AEHRHSSGLPYWPYLTAETL 


23830 


54198 


A 


23968 


til 


216 


ALLFPISTWSTPLGTQQAPQCV* 
PTPMPMRPVPS 


23831 


54199 


A 


23969 


1 


4710 




23832 


54200 


A 


23970 


3544 


3723 


RSHRSPPRCPPSRAPAPRRSAAA 
PPRR*PPRAPAAPRPGPP/CMAR 
PPPARPTAGSRVPPL 


23833 


54201 


A 


23971 


3 


1119 


EFGTSHRHRGTDFGGSPWLLI1T 
VFLRS YKFA ISLCTTYLWVINTL 
ADHRHRGTDFGGSPWLLIITVF 
LRSYKFAISLCTTYLCWSFLKTI 
FPSQNGHDGSTDVQQRARRSN 
CRRQEGIKIVL\EDIFTLWRQVE 
TKVRAKIRKMKVTTKVATRLTK 
1KERRKTAQDHWRKLSMKERE 
HREEERQVSEAEENGKLDMKEI 
HTYMEMFQRAQALR\RRAED\Y 
YRCKITPSARKPLCNRVRMAAA 
EHRHSSGLPYWPYLTAETLKNR 
MGHQPPPPTQQHSIIDNSLSLKT 
PPECLLTPLPPSALPSADDNLKT 
PAECLLYPLPPSADDNLKTPPEC 
LLTPLPPSAPPSADDNLKTPPKC 
VCSLPFHPQRMIISRN J 


23834 


54202 


A 


23972 


1 


1149 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23835 


54203 


A 


23973 


93 


1165 


HRRSAAEAPAAAVMPFPFGKS 

HKSPADIVKNLKESMAVLEKQ 

DISDKKAEKATEEVSKNLVAM 

KEILYGTNEKDPQTEAGAQLAQ 

ELYNSGLLITLVADLQLIDFEGK 

KDVAQIFNN1LRRQIGT\RTPTV 

EY1CTQ\QNI\LFMLLKGYESP\EI 

ALNNCGIMLRECIRHEPLGKIIL 

WSEQFYDFFRYVEMSTFDIASD 

A\FATFKGLLTRHKLLSAEFLEQ 

H Y DRFF SE YEKLLH S EN Y VTK.R 

QSLKLLGELLLDRHN FTIMTKY 

ISKPV\NLK\LMMNLLRDKSRN1 

QFEAFHVFKA\FVANPNKTQPIL 

DILLKNQAKLIEFLSKFQNDRTE 

DEQFNDEKTYLVKQIRDLKRPA 

QQEA 


23836 


54204 


A 


23974 




158 




23837 


54205 


A 


23975 


3 


1071 


GVRASGRAVPRAVFAGMKRPC 

EETTSESDMDETIDVGSENNYS 

GQSTSSWl RLNSPTTTSQIMAR 

KKRRGIIEKR\RRDR]NNSLSELR 

RLVPTAFEKQGSAKLEKAEILQ 

MTVDHLKMLQATGGKGYFD\A 

HALAMDFMS1GF\RECLTEAAR 

YLSSVEGLDSSDPLRVRLVSHL 

STCATQREAAAMTSSMAHHHH 

PLHPHH W AA AFHHLPAALLQP 

NGLHASESTPCRLSTTSEVPPAH 

GSALLTATFAHADSALRMP\ST 

GSVAPCVPLLSTSLLSLSATVVH 

AAAATATAAAHSFPLSFAGAFP 

MLPPNAAAAVAAATAISPPLSV 

SATSSPQQTSSGTNNKPYRPWG 

TEVGAF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23838 


54206 


A 


23976 


1 


1416 


MPGNLTRKESSSPLTDRHCHTS 

SQFSHRFNAISPFPPAELGCDHV 

ASAAADPLGVPGVATQWAGGL 

SAALAAPRRPHSCRRLQVLGAL 

GILK.SAGRVNFRCFGPLSIRGKP 

KTPLWEQEKPKLQTGSAGSQQ 

K.RVMLKPSRGADRVLGRGSQR 

PAETDRETTDLRQRKRMKJEGK 

ERTLRAARGETRRSNGNLARQ 

TVPEGCRSQTQALQVVRNART 

PPCIPNLDRPPEACSSGSTGGM 

MPLRVAPSPVASGESSHLSSGR 

GDRGLVRCKVEELRFQPVAFPE 

FIPPPTSPRADSESGDWCCTVLA 

NPSKTGSGGWEQRKTEC\PQGR 

TQNPQQRGS/RNLVLLTAGQES 

TPRRSQLTRSPAAERRTEEQGE 

DRKNRALGCNLFPRVPRHARD 

SQRALRASTQAPKKSTFAFPGI 

HSGAVCSKRRICGVQGEPFPLPF 

ASQCSSCLK1LPSPGPTKELTSY 

LLHSGCGFLDK.LRV 


23839 


54207 


A 


23977 


3 


139 




23840 


54208 


A 


23978 


141 


734 


G SQLRRPAFG VRV ALEESKG LI 

RKDSCRGRACAGANACARRRR 

PPTMSGAAWRGTPLALVRSSRT 

RGVWAWQWSATRSPSDSCFPG 

VARDKEDGEPKTKHLREEEEE 

GEKHRELRLRNYVPEDEDLKK 

RRVPQAKPVAVEEKVKEQLEA 

A\SPEPV1EEVDLANLAPRKPDW 

DLKRD V A KKLEK LKKRTQRA I 

GRLDP 


23841 


54209 


A 


23979 


3 


585 


GTVGGVCGPRRSSSASPQEQDQ 
DRRKDWGHVELLEVLQARALF 
TAVPLSEEDRATVLKAVHKVK 
PTFSLPLQLPPPVNTSKLLRDVY 
AKDGRVS YPKLH LPLKTLQCLF 
EKQLHVELASRMCVVSVEKPT 
LPSKEVTHARKIALKTLRDQWE 
KALCRELRETKNRLERQVYEG 
RFSLYPFLCLLDECEVVRMLLQ 
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SEQID 
NO: 


SEQID NO: 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon For peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


23842 


54210 


A 


23980 


1 


3778 


MRRRGPVGWPGAACVMSALC 
WGRGAAGLKRALRPCGRPGLP 
GKEGTAGGVCGPRRSSSASPQE 
QDQDRRKDWGHVELLEVLQA 
RVRQLQAESVSEVVVNRVDVA 
RLPECGSGDGSLQPPRKVQMG 
AKDATPVPCGRWAKILEKDKR 
TQQMRMQRLKAKLQMPFQSG 
EFKALTRRLQVEPRLLSKQ\MG 
GCLEDCTRQAPESPWEEQLARL 
LQEAPGKLSLDVEQAPSGQHSQ 
AQLSGQQQRLLAFFKCCLLTDQ 


23843 


54211 


A 


23981 


101 


805 


HMYTSMKPSSQPRSWISTPHPK 
ACSSLSFPLSLDNWMNINLREVI 
CTSRDGDKFWRMPECY1RGSTI 
KYLR1PDEIIDMVKEEVVAKPR 
GRGGLQQQKQQKGRGMGGAG 
RVGSPLSSGWPGAGRQPHVAS 
LLLGVALAALPRRLPNLPGPPS 
CPLAMNRGPGRGAPRHGTQPSS 
QCASWRSSGH1KSPPQAPVSPM 
RGNGGAHLSRPLATTLGTLRGS 
IQSQGRPPPPEMMNWH 


23844 


54212 


A 


23982 


133 


1069 


RIAWGQDRSCLQGGPFATYVP 

GLILCSLQGWYGVQAGQDLQG 

LPRSQGWARRPGGKL1TCSPSP 

QDGDKFWRMPECYIRGSTIKYL 

RIPDEIIDMVKEE\VVAKGR\GR 

EGPCQQAESQQK/GVRGMGGA\ 

GRCVFGGRGRGMGSPITG\RCH 

PDKKPGRQAGQTVSAHPDRLL 

RPLLARVGDFRSTVSERNLLQK 

GRGRPPRGEPPFRVLVTPSLFKV 

KAPFFLPKNRQILRVRKCLLCCF 

FGFCETGPSQKLGWNPLERVLC 

LKAIFSSPFASGFSRASHFPRRG 

LFLHFLGSLSEASNQTGRFLILK 


23845 


54213 


A 


23983 


1 


326 


P VS LECYT VPPEDN LALLQLYF 
RTLVTGA/LRPRWCPVLYAVTL 
WPHVNSFIFSQRPRIVDIDGKM 
GTLSCIQPFNRCLARRRTLCPNG 
RQETKEQKACLPGSRLFELF 


23846 


54214 


A 


23984 


2 


341 
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SEQ ID 

NO: 


SEQ ID NO: 
ol peptide 
sequence 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location. of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23847 


54215 


A 


23985 


114 


712 


DLISALMIWFHV1VIHTPYVCIYI 

PTLPLSTSFPLSQLPVSLECYTV 

PPEDNL ALLQL Y FRTL VTG A LR 

PRWCPVLYAVAVAHVNSFIFSQ 

DPQSSVSYISIFRGRKGASN*AA 

SGPAGEEVSVKQGQWWVPAL 

G S VPPLPVLLIADE VKA A RRSM 

LQKTWLLADEGLRQHLLHYKL 

PNSTLPEGFELYSQMPPLRQHY 


23848 


54216 


A 


23986 


357 


2771 


FESSCPPVGSPVGAGPTPSLYKV 

PCATAMKLLRVLASAGRNIAA 

RLLSSFDLRSRLCRIIAEAPQEL 

ALPPEEAEMLSTEALRLWAVA 

ASYGQGGYLYRELYPVLMRAL 

QVVPRELSTHPPQPLSMQRIASL 

LTLLTQLTLAAGSTPAETISDSA 

EASLSATPSLVTWTQVSGLQPL 

VEPCLRQTLKLLSRPEMWRAV 

GPVPAACLLFLGAYYQAWSQQ 

PSSCPEDWLQDMERLSEELLLP 

LLSQPTLGSLWDSLRHCSLLCN 

PLSCVPALEAPPSLVSLGCSGGC 

PRLSLAGSASPFPFLTALLSLLN 

TLAQIH K.GLCGQL AAI LAAPGL 

QNYFLQCVAPGAAPHLTPFSA 

WALRHEYHLQYLALALAQKA 

AALQPL PATH A AL YHGM AL AL 

LSRLLPGSEYLTHELLLSCVFRL 

EFLPERTSGGPEAADFSDQLSL 

GSSRVPRCGQGTULAQACQDL 

PSIRNCYLTHCSPARASLLASQA 

LHRG ELQRV PTLLLPMPTEPLL 

PTDWPFLPLIRLYHRASNTPSGX 

LSPTDTMG\TAM\RVLQWVLVL 

ESWRPQALWAVPPAARLARLM 

CVFLVDSELFRESPVQHLVVAAL 

LAQLCQPQVLPNLNLDCGLRG 

LTSFPDLYANFLDHYEAVSFGD 

HLFGAMVLLPLQRRFSVTLRLA 

LFGEHVGALRA LSLPLTQLPVS 

LECYTVPPEDNLALLQLYFRTL 


23849 


54217 


A 


23987 


291 


454 


KAETGSLPYTLCKNQFKMD*RL 
TC*T*NHKNPRRKPR*YHSGHR 
HGQRLHDENT 


23850 


54218 


A 


23988 


1 


613 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23851 


54219 


A 


23989 


807 


1345 


RCEERLLPLNLAVIALPSGLER 

WSFFAVYTslGHPGSQVAKYCCE 

HLLDHIADMQ/DFTGSAGAPSLE 

NVKNGIRTG/CPEPEVHDTERSE 

EDDHFIILACDSIWDVMGNEEL 

CDFVRSRLEV1 DDPEKVYNEIV 

DTCLHKGSQDNMCVIF\LWFPN 

APKVSPEAAKKEAELGKYRLN 

SILSDQ 


23852 


54220 


A 


23990 


344 


636 


SSLSLLDIWVGSKSLLL*1VPQ*T 

YVCMCLYSSMIYSPLGIYPVMG 

WLGQMVFLVLDPSGIATLTST 

MVELVYSPTNSVKVFLFLRILSS 

TCCFLTF 


23853 


54221 


A 


23991 


1 


2793 




23854 


54222 


A 


23992 


18 


409 


SSVVEFVDPRVAPALLPQLPLES 
SSHGSVLPTMAVCLDKGHKMT 
KNMSKPRHSCRRGRLTKHXKFM 
WDM1REVCGFAPYERHAMVLL 
K.VSKDKRALKFIKKRVGTHIRT 
KRRQEELSNVPAIMRKADAKK 
D 


23855 


54223 


A 


23993 


1 


609 


MHPRGPPPPAQEESHTDESPGID 

HQSLARRAGRVGRTGGFSQLL 

AQTNTSMLSSSPASCTSPSPDGE 

NPCKKVHWASGRRRTSSTDSES 

KSHPDSSK1PRSRRPSRLTVKYD 

RGQLQRWLEMEQWVDAQVQE 

LFQDQATPSEPEIDLEALMDLST 

EEQKTQLEAILGNCP\RPTEAFIS 

ELLSQLKETPETQPASE1SLRDH 


23856 


54224 


A 


23994 


1 


204 




23857 


54225 


A 


23995 


1 


418 


MWNRLCNWVTSIGWKSLEGSE 
EDRKSSQWGTLPSGAVRRGPPS 
SRSKNGRSNSSLHPVPGKATGT 
QLEPMRAVMGDESCKATGTEL 
LHALGAHPLHRLLKQHSHMMF 
QKVQVEPLRK\EPHH WQRL* PF 
SSE*NHGPSR 


23858 


54226 


A 


23996 


104 


253 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23859 


54227 


A 


23997 


666 


1436 


WRPCFWLQAKKEAPAP\PKAK 
AKVKAL\KAKKAVLKDVHSHK 
KKKD\RKSPTFRG\PKTLCTR\KP 
PKCLQKTAPRKNKLDHCAITKF 
PLTTKSTTKKIEDNNTLVFIVDV 
KANKHQFKQAVKKLYDTDVA 
KNITKRWDVTSIITSCY1HLRLA 
SRLALEDLLAGLMNCLKGTFW 
NEESGERVETRPESRFKQQSKLI 
YTIKNPGRKKYGAEEKRAFWC 
HTDLLLHDHDEQ VN HFSSPSST 
FTKCKRRKPFLLREFVWIK 


23860 


54228 


A 


23998 


2 


301 




23861 


54229 


A 


23999 


1 


242 


MGMVRKQALERTEWALVCRQ 

AWSSRMGYSTTVSPTQCQYTC 

SRGLLDSQLQLYKCTQALPEIH 

SLGHVCPSLITVKYSHYVLAAA 

TLFIWDNMESLRTGLLSVSTCK 

SGTRDFMR1SGMVSLTSEVDNV 

EVFHYFPLHIQGKKFWAVGA1 

MT1FV1SIYYEPGAHWHHMWK 

LLKV Y SLESQKREEDISKRLPN F 

LKSSRRPWEDLILMLRKSPEMS 

KEYRASPLSLSAALRSKDRQSR 

HRCVTSTFHIREVRCCKSQGLP 

LCMHETAAHICP*TEGQQKGSG 

GLLYIP*TSPEIFSASESDPPMAC 


23862 


54230 


A 


24000 


2 


948 


CGTPTVVPGTGTSRRVRTATVE 

PTWKCRAAQQPPPPP/PPLWVK 

LPPPDTSTKPELQLEELDADSS 

WMPLHGSCPTGKLAVDARSSL 

FTEPAFPYWKKMKHTFQNILS 

WSKFTNLTYSVTQLWLLVVMA 

QTSYPHSLVGRKQVILHSSCLY 

SLDNKTSLAGDDHDDDDHDDN 

DSSPAEKGPPPITK.SLDKADEQS 

HLRLAVLELGFYKPVNLLLVA 

MTGCLLQLMMKKEQCGTHGG 

EGSTLEGSRPDVPQDLFSPTLGF 

YGSTSLSADLGENVILKLYLPSF 

PLQESEPSAEHGENLWALYVGF 

EERRSEASLAKAP 


23863 


54231 


A 


24001 


265 


513 




23864 


54232 


A 


24002 


513 


796 


TGTAWTPPPPPLTTGAPCTPPPR 
CTARGRT/PGDSHLGGGPAATA 
GGPRTSPMSSGGPSAPGMRPPA 
SSPKRNTTSLLNSGLEPTFSFRIT 
FGFM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oflirst 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23865 


54233 


A 


24003 


1268 


2097 


TPELTGAISLSTLGDPSPFRQPSS 
AQMGHLLSTSLSTPPTTSNSETT 
QPAFATVTPSSSSVLPGLPQTSF 
SGMGPSAELMASTSPKQQLPQF 
SAAFGHQLSSHSGIPKDLQPSHS 
SIAPPTGFTVTGVKLQTFAVSVT 
VLKATCLELFVPPGGFVVSLAS 
GVKLQTVTPLHFSGNHPSAFYY 
YRLSFEMDKGKXRQFGVEKEK 
CGSLGGFVMLGNEEMIRRAVT 
L1AWTKIPFLGIREAKNPGSENI 
RLATILEAP\PPSWELWEQGPPG 
APYYQP 


23866 


54234 


A 


24004 


3 


1163 


GEVTSWNRGRGLRJWRYFLFGP 

VQKTMRLLLSRLTYCWLEQDG 

RVSWRLGLE1GSLPTPVPVRLCP 

ANRSPPMVCGTTGRSSSNSSTE 

KRMCTCSSRAALHFLKGPEGG 

TLMEEIRALIKEPPESSLTPSTRG 

GHSEKAPSKNHQAATVNTTTLS 

RJSHISHTHLL1HCTGKEQHEPY 

EDAATRSRPEADLSRHERLTCR 

HLDLGLPDMQNRQCVPGSQGL 

RPVGGLEGPRHWCLVRSSRLG 

VLPRRPQGCEDDAGGLQRQDC 

GQWRELVQLPTPP/VCPGGASP 

H PKPLPDLPDPPG SSRCFCLLPG 

TCPAAPPAGSPSPCSQSPGCLPP 

VPTPSVLECCTQVLLEDSKPQS 

HRNSAPHLQPGIWSHIPGSHPW 

CLVLAAEGSTSSV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23867 


54235 


A 


24005 




2502 


MEARVERAVQKRQVLFLCVFL 

GMSWAGAEPLRYFVAEETERG 

TFLTNLAKDLGLGVGELRARG 

TRIVSDQNMQILLLSSLTGDLLL 

N EKLDREELCG PREPC VL PFQL 

LLEKPFQIFRAELWVRDINDHA 

S V F LDREI SLKILESTTPG A AFLL 

ESAQDSDVGTNSLSNYTISPNA 

YFHrNVHDSGEGNIYPELVLNQ 

VLDREEIPEFSLTLTALDGGSPP 

RSGTALVRILVLDVNDNAPDFV 

RSLYKVQVPENSPVGSMVVSV 

SARDLDTGSNGEIAYAFSYATE 

RILKTFQrNPTSGSLHLKAQLDY 

EAIQTYTLTIQAKDGGGLSGK.C 

TVVVDVTDINDNRPELLLSSLT 

SPIAENSPETVVAVFRIRDRDSG 

NNGKTVCSIQDDLPF1LKPSVEN 

FYTLVTEKPLDRERNTEYNITIT 

VTDLGTPRLKTEHNITVLVSDV 

NDNAPAFTQTSYTLFVRENNSP 

ALPIGSVSATDRDSGTNAQVIY 

SLLPSQDPHLPLASLVSINADNG 

HLFALSPWTTMPLRAFEFRNNS 

PALHIGSVSTAETNIQVTYSLLP 

PRNPHLPLASLVS1MTDNGHLF 

ALRSLDYEALQEFEFRVGASDR 

GSTALSSEALVRVLVLDANDSS 

LF VLFPLQNG S APCTELMPRA\A 

AEPGYLVTKNAWLS*QLLKAT 

EPGLFGVWAHN/GTDRLLSERD 

TAKHRLMVLVKDNGEPPRSAT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23868 


54236 


A 


24006 


1 


1960 


MEARVERAVQKRQVLFLCVFL 

GMSWAGAEPLRYFVAEETERG 

TFLTNLAKDLG LGVGELRARG 

TR1VSDQNMQILLLSSLTGDLLL 

NEK.LDREELCGPREPCVLPFQL 

LLEKPFQIFRAELWVRDINDHA 

SVFLDRE1SLKILESTTPGAAFLL 

ESAQDSDVGTNSLSNYTISPNA 

YFH1NVHDSGEGNIYPELVLNQ 

VLDREEIPEFSLTLTALDGGSPP 

RSGTALVRILVLDVNDNAPDFV 

RSLYKVQVPENSPVGSMVVSV 

SARDLDTGSNGEIAYAFSYATE 

R1LKTFQ1NPTSGSLHLKAQLDY 

EAIQTYTLTIQAKDGGGLSGKC 

TVVVDVTDINDNRPELLLSSLT 

SP1 A EN SPETV V A VFRI RDRDSG 

NNGKTVCSIQDDLPFILKPSVEN 

F YTL VTEKPLD RERNTE YNITIT 

VTDLGTPRLK.TEHNITV LVSDV 

NDNAPAFTQTSYTLFVRENNSP 

ALP1GSVSATDRDSGTNAQVIY 

SLLPSQDPHLPLASLVSINADNG 

HLFALSPWTTMPLRAFEFRNNS 

PALHIGSVSTAETNIQVTYSLLP 

PRNPHLPLASLVSrNTDNGHLF 

ALRSLDYEALQEFEFRVGASDR 

GSTALSSEALVRVLVLDANDSS 

LFVLFPLQNGSAPCTELMPRAVA 


23869 


54237 


A 


24007 


1 


966 


MGHHLMIDKLVALGGLYYAIQ 

RHYATKCSVLKNDQILVIGLFM 

IQNVIYRKHFANPLSALFLQQGI 

ELFAAIAEIHITTVAERNHAITQI 

RLEAQTIFDSLKEWHNAIRKSL 

DYEALQAFEFRVGATDRGFPAL 

SSEALVRVLVLDANDNSPFVLY 

PLQNG SAPCTEL VPRA AEPG YL 

VTKVVAVDGDSGQNAWLSYQ 

LLKATEPGLFGVWAHNGEVRT 

ARLLSERDVAKHRLVVLVKDN 

GEPPRSATATLQVLLVDGFSQP 

YLPLPRAAPAQAQADSLTVYL 

VVALASVSSLFLFSVLLFVAVRV 

LCRRSRAAPVGRCSVL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23870 


54238 


A 


24008 




2673 


MEVMGNMGSKILITGITSTKRK 

VALLAKKRERKIISQRKDVTDS 

RAKRQSEEKSIGKETVVIGIGLI 

SKDSAAAICESRWRLSESHFER 

LIQRRMEARVERAVQKRQVLF 

LCVFLGMSWAGAEPLRYFVAE 

ETERGTFLTNLAKDLGLGVGEL 

RARGTRIVSDQNMQILLLSSLT 

GDLLLNEKLDREELCGPREPCV 

LPFQLLLEKPFQIFRAELWVRD1 

NDH AP VFLDREI SLK1 LESTTPG 

AAFLLESAQDSDVGTNSLSNYT 

1SPNAYFHINVHDSGEGNIYPEL 

VLNQVLDREEIPEFSLTLTALDG 

GSPPRSGTALVRILVLDVNDNA 

PDFVRSLYKVQVPENSPVGSM 

VVSVSARDLDTGSNGEIAYAFS 

YATERILKTFQFNPTSGSLHLKA 

QLDYEAIQTYTLTIQAKDGGGL 

SGKCTVVVDVTDINDNRPELLL 

SSLTSP1AENSPETVVAVFRJRD 

RDSGNNGKTVCSIQDDVPFILK 

PSVENFYTLVTEKPLDRERNTE 

YNITITVTDLGTPRLKTEHNITV 

LVSDVNDNAPAFTQTSYTLFVR 

ENNSPALPIGSVSATDRDSGTN 

AQVIYSLLPSQDPHLPLASLVSI 

NADNGHLFALRSLDYEALQAF 

EFRVGATDRGSPALSSEALVRV 

LVLDANDNL\PFVLYPLQNGSA 

PCTELVPRAAEPGYLVTKVVA 

VDGDSGQNAWLSYQLLKATEP 


23871 


54239 


B 


24009 


] 


993 




23872 


54240 


B 


24010 


1 


4056 




23873 


54241 


B 


24011 




906 




23874 


54242 


B 


24012 


1 


4318 




23875 


54243 


B 


24013 


41 


1935 




23876 


54244 


A 


24014 


3 


328 


GWQSGPVLGGLCGTAGQSCGD 
GDGIWWAQAAQAGDPAHLRL 
LTHGQPSSVPEAPVRAHQPALP 
QPRSAAARECGR/AGRSTTNSL 
RKRVASESYMIVAPPMPSSWSS 
SG 


23877 


54245 


A 


24015 


114 


567 


VKKPHSAEWVPLWGLQPGWR 
QPFRCNSGSEKELRRPVSNSQEI 
LSPVTMRKPAVSVCCDLTLREA 
APPFQRHERTYTGEKPYKCKQC 
GKAFSGFCYTQILEKAQTGKQP 
YE/AHERTHWKQNHDCTQFGK 
AFSFSSSLCIHEKIHTGEKLYE 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 








24016 


170 


491 


PAQHQRGLWQSPTHQALTLML 
SVHREDWKPVLTINSI1YGLQYL 
FLESKNRWLGLERLGFCPSGLIT 
PPTCTGHRSP/NPEDPLNKEAAE 
VLQNNRRLFEQNVQRSMR 


23879 


54247 


A 


24017 


1 


1062 




23880 


54248 


A 


24018 


2 


700 


RRPTRPGGGSGGGGGRMIKLFS 
LKQQKKEEESAGGTKGSSKKA 
SAAQLRMQKDINELNLPKTCDIS 
FSRSQTTLLNFKALVICPDEGFY 
KSGKFVFSFKWGQGYPHDPPK 
VKCETMVYHPNIDLEGNV\CLN 
ILRGDWEASPLRLNSIIYGLQY\ 
LFLAE PNPEDP\LNKE A AEVVLQN 
NRR/VCFEQNVQRSMRGGLHPA 
PPTFERCLKIGLAHTHPPPRPQA 
LASPAKYLLGAMG 


23881 


54249 


A 


24019 


302 


884 


PMAPLSSQQPTLFPNTLTQAQQ 
VQLTKGLRKWMVQHGGDGW 
V V EENRTTVPG APSQTCF VTSF/ 
EVNAPAIQSWCCK.KQVLDLEE 
EGLWPELLDSGRI EICVSD WWG 
ARHDSGCMYRLLVQLLDANQT 
VLDKFSAVPDPIPQWEQQCLPF 
TFTH VFFQH SRWG VRFC VFSEH 
RGPGTHSSGAGPLLSPCEQLQC 


23882 


54250 


A 


24020 


274 


866 


SSLLNLPSSWDYGWVSYEQAN 

CKGEQFVFEK.GEYAHWDWWT 

SSQRTDFSSLR/RPSKVDSQEPK 

V\ YLYEN PNFTGKKMEI 1DDDW 

PSFHA\HGYQEKVSSVWVRSG 

MWVG\YKYPGYRGLQYLLKKG 

DYKDSSNF\GARHPQV\QSVRCI 

HDMQGHQCGAFHPLGTQEEEE 

AGQKEQMEQVPFWLARGD1CE 

LSGKKSVI 


23883 


54251 


A 


24021 


179 


374 


AASIGRSMTEKAHAGPRPGRN* 
ADAPSSSDTLFPPDALLSNQAG 
RLACWLFSYGPQTKNDFHIFK 


23884 


54252 


A 


24022 


1 


141 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23885 


54253 


A 


24023 


1 


506 


PHSPLWKTLCSPSSGVCCGFVT 
LFCNDRFACLFQLTPPPSPAWM 
TAAASLLASLLPALPPLNLQDA 
KFVEERRKQLQNYLRTVMNKV 
IQMVPEFAASPKKETLIQLMPFF 
VMGLQVGMYGLFHFGVMMDQ 
PQPSLTRADESPCDRVLSPCAA 
HRKQRDCCLSWKAEPE*FLVK* 
KTLCSPSSGVCCGFVTLFCNDR 
FACLFQLTPPPSPAWMTAAASL 
LASLLPALPPLNLQDAKFVEER 
RKQLQNYLRTVMNKVIQMVPE 
FAASPKK.ETLIQLMPFFVMGLQ 
VGMYGLFHFGVMMDQPQPSLT 
RADESPCDRVLSPCAAHRKQR 
DCCLSWKAEPE 


23886 


54254 


A 


24024 


1 


396 




23887 


54255 


A 


24025 


1 


1176 


MVPGDLSQTSEDQSLSDFEISN 

RALINVW1PSVFLRGKAANAFH 

VYQQS1AGVSGIARKRALIPFGK 

STFSYVCITNIKLTDALPSWDYT 

CHFNLPKAQKPGEPTKCILTME 

WLALLQGDPGSWIQKEF1VGKR 

GGKMDNILWDQRDVQPPGLRP 

HQLLHSGGGPL1SFRNGGPILV 

WELRRKGASGKEIVGSRYFRES 

DEVLVWKNPKTLQKEDEEVNS 

THPMHTYPCTHCQVFCVTAEI1 

NIYLQACIVLEMSMLPPGERPLF 

LLRLTTVLEVTVFDSQWSRPYH 

VSADPSAWKHHHHYHHHHHY 

QLSSSSPTIT11NHPSPS/LSHASPS 

P/CHPSPSPAVHHHHQPSITITSR 

PSPSPAVHHHHQPSITIIIRPSSITI 

1NH PSQASSIHHHHQPSIPFI VSH 


23888 


54256 


A 


24026 


1349 


2125 




23889 


54257 


A 


24027 


670 


972 


KTDEWNIYRRYTEFRSLHHKLQ 
NKYPQ VRA YN FPPKKAIGNKD 
A KFVEE RRKQLQNYLRS VMNK 
VIQMVPPSSLPAPKKETLIQ\LM 
PLLRSTSTPPRRAL 


23890 


54258 


A 


24028 


1 


699 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23891 


54259 


A 


24029 


221 


864 


VDCPRSFSAVVVWQGRFWLLS 
FIPGGFLG MTLFFASGMN WTVT 
LLGFLAGNLEVEPSDTIENVKA 
K.IQDKEG/I PPDQQRLIFAGKQL 
EDGGTLSDYNIQKESTLHLVLR 
LRGGMK1FVKTLTGKTITLEVE 
PSDTIENVKAKIQDEEGIPPDQQ 
RLIFAGKKLEDGRTLSEAIFLDV 
GLLLSCRTVSSCG AF1 LG WS V VI 
L I P VI STRDDTSTTK 


23892 


54260 


A 


24030 


2 


864 


PSFRLAWPEGRLALLGELVCVP 

VVGRGMENGRILVSADRSGGHI 

CLKTLT\GKTIT\LEVEPSDT1EN 

VKAKIQDKEGUFPDQQRLIFAG 

KQLEDGVRTLSDYNIQKESTALH 

LVL\RLRG\GMQIFP*RP*PAKTI 

TLEV\EPSSHHRKF*RARFQGKE 

GIP\PDQQRLIF\AGKQLVEDGRT 

LSDYN1QKESTLHLVLRLRGGM 

QIFVKTL TGKTITLEVEPSDTIEN 

VKAKIQDKEGIPPDQQRLIFAG 

KQLEDGRTLSDYN1QKE\STLHL 

VLRLRGGC*FFSHGIRSAQ 


23893 


54261 


A 


24031 


1 


124 




23894 


54262 


A 


24032 


97 


296 




23895 


54263 


A 


24033 


71 


269 


AAGYRPCPRHPGARRTAATRR 
CHPSPAVARPAGCSGPP*CYAL 
SPDPARTRRGDPQTPPCRLPRA 
G 


23896 


54264 


A 


24034 


206 


667 


STRLGLPKCWDYRREPPRPAKS 
SFLTAQACEAQKTGSATRRKD 
CFLQPTFWLLPFLVLEKGAPSA 
CRGKRYVRAVWLSLSTGAILQP 
YPKLQVSNWL*CARDQEMPEG 
CL*QSCQTLSLLVLPPKEKKDV 
♦EISPWTPAPPEHQYTVRTFQSP 


23897 


54265 


A 


24035 


3 


190 


GTFKNDLILL1SKSYY*APLPSD 
FSHSDTSS*KPSKSLKTYPSPPFF 
SAKTSLLQCPRN 1 L Y 


23898 


54266 


A 


24036 


197 


474 


SPLSHRGASELLSSLHLRSSCSS 
PKMAETPEAGFQIVHSASPQPG 
TAPGNPWAAGAGG*HCEPGQL 
AGPYRAASFFGQAWPPHPRAK 
LGVSR 


23899 


54267 


A 


24037 


164 


323 


GQEIKTILANMVIPRLY*KYKKI 
SWAWWHAPVVPATWEAEAGE 
LLEPGRQRLQ 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23900 


54268 


A 


24038 


582 


1166 


HCEPGQLAGHLGQPLSSGRLGH 
LMASHKLSNNYYRTRDGRRES 
VPPSIIMWSQKALVSG\KPAERV 
YGDANHTVGNMCASRLGGYL 
GFSIRIVVFIWYLGLSVVVNML 
VGRQCDWQGLVYGQPELLVFS 
GNMPGEVARGKHRNEKAPLSM 
RPASQCRVFCVLKGCSERSRHK 
EQTPDTT1FKNCNTHCEGPWLH 


23901 


54269 


A 


24039 


1214 


3878 




23902 


54270 


B 


24040 


62 


1242 




23903 


54271 


A 


24041 


74 


408 




23904 


54272 


A 


24042 


790 


1877 


DE1VDPGSMKWSYKSQLNYKT 

KRPSVFVTALTHRPDIL1LGTLE 

SGHSRNLTCSVPWACKQGTPP 

MISWIGASVSSPGPTTARSSVLT 

\LLPQSPQDHGTS\LTCQCT\LPG 

TGVTTTSTVRLDEAYPA\WNLT 

MTVFQGEGTASTTLRNGSALSV 

LEGQSLHLVCAVDSNPPARLS 

WTWGSLTLSPSQSSNLGVLELP 

RVHVKDEGEFTCRAQNPLGSQ 

HISLSLSLQNEYTGKMRPISGV 

MLGAFGGAGATALGFLSFCIIF 

VGVRSCRKKTARPTMGWGDT 

GM EDTAN A VRG S A\SQGTPELN 

PRQKEQAPQNHGSANALANPP 

RPEEGEIQYASLSFHKARPQYP 

QEQEAIGYEYSE1N1PK 


23905 


54273 


A 


24043 


183 


1176 


VHQLVFPRQHQRHSVFPKANSS 
WIHQLFPQAQHSYG PSA VS AGQ 
HQLMVHSLFPQATPAHAS1SLV 
FRQGTHQLHRVHQRRIPSAQHQ 
RHRLHQRRLPSAQHQRHRDS1S 
VCFPFRAHTRPHCDSIQRQHQL 
MRSIGLFSSGKTDPTVTLLKEA 
AAEHEICLCSRHPVNLRETKAH 
LGNAAHAVFPRGNQKKPEMCP 
YLPTHKLVVPTPPLIPLEAALRN 
IAHSRSIPPPKKFSPTPDTSDDYL 
LVFNSFPYSKLTTPKTGQGENL 
GSTRPIPCNGPPTRGPHNGAKY 
PGDVSHPVGVGTLWANRLLTG 
QYEENGKSFFLLICT1ATFQVNA 


23906 


54274 


c 


24044 


178 


342 




23907 


54275 


C 


24045 


86 


283 




23908 


54276 


c 


24046 


91 


177 




23909 


54277 


c 


24047 


11 


169 




23910 


54278 


c 


24048 


209 


673 




23911 


54279 


c 


24049 


164 


208 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23912 


54280 


A 


24050 


182 


255 


DAESRRSWQPLPEPLELRP\RLS 
D 


23913 


54281 


A 


24051 


146 


456 


LKNH KRSEKPCPTLTDDIPPQK 
KCKWPVLALSADITL*KSFSWL 
1LAQKAPPLSTL*PPLLPAREQM 
SFD\LIFLYLPKSYKVAPPLSSFT 
ESLFGLSPPAPR 


23914 


54282 


c 


24052 


90 


215 




23915 


54283 


B 


24053 


1 


1059 




23916 


54284 


c 


24054 


129 


215 




23917 


54285 


C 


24055 


19 


347 




23918 


54286 


c 


24056 


228 


260 




23919 


54287 


B 


24057 


406 


602 




23920 


54288 


C 


24058 


7 


375 




23921 


54289 


A 


24059 


322 


400 


FLLSRVPSV*DPTENQTVQLTW 
EWLP 


23922 


54290 


A 


24060 


818 


1078 


ILDVFSYTMK1EPSPLRSYPISPH 
YNL*QLPP*LDP*ESGYKTPLSA 
LLLTFLLYISSFASHKVSSSSVD 
PLPTCAYLPIGQAHVH 


23923 


54291 


C 


24061 


1 


411 




23924 


54292 


A 


24062 


1 


861 




23925 


54293 


A 


24063 


425 


484 




23926 


54294 


A 


24064 


1844 


2097 


HSAGTKLRLVNFLLTLRRLVNS 
VMRLKKSFMMVQRMVSIPKV 
WSISLGFLLSFVPSVWDPT/ENR 
TVQLT*HPLPEPLELGPRLSD 


23927 


54295 


A 


24065 


729 


807 


LFSCSCPPKPPRP* LTAEKGGLC 
IFL 


23928 


54296 


B 


24066 


] 


1317 




23929 


54297 


B 


24067 


509 


810 




23930 


54298 


A 


24068 




385 


MDLPSTVRVTRSSASVMVQGG 
SEAIRQRQSSAAKPRRSGKESKS 
LGPEFQGLWEWLPEIYFSQFRR 
LGNPKSRHQQIQCLMGACFVV 
TERLSFQDSLDLAEPRHSYPLQ 
VKRLDLPTVLETETDLEKLDPF 
TTIPSPVETLQCLFVSLRIKSRVP 
*FWISQPPEL*EINFWQPLPEPLE 
LWPKAL 


23931 


54299 


B 


24069 


1 


774 




23932 


54300 


A 


24070 


350 


640 


SLQGCLSDNSPTFQRCQTTQGR 
LPWSFTLSGKSHFSGGVARACY 
TCQKSGHWA\RNASSPGFLLSR 
VPSVSDPTENRTVQLTWQPLPE 
PLELWPKAL 


23933 


54301 


B 


24071 


85 


331 




23934 


54302 


B 


24072 


1 


1844 




23935 


54303 


B 


24073 


1 


1169 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23936 


54304 


A 


24074 


63 


220 


NLTGMIWNREWYSHFDFDLLD 
PVGFSGSIAKMPKRKLFKCHSV 
*GHWRSKSE 


23937 


54305 


B 


24075 


497 


898 




23938 


54306 


A 


24076 


3 


678 


GGGFSDRDRTIALQPGQQ1WM 
WGIGKQVGGCGWLRGKNRVV 
GAAKDQSGTGEKFYF1PKAMG 
AMEGSGQRRTLPDPGAIIRNPS 
GGYSATDCEGSRPAPGEINSHA 
SHTKPVWWFFTQTRMKFGAVT 
RJGGLPWEVNPLSSCSLLRE/KD 
PPTTSGPQSNQPRKH/LTN FKSG 
A/CYTCRKSGHWAKECPLPGFL 
LSRVPSVWDPTEN/RTVQLTWQ 
PLPEPLELWPRLSD 


23939 


54307 


B 


24077 


522 


873 




23940 


54308 


B 


24078 


329 


530 




23941 


54309 


C 


24079 


147 


439 




23942 


54310 


A 


24080 


3 


3889 




23943 


5431 1 


A 


24081 


2 


394 




23944 


54312 


A 


24082 


1 


197 




23945 


54313 


A 


24083 


1 


205 


CLRAGPHALYLLC/NIPEFTFL\S 
RADF\ARSQLVDLLTDP\FQ\QEL 
EELLQVGAVTLILRJLPCLPCLP 


23946 


54314 


A 


24084 


134 


182 


SCFIPSSQPVAGTERSRFLGPQY 
FQTPHNPSGPGLGNQLMR*AF 


23947 


54315 


A 


24085 


257 


481 




23948 


54316 


A 


24086 


415 


630 




23949 


54317 


A 


24087 


123 


340 




23950 


54318 


B 


24088 


49 


270 




23951 


54319 


A 


24089 


1 


900 


RSRVRREVVALRRGLACIPSLG 
VWRFPSVGVLAVSDRWCLAVS 
DRWCLARATLSCFG C AMPM YQ 
TRRQENDLRTASIAV*RRKQQN 
DH*KQRRWQNIQRKGPKRYIVI 
AGNSQSHQPMIFSMLRKLPKVT 
CRDVLPEIRAICIEEIGCWMQSY 
STSFLTDSYLKYIGWTLHDKHR 
EVRVKCVKALKGLYGNRDLTA 
RLELFTGRFKDWMVSMIVDRE 
YSVAVEAVRLLILILKNMEGVL 
MDVDCESVYP1V*ASN*GLASA 
VGEFLYWKLFYPECEIRTMGGR 
EQRQSPGAQRTFFQLLL 



3168 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23952 


54320 


A 


24090 




812 


MARTPGAELAVAKYPK.KGSQA 
VHRHSRKQSEPPANDIFNAAKA 
AKSDMQHREVRVKCVKALKG 
LYGNRDLTARLELFTGRFKDW 
M\V SM1M DRE Y S V A V E A V RLL I 
L1LKNMEGVLMDVDCESVYP1V 
LFYPECEIRTMGGREQRQSPGA 
QRTFFQLLLSFFVESKLHDHAA 
YLVDNLWDCAGTQLKDWEGL 
TSLLLEKDQSTCHMEPGPGTFH 
LLGESPGISAIVQGAIEKSGERSS 
PPPKRJGSMKEGPMVLPLALDT 
QCWFPVEVPLD 


23953 


54321 


A 


24091 


152 


1209 


MPLKNVQN 1THFPLEKEL ALPL 

LIFSPLHWCVSGYLSLPLPNPKP 

HFSNPLLLQVILPALTLVYFS1L 

WTLTYHISKSDASPGECGS*MG* 

WEQRNLCPSI LPLQSPLCPTE AA 

VEFEGTRMVA FCELQQSCLSD 

VDTEIP/ESR*VLAQSGRKKAEY 

PCPPFPRRN * QCH YLPWETFCPF 

KHPFFSPLQAFVLLSDLLLIFSP 

QMIVGGRDFLRPLVFFPE\ATLQ 

\SELASFLMDHVFIQPGRPGQW 

CSDSIPGAQ*GLGLGCSSK1*GR 

KLKSVIPFCLPCEPGDSQEDHLQ 

IERLHQRRRLLAGFCKLLLYGV 

LEMDAASDVFKHYNK.VHQGPS 

LGFTKPLVMPRFSAATV 


23954 


54322 


A 


24092 


37 


625 


SLMLLTPFHFPPEECPPP1PTAH 

HLLPFLLSTWELFLQQLQEVVV 

KHAEPAVLEAGAHAIAYLLCNP 

EFTFFSRADFARSQL/V* DLLTD\ 

RFQQ\ELEELLQGRELGAGTMG 

DTPNKGWGGGCKTGGMWDL 

MSSGGKCYCGIFFSFSILPSQIED 

E V YNLGSHSETPLCL LQ VSG FP 

PLPHPVFTGVCGVGSLCSFPV 


23955 


54323 


A 


24093 


2 


198 


PNDRSRVTREMSAPSRSLGRFL 
SVGVWHAPPSLALVPPCRCTRL 
KTYHGRGAPLRVELPTCMYRL 
SN VQGRSGGPAPGVGHLQSL V 
DEWLDSYKQDQ\DAGFL\ELVN 
FFI * S\CGM* RNSGD YPLTAPGL 
SWKKFQGSFCEFVGTLVCRCQ 
YILLHDDFPMDNLISLLTGFSDS 
QVCAF\RHTSTLAAMKLMTSLV 
RVALQLSLHQDINQRQYEAER 
NKGPGQRAPERLESLLEKHKEL 
H*YQAKNLSRARCASTCGASH 


23956 


54324 


B 


24094 


211 


3841 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23957 


54325 


A 


24095 


1 


1798 


MSLLAFKIILVGFEGSKARVQT 

DLFYRSLVLFLLLQICFPLSCFG 

NWKGEEGGMQRWVLGKNEKI 

ASPHRLPAPTARFAVSLQLNLRI 

LGAFQFGPVLFVLWRPLDRDN 

ASPQSEFLNSCGITAYLVGKRE 

GGVERGGGGRSSERCRTRLSFS 

PRHSHVFSTSRFCKILKKSPGAN 

GGRCRARGGGLHGARAANPPT 

PIAEPARLPACLSRAEPEPQAAE 

PAPPPVGVVRSRPLSHRRHPVV 

CPAAPIRLFNKRLAHSARPAGIC 

CVSRSGLSALAAAGTASMFQLP 

1LNFSPQQVAGVCETLEESGDV 

ERLGRFLWSLPVAPAACEALN 

KNESVLRARAIVAFHGGNYREL 

YH1LENHKFTKESHAKLQALW 

LEAHYQEAEKLRGRPLGPVDK 

YRVRKKFPLPRT1WDGEQKTHC 

FKERTRHLLREWYLQDPYPNPS 

KKREL AQATGLTPTQVGN WFK 

NRRQRDRAAAAKNRSQTSPWA 

EAFRFPECGSRLAKHFAEEPGLI 

PQAQMLLTILFAFRSGRPDPTRS 

REHLLRRKPQADAPLEM\LQQQ 

VLSQGSGRALRAEGDGTPEVL 

GVATSPAASLSSKAATSAISITS 


23958 


54326 


A 


24096 


3 


1034 


GLHGARAANPPTPIAEPARLPA 

CLSRAEPEPQAAEPAPPPVGVV 

RSRPLSHRRHPV VCPA A PI RLIN 

KRLAHSARPAGICCVSRSGLSA 

LAAAGTASMFQLP1LNFSPQQV 

AGVCETLEESGDVERLGRFLWS 

LPVAPAACEALNKNESVLRAR 

A1VAFHGGNYRELYH1LENHK.F 

TKESHAKLQALWLEAHYQEAE 

KLRGRPLGPVDKYRVRKKFPLP 

RTIWDGEQKTHCFKERTRHLLR 

EWYLQDPYPNPSKKRELAQAT 

GLTPTQVGNWFKNRRQRDRAA 

AAK\NRLQQQVLSQGSGRALR 

AEGDGTPEVLGVATSPAASLSS 

KAATSAISITSSDSECDI 
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SEQ ID 


SEQ ID MO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, impossible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


23959 


54327 


A 


24097 


3 


1024 


GTRVGVAWRSVRLLLGPGAGL 














RGGVVLKVSPSPCRGGRRVPVR 














AEGARGRGPINKVPGASSGAA 














VGAARLTAPLLAKAMASKLLR 














AVILAGPPGLGKGAPVCQRIAQN 














FGLQ\HLS\SGHFLRENIKA\STE 














VGEMAKQVYREKVFLVPDHVI 














TRLMMSELENRRGQHWLLVDG 














FPRTFGQAEALDKMCEVDLVIR 














LN I SFETLKDGLNYRRWIHPVPSG 














\RVYNL\DFNPPHVHGIDDVTGE 














PLVQQEDDKP\EAVAA\RLRQY 














KDVAKPVIELYKSNRGVLHQFS 














GTETMMKIWPYVYTLFSNKITPI 














QSKESILTLAQWEEPGRCGSFIP 














IVWCSNWCCCPNLEA 


23960 


54328 


A 


24098 


2 


178 




23961 


54329 


A 


24099 


96 


340 


FGALTR]G\DLPWEINPLSSCSLL 














PEKDPPMTSGPQTDQPKEHLTN 














FKSAARRSSRTSSHRNLLHVLEI 














WQLDQGMPAARDS 


23962 


54330 


A 


24100 


3 


155 




23963 


54331 


A 


24101 


1 


162 


















23965 


54333 


A 


24103 


167 


476 


TAMLLTQSLFGGLFTPTHMKFG 














AVTQ1G\DLPWEINPLSSCSLLR 














EKDPPTTSGPQTHQPKEHLTN F 














KSDRHGCRASGNSHSGRMLLIF 














SPSRGLYACSCVKT 


23966 


54334 


A 


24104 


371 


772 




23967 


54335 


A 


24105 


146 


312 


QKRSIPNSSPIP*SHSLLANCTK/ 














DHHFLNGSKSFQPQLLSCKFS* 














GQHLFQGALCT 


23968 


54336 


A 


24106 


76 


441 




23969 


54337 


A 


24107 


1 


1284 




23970 


54338 


A 


24108 


150 


371 


EESRAAGIPWPSGQISGTCSKL\ 














CG RRF WRNA WPLRFRHLE VL V 














CWRCGCGLSHSGGKELQLFSII 














VHLEGEVM 


23971 


54339 


A 


24109 


280 


351 




23972 


54340 


A 


24110 


1 


483 




23973 


54341 


A 


24111 


129 


363 


FGVVTQIG\DLPWEINPLSSCSL 














LCEKDPPTTSGPTKKHLTNFKS 














SKRPLFTLFSNLPHYPSTSFSFQS 














WRYTSISPFS 


23974 


54342 


A 


24112 


2 


111 




23975 


54343 


A 


24113 


3 


808 
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SEQ ID 

NO: 


SEQ It) NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oHast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possihle nucleotide insertion) 


23976 


54344 


A 


24114 


497 


815 


T ALLLTQ1 LFGG LF I WTRV K FG 
ALTW1G\DLPWEINPLSSCSLLH 
EKDPPTTSGPQTDQPKKHLTNF 
KSACFER1KACYHSPATAWPFK 
AYKLSLQFPHFTCPKTR 


23977 


54345 


A 


24115 




753 




23978 


54346 


A 


24116 


1 


513 




23979 


54347 


A 


24117 


625 


701 


IHVAHKLAVVMPGCKRGCLSL 
FYFQLIWSHKGWVRSGEASHR 
EMAGLLLLCSS*PPSPCETLPRS 
EPSLCDSRSAESRTKTSNLSCIP 
ASLQQVCGPREFIWSGNHCHPF 
LPITRCYGCLCYHYCMENSIL 


23980 


54348 


A 


24118 


458 


605 


VVEEG1EDKRVYRLGTTGWIGK. 
TIWLVRRRS*TNL*DLSGFWTG 
KMGEL 


23981 


54349 


A 


24119 


566 


769 


IKEK.GGLFSFSASNLWKQVTSS 
FLCSPLPLSLLKSSKLLANRDKY 
RMCGPVPANGNRTQQ*SKHVR 


23982 


54350 


A 


24120 


345 


664 


GEIAASQEPAGGFSGSSAQPCPL 
PWTG PPTTQAPGH/CNSAPSSRD 
NASSNGGRRQRVPTVPGGGLIL 
QREH1LLPLGPALRAAGKEPAT 
AATIPESPGGDSDDSRT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23983 


54351 


A 


24121 


2 


2204 


I DMIFTPGPPSTPKH KKSQKGS A 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFL V DMHMQHM ERLQ VQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QGPYSDRISPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSE1LQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDC1FICVMTGKSGR 

NLSDFWE1EEKYPIINYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRIG\DLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPK KHL 

TNFKSAARPTFLGQGQVPLNPF 

SFTLSGKSCFPRRQEPPNRLFPH 

PNLLSLCPNPLFLCPNPFSTFLE 

GKNHHPHPFSVSQVFSLGLPPS 

LWEHSPMAHRLRVQPRQQPPDI 

HKQVISLQSCHSLLVKSQSWSQ 

DPIKFQLPHHHKNTASVCINPSV 


23984 


54352 


A 


24122 


2102 


2529 


ETTMSFIFSLLYPFRMHLSFLIVS 
PALRSISRRALAAFPRGRSLDLQ 
PAMPEPPTPS/CGLLCVPS\PPMS 
AAPCSKVPQSHLFAFMSCNTAK 
VCSFTAEASETTSPPGGTNNSR 
RATLRAVTLTRRSATLTRRSAA 
SHRSSTV 


23985 


54353 


A 


24123 


299 


567 


TAMLLTQSLFGGLFTQTRMKF 
GAVTQI\ADLPWEINPLSSCSLL 
HEKDPPTSSGPQTDQPKEHLTN 
FKSGETKEMHFIRGPKTPAPVM 


23986 


54354 


A 


24124 


684 


822 


KVKRQSYSQNTFYYPICSRH*IK 
LQKLNSGPQTPQQDLINLAIKV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23987 


54355 


A 


24125 


1163 


1826 


TVLLLTQSLFGGLFIWTRMKFG 
AVTR/IRGDLPWEINPLSSCSLL 
HEKDPPTTSGPQTNQPKELLTN 
FKSVPTPSVAESFQSSFSTDPSD 
PSSPPQAAPRQAKPGPNSSSASA 
PRPYNPFITSPPHTWSGLQFHSA 
TSPPPPAQQFPLKKVAQVKGTV 
KWLKTDAARSPQKPTGTITDAL 
DNSHSGGPIMDRPLLVKSPKQF 
LRLLVFSKTFISLTILNLQE 














TATLLTQSLFGGLFTRTRMKFG 
AVTR1GVDLPWE1NPLSSCSLLRE 
KDPPTTSGPQTHQPKEHLTNFK 
SDKGDMFYPWTQNSSAGHGLG 
RQPSLGV 


23989 


54j57 










MKFGAVTR1/RGDLPWE1NPLSS 
CVLC/CREKDPPTTSGPQTDQPK 
EHLTNFKSGKRPAFYSLLQPPSL 
SLN LFLLS1LAPHFNLSLLLI SI PF 
IFW 




54^58 


- — 


24128 





3993 






54359 


- — 


24T29 


To! 


420 




23992 


54360 


- — 


24130 


45 






23993 


54361 


B 


24131 




1680 




23994 


54362 


A 


24132 


1257 


1403 




23995 


54363 


A 


24133 


1 


2130 




23996 


54364 


A 


24134 


1 


725 




23997 


54365 


A 


24135 


2825 


4123 


RAADGV1TLEDNDPCVKKDSSR 
FPYEDRLDLVLKGTADIPRLTV 
HRGSEY11SRATFPCYF1KEQSVI 
NHCYTEIDLK1FRQYLAPALGV 
THRFVGTEPFCRVTAQYNQDM 
RYWLETPT1SAPPIELVEIERLRY 
QEMPIYASRVMFIFRPDNTALP 
RNDTPQMVKLFMDRFQVVKDI 
GVIELKVVEDQRTRAVMIKFRA 
FVKEGAV1VIRFDNKEVAFAQM 
SGNLTVPRSTSDYKARDIFFQY 
RFLTRISTGHGVANNHQ1RLRL 
ELAGIVPLNQLNALLLKVYPLS 
KLCNSPKKCQLESVFRLTQWV 
VKKPISNRQSGLGGIVLPGLFRV 
LSPGNLSPIKGTVILPNEVQPGF 
LGNLVGPI/RGW1GLS*IYLPHGF 
TG*QNSAGLADH*RASASPERA 
GVYPIHNERCAHRASRYY*KW 
HPDSVAADHLLG 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23998 


54366 


A 


24136 


137 


1199 


ISSGGPRELGLKMIIVPGSQLSQ 
LPPGLDSTEFAAIVGNLLDNAF 
EASLRSDEGNKIVELFLSDEGD 
DVVIEVADQGCGVPESLRDK1F 
EQGVSTRADEPGEHGIGLYLIA 
SYVTRCGGGITLEDNDPCAPLT 
LL1V EDETPLAEMH AE Y 1 RH IPG 
FSQILLAGNLAQARMMIERFKP 
GLILLDNYLPDGRGINLLHELV 
QA H YPGDVVFTTA ASDMETVS 
EAVRCGVFDYLIKPIAYERLGQ 
TLTGFP\QRKHMLKSIESATQKQ 
IDEMFNAYARGEPKDELPTGID 
PLTLNAVRK.LFKEPGVQHTAET 
VAQALTISRTTARRYLEYCASR 
HLIIAEIVHGKVGRPQRIYHSG 


23999 


54367 


A 


24137 


2 


243 


RPGRGLGQRGIWEPAAVLLDSV 
AQQQGAWLPHVADFRWRVDV 
Al STSA LARSLQPS VLMQLKLS 
DG S ADLEKRCERRLQD 


24000 


54368 


A 


24138 


1 


1483 


MKLMETLNQC1NAGHEMTKA1 

AI AQFNDDSPE ARKI TRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SM YHG WVPDLHI HAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

1 PSCL ALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDSDLRYLQSC 

EWGDTGIFLKWSCIPAEKGLQT 

SGAWVEAADIPLLPGSPRRLSP 

QAGSRGGQGPKHGQQCLKMP 

GPRAPGLQGGSNRDP/AP/GPAV 

ERAPAAALSSTTIWMPMSLCP 

WRPVLAACTSMTVRGRSTMYL 

PTTTGNAGCTWPKASLATRWL 

SSPMGRQARSLMLGAQVTLSW 

DRSMPWRRRGRSSGRNLSTI 



3175 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24001 


54369 


A 


24139 


727 


1498 


GICIWDRPPGLADQRRSHSHGW 
WGELATPLPWHH/HLSDSHSG\ 
RVSFLGAQLPPEVAAMARLLG 
DLDRSTFRKLIAKFVVSSLQGED 
CREAAAAVLGSAPTCRRYAAGC 
\LLAGMHTLLQQALRLPPTSLK 
PDTFRDPAPGALHPPRPGRGL\G 
QRGIWE\PSGPSFDSVAQQARV 
AWLPHVA\DFR\WRVDVTIST\S 
AL\ARSLQ\PSVLM\QLKAFQNG 
SSIPAFEVPPQPKF\QEL\RYSVA\ 
L VVL K.EM A DLEKKACEYRNLQD 


24002 


54370 


A 


24140 




312 




24003 


54371 


A 


24141 


2 


524 




24004 


54372 


A 


24142 


144 


494 


AGSCPFAAGPGPLGSGRCFVLIR 
F1LI\QNRAGKTRLAKW\YMQFD 
DDEKQKLI\EEVHAVVTVRDAK 
HTNFVGVSGTFK1ILPPLCWPLL 
LASVWMFNDNK.PGLYLGGPFH 
NFRGRS 


24005 


54373 


A 


24143 




428 




24006 


54374 


A 


24144 


108 


422 




24007 


54375 


A 


24145 


3 


387 




24008 


54376 


A 


24146 


3 


337 


TRLMLLDRSGQGK.VYGLVGR* 
RFQQMDVLEGLNLL1TI*RNRN 
K.LRV Y YLT WLR1KI MDNDPKLE 
KKHDWTTAGYMEGCGHYRVG 
KYER1KFLVIALKSSAEVYAWA 
PKPY 


24009 


54377 


A 


24147 


1 


340 


ERTRMNKQHNSTLAKSRPGNT 
GPEPLMPQASPGPPGPLSQTPP 
MHRPVEPQEGPHKSLVAHRVP 
LKPYAAPVPRS\QSLQDQPTRN 
LAAFPASHDPDPAIPAPTATPSA 
RGAV 


24010 


54378 


A 


24148 


335 


869 


ATPTLILSQKSHFWPQPLSSVLK 
LTSGPEISLQSSPSPICRMKKRR 
LSPLASGLES*VKSGEWCEVLS 
RAPLFP/HNPSQAAP/EWEMQG 
TRPS 1 PHPLGL AGL PTQLQQGRL 
WGYRNPASPFRTRVAARDCAG 
KQVRTGPDARLEGSRPGVRAG 
LGWGRGYSERVQTCAKSSVSPS 


24011 


54379 


B 


24149 


158 


5640 




24012 


54380 


A 


24150 


1 


1854 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24013 


54381 


A 


24151 


I 


1510 


MPCGKQGNLQVPGSKVLPGLG 

EGCKEMWLRKVIYGGEVWGK 

SPEPEFPSLVNLCQSWKINNLM 

STVHSDEAGMLSYFLFEELMRC 

DKDSMPDGNLSEEEKLFLSYFP 

LHKFELEQNIKELNTLADQVDT 

TH ELLTKTSL V ASSSG AVSG VM 

NILGLALA PVTAGGSLMLS ATG 

TGLGAAAA1TN1VTNVLENRSN 

S A ARDKA SR LGPLTTSHE AFGG 

INWSE1EAAGFCVNKWVKAIQG 

1KDLHAYQMAKSNSGFMAMV 

KNFVAKRHIPFWTARGVQRAF 

EGTTLAMTNGAWVMGAAGAG 

FLLMKDMSSFLQSWKHLE\DG 

ARTETAEELRALAKE\LEQELD 

RLTQHHRHLPQKASQTCSSSRG 

RAVRGSRVVKPEGCLATSQPH 

QHQQERGDRPREDTDNEKRGG 

EKWSDFG SVLKGEPTG FVHGL 

DLWCEGKKSQDNGGLWPEQL 

AGWSCWHLKWTGGSRSGLPVP 

VLDAACTGTLSPDLTSWRYHPS 

S1PLPKQPLQHGF 


24014 


54382 


A 


24152 


3 


515 


VGTQAGAAPGPVQFLSSAWVA 
L\HETELPPLTA RE AKQ I RRE\I S 
R\SSKWVDMLGDWEKYKSSRK 
LIDRAYKGMPMNIRGPMWSVL 
LNTEEMK.LK.NPGRWQVRSARA 
QPTGQAVSGAQVSSWRERQDH 
PGELGVKIMKEKGKRSSEHIQQ 
MDLDVSGTLRRHIFFRDRYGT 


24015 


54383 


A 


24153 




1317 




24016 


54384 


A 


24154 


1640 


4841 


Tl TG SSPLAGGHH STCRG RMDM 
VENADSLQAQERKDILMKYDK 
GHRAGLPEDKGPEPVGINSS1DR 
FGILHETELPPVTAREAKKIRRE 
MTRTSKWMEMLGEWETYKHS 
SKLIDRVYKGIPMNIRGPVWSV 
LLNIQEIKLKNPG RYQ1 M KERG 
KRSSEHIHH1DLDVRTTLRNHV 
FFRDRYGAKQRELFYILLAYSE 
YNPEVGYCRDLSHITALFLLYL 
PEEDAFWALVQLLASERHSLPG 
FHSPNGGTVQGLQD 


24017 


54385 


A 


24155 


1640 


4056 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24018 


54386 


A 


24156 


479 


3902 


GQVDEDVSVKMDTVPGVNLSC 

ILNEMRDQDKKLVEKSYKDAK 

GC FFSMGEPSLI DPCLEVC YGT 

QLAQLQGL1RSMEQQLCELCCD 

AEHQDHEHQVLLDVKTRLEQEI 

ATYSRLLEVEDAQQGPIVMRA 

MTSECHWCLAPIRSPDCVCVLR 

QLHTRSG1HKRFCGLKGFLPER 

HNPGQLIHQNQSGCCSRMYPFD 

RKLGISVALNIPGGRSYRDLWC 

LTAVHIHIPGIDHHRLFTLGRM 

DMVENADSLQAQERKD 


24019 


54387 


A 


24157 


780 


983 


QHQSLIGHKYQRSHRSL*AEPE* 
LECHQPDLAEPADGPPLTTRYG 
IVNAEMGLEQLLPKGPSLKEAK 


24020 


54388 


A 


24158 


773 


2016 


DWPTLRENRKEPTLKYWGLVP 

LI SGMPTWFFFFLSACGNLIPSG 

GIRVPMENML/RVFRAVEEHCP 

WFPEKGTLSVEQWDSVGAKFQ 

ELVPTGNYVPITVWGDWALLL 

QFSESGDPLPLPQLSSPTGPSLS 

DQPLPSPTPPPPDDVENSISNSG 

DFGLTLPPGDLILFPEEPLLAAS 

AAPNRTALGHIYANSSLFKPLQ 

HLPLESANGSGAKLQFTYNSAG 

PSPSSAAPRPPVVSVPQPVTLPS 

TQAASLYPSSHMDTSNHQCTSA 

SS APPM PLSHTLIPSDETTCN V F 

NYPLKKPTGRELREAKNKGSQP 

K VHEKTNPGNI RCISTEERPHEN 

KGFNHLLEWLAELKTTIHLLDC 

WFIAKDVNREQPDGRDAGDKR 

LCVKFLREIAANTYKTEVGAAK 

VME1LLHSHGATTTIAN 


24021 


54389 


A 


24159 


365 


675 




24022 


54390 


A 


24160 


1 


1191 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24023 


54391 


A 


24161 


363 


1434 


QQGVCSGEKGGHWAPRQVGV 
YLLPGRVGCVSSRVSPSFPGDG 
LDSGLARRGSAVSALASGLVEE 
PMLGPPFHPTPRFKAVSAKSKE 
DLVSQGFTEFTIEDFHNTFMDLI 
EQVEKQTSVADMLASFNDQST 
SDYLVVYLRLLTSGYYLQRESQ 
VLRALHRRVDGTVQRSSAKQE 
VEPMCKESDHHSHHCAGPGPS 
ACPSRVGVHGTAARAAPPIRTS 
F/H*GVPSPKVYLLYRPG\HYD1 
LYKLGLGSSPLGCPGCPLLARA 
LGHCYRGFSVVVNGP1SPPSSCH 
MTPPPCFIKGGAGGEPCVRVPA 
LL P A WLLCLLPPPPRWVPLLFT 
YLLLSFPNRSRFEGPGLLEAPPA 
SLGSASFPS 


24024 


54392 


A 


24162 


2 


888 


VFRSRHQGCLKMAAEEPQQQN 
QYPLG SDSEG VNCLAYDE AIM 
AQQDRIQQEIAVQNPLVSERLE 
LSVLYKEYAEDDNIYQQKIQAD 
LHKKY FVHPQDQGLTGTCFYS 
GFRDSPTWEGTCWIDSKELQRF 
QGLVS/SQRSKGKTLVSQGLSL 
EFHNFEGFSTTTFI/VDLIEQVEK 
ADLCRRPCLASFNDQSTSD\YL 
VVYLRLLT/SRAYLQRESKFFEH 
FI\EGGRTVKE\FCQQE\VEPMW 
QGEATTSTSLALAQALSVS1QV 
EYM DRGEGGTTN PHIFPEGSEP 
KVYLLYRPGHYD1LYK 


24025 


54393 


A 


24163 


3 


819 


EGATMAAPPQPVTHL1FDMDG 
LLLDTERLYSVVFQDACHRYD 
KKYSWDVKSLVMGKKALEAA 
QI I IDVLQLPMSKEELVEESQTK 
LKEVFPTAALMPGAEKLI1HLR 
KH G IPF AL ATS SG S ASFDMKTS 
RHKEFFSLFSHIVLGDDPEVQH 
GKPDPDIFLAC AKRFSPPPAM E 
KCLVFEDAPNGVEAALAAGMQ 
VVMVPDGNLSRDLTTKATLVL 
NSLQDFQPELFGLPSYELEGRA 
SVFRPQPTLMVHTAGGKGKEIS 
NSSIPTCAVILAS 


24026 


54394 


B 


24164 


115 


594 




24027 


54395 


A 


24165 


4 


160 


SIIFPAIPVSLK*IKPNCPEPPPDH 
LLQAAWGCVSLGQGLSYSALN 
TLLYFT 



3179 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24028 


54396 


A 


24166 


88 


2280 


VPLYDRMGGETGLLIPSPFRSL 

HAATDAHSCKNRHSLTGKTDS 

L WQQDTKLQTRPKATQG KGES 

GGCGPHRPLLLLRTKSTPESKS 

AHDPPVAPAQAGASGCGRGAA 

QKGFGAKAAVDGQGRDRTPG 

VPAAGPPTSSGRGDRGPSSSRR 

TRSQTPESPTGRPGSRQFQAAPP 

PSHHSRPAHAPFPGFQMYRGPL 

YSSSPAPATPNTSAYESPRFCST 

SYISSSPRFCPTSYICSSPRFCSTS 

YICSSPRFCSTSY 


24029 


54397 


A 


24167 


2 


352 


W RTL1 VLGM SCLGS YPK*MHLT 
HLIHCS* EARSLVTLHIIPLTICG 
EPRNIIKLVGCP*IQWKK**KKI 
MNSRILSPSFRSRY*TSNLLGLP 
♦LRGLSPVERELKLWTNRHKLL 


24030 


54398 


A 


24168 


2 


252 


NKSSVFATSCSLDP1SIMSLM*W 
TSV1SCRSKK*SRSLRIRL*HKA 
KELIYPLPVRESMWGYCQLLS 
MSMP1MHAGTGEMTTG 


24031 


54399 


A 


24169 


1505 


1680 


RTSSLVTL*TLHLEPAGT*VLTP 
GSTTG1TVSGTVLFL1LLSCFLSS 
TPFRLKLACLS 


24032 


54400 


A 


24170 


681 


932 




24033 


54401 


A 


24171 


1740 


1950 


HHHHLLQMSWSAGMQAWHW 
PSFYNVVTG KTLA/LPNLI ALQH 
IPLSPAGVIAKRPAP1ALPNSCA 
ALLSSQ 


24034 


54402 


A 


24172 


1 


652 


GKLTEARTRCCMQLTSDRHRH 

TALNHTTCSHHCNSGVMAGRL 

GPITVLSGD\GPKGMRALTMW 

HTL ARPTG DLEAPRHGRPRRIT 

ATQPDH A PP ATSRNRA AHP\HN 

H TP/PH PQT A H/PTATH SHLT YR 

TPRPTP ATRTPL/HP H S H QQ YP Y 

Q/PTQRSPYLHPPPAPPHISLHPS 

TTRATVNAPDTRPTIYARESVPF 

GRLLNLGRQRGMELANILQVH 

GP 


24035 


54403 


A 


24173 


267 


400 


RFLHCGNLAGLLVGFLSFKLGE 
YEGLGPLAALTAGKGLFFLPLE 
SRLRLHRRPKPRSPASFG*VSRH 
THAIHFN 


24036 


54404 


A 


24174 


422 


452 




24037 


54405 


B 


24175 


131 . 


1047 




24038 


54406 


A 


24176 


2 


199 


LGLR/CARLEARARPPWATVRE 
KL WLFG H PTHMRCS WRGLFQD 
DLGLQKPLSGGSSSAYRGCENL 
NS 



3180 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24039 


54407 


A 


24177 


440 


1746 


RNLQCVFQGR1KEGIPVLALS/L 

RPSP/RVLHTATKQKNSCQHLE 

ED V D\QTKWRTDTPSMDKILM E 

EVKLEEQLKEAVEEDKQALAD 

TEGSEQSSQKLVEEGNMYSIQG 

FCKDSLEVADVLEKATQCVPEE 

EIKDNNPHLKNLCETLTMSEEL 

SQMVDCCRLPQDVSVLGVALH 

WVTPQMLCVPVNED1PEVSDT 

VLKAITAPPRVPIGRTSGDVTGT 

GVRRRRVSSAMSQHRAFRDVT 

VTVQCLELGCFLLRVELASQFL 

KRPRSPESNEKVPE1EVTVEASA 

KMSHPTLYDATRSPWGMFQSQ 

SVLLSCAHHSLLRGATLDRCGS 

1 DESEEWYGMDTFECTG VG VS1 

RRATEPERSSGSAAALDSHRSM 

HPIVNHACEGSTLRCPYENLMP 

DALSLSPILSSRSGDASPQAEILP 

VVGPFRMRRCLTVDPPGLDVT 


24040 


54408 


A 


24178 


391 


656 





3181 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24041 


54409 


A 


24179 


1 


2150 


MEDSTSPKQEKENQEELGETRR 

PWEGKTAASPQYSEPESSEPLE 

AKQGPETGRQSRSSRPWSPQSR 

AKTPLGGPAGPETSSPAPVSPRE 

PSSSPSPLAPARQDLAAPPQSDR 

TTSVIPEAGTPYPDPLEQSSDKR 

ESTPHHTSQSEGNTFQQSQQPK 

PHLCGRRDVSYNTslAKQKELRF 

DVFQEEDSNSDYDLQQPAPGGS 

EVAPSMLEIT1QNAKAYLLKTSS 

NSGFNLYDHLSNMLTKILNERP 

EN A VD1FENI SQD VKMAH FSKK 

FDALQNENELLPTYEIAEKQKA 

LFLQGHLEGVDQELEDEIAENA 

LPNVMESAFYFEQAGVGLGTD 

ETYRIFLALKQLTDTHPIQRCRF 

WGKILGLEMNYIVAEVEFREGE 

DEEEVEEEDVAEERDNGESEAH 

EDEEDELPKSFYKAPQA I PKEES 

RTGANKYVYFVCNEPGRPWVK 

LPPV1PAQIV1ARKIKKFFTGRLD 

API I S YPPFPGNESN YLRAQ1 ARI 

SAGTHVSPLGFYQFGEEEGEEE 

EEAEGGRNSFEENPDFEGIQVID 

LVESLSNWVHHVQH1LSQGRC 

NWFNS1QKNEEEEEEEDEEKDD 

SDYIEQE VGLPLLTP1 SEDLE1QN 

1PPWTTRLSSNLIPQYAIAVLQS 

NLWPGAYAFSNGKKFENFYIG 

WGHKYSPDNYTPPVP\PPVYHE 

YPSVPEMAEMDDPSVEEEQAF 

RAAQEAVLLAAENEESEEDEDE 


24042 


54410 


B 


24180 


1 


489 




24043 


54411 


A 


24181 


39 


423 


RSPTPDAASRSQCSSRRRRGVS 
KEVFVSMARTKADWPANRTG 
G * STPRKPTGPTK.SPLRK.SAP/ A 
PTGGGERNPHRLQGLVTVAAP* 
N LDG YQKV HSNFLIRKLSLPS V 
WVREIASGLLKQNLRFQERQ 


24044 


54412 


A 


24182 


3 


384 




24045 


54413 


A 


24183 


1 


434 


MLQNVTPARAEWQRKTALQG 

VEDPVPARPPISSPEDLLRSGEC 

STAPTQRQVPQPVHE/SHRPTQ 

DSPGARRKPTSERGHTEQRAAP 

DREARPATRGWGLRPGGQWLG 

GSEHAAAAPGPSDHPRGRCRH 

HTILQRPRLLSGKTES 



3182 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


24046 


54414 


A 


24184 


15 


286 


LPSRGAWLGTCSPPCLSLPPPP 

WAPVRPEPPR*APPPAPRRPVPS 

TTQGSLGPHCFYEL*HSPRRSA 

ASLLKPARPRAHQEERTTPDAP 

P*EL*HSP*RSAASLLKPARPRA 

HQEERTTPDAPP 


24047 


54415 


A 


24185 


2 


214 


CLSLPPPPWDPVRPEPPQ*VPSP 
APQHPVPSTTQGLRSVGARRGT 
GRQLHLQSRCGIHWVKPAGLL 
SLGL 












311 


LPSHGAGLGTCSPPCLSLPAAP 
WAP/RVARASPTSAAPTPQHPV 
PSTTQGPLGSPSTLRKL*SFALC 
N K SCCC SLFG STLPL* A VTLTA 
KVCSFTPKAVARP 


24049 


54417 


A 


24187 


1 


669 


MMNEGSG1SLSGCDLGTALQLL 

SQAIVECLKLFQMLNRSTILGSG 

GQQPSSHSSTKLRPDSGAQLAS 

PSGSCTGAAGGAACQSRTVCSH 

SSALGWSMGLGAVEQGVVLV 

GEAQAAQEPMEGVGGSGMAG 

CRSRALPHGKAAKARRAIEHST 

GGLALLGDPVHSPQPLARVLSP 

SLPRASRAGW/PAPSAGPPSPHP 

PGTPAGPQAPHAAPVPARASPS 

TPPCKL 


24050 


54418 


A 


24188 


157 


395 


RCSSCQREMTPYGK*NVQKRL 
KTTKNGSM*LKSH1LSTPEQ\PA 
SPTSS/PPLLQPAAPAPPLMPRPS 
PPPGISVA*YPGM 












287 


CLSLPPPPWAPVRPKPPR*ATPP 
APRRPVPSTTQGLRSAGARRGT 
G RQLHLQPLCGIH WVKPAGLLS 
LVGTWRTFMSSSGIVNTPISTLC 
LAQGL 


24052 


54420 


A 


24190 


500 


724 




24053 


54421 


B 


24191 


1 


2154 




24054 


54422 


A 


24192 


688 


1215 


SRLAPALLSPWVVDGTGRCGA 

VGGAHWGGLGRTGAHGGGGR 

LRHGGLRVPSPAPREGS*GPPR 

YRAQRWWAGT/DWRTQYTLRS 

CWPGTLPSK*REMTPYGK*NV 

QKRLKTTKNGSM*LKSH1LSTP 

EQ\PASPTSS/PPLLQPAAPAPPL 

MPRPSPPPGISVA*YPGMPWTC 

PFYWQ 



3183 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24055 


54423 


A 


24193 


308 


1131 


VLQLLRRRTWSCSLRAWSWDL 

IVPPGGLVVSLASGVKLQTFAV 

SVTALKEARLDLFVPPGGLVVS 

LASGVKLQTFAVSVTAHKSSV 

DPKNSGAQLASPSGSRTETAGG 

AACQSRAVRSHSSALGWSMGL 

G AI EQG A AL VRGGSGRTG\PM E 

WVGGSGMAGCRSRALPRGKA 

AKAQREIEHSAGGPALLGDSVH 

PPQPLARVLSPPLPGASRACWL 

LRVRGPPSPRPPGTPAGPQAPH 

AAPVPARASPSTPPLVHLTNDV 

LRVKVKWAFFFTLHK 


24056 


54424 


A 


24194 


192 


818 


SWCLSRAVVGDSMTSEVIEDVE 
KQRYSKA\KTYWKQIPPTVDR 
HAWGEGPNKTGTSCALDCGAG 
IGRITKRLLLPLFREVDMVDITE 
DFLVQAKTYLGEEGKRVRNYF 
CCGLQDFTP\EPDSYDV1W\1QW 
VIGHLIADQHLA/ESFLRPCKGQ 
ASAPNGIIVIK\DNIA\QEGVILD 
D\VDSSVCRDLDVVRRII\CSAG 
LSLLAEERQENLPD 


24057 


54425 


A 


24195 


1 


233 


FFFFETESRCVARLECSGAISAH 
CNLCLPGASNSPASASQ/CSWD 
YRCVPSRLANFLYFSTDGISPC 
WPRMVSNLLTS 


24058 


54426 


A 


24196 


240 


476 


LLPQYRRVLL1YSG1QLLPGLGL 
RRRMCPGIYSFLLDFLVYLRRG 
VYSIL*W*FVFVVLVPWFSAPS 
GHLRSSLCCLF 


24059 


54427 


A 


24197 


288 


677 


NLPEDVVPDDKPHQPLLRAV\C 
LFVISKDLFLESPFESPIWRMYP 
NSTVH1QRLELALLC/CHCPRAL 
PASAHSCHSLERGLPICKE**CM 
PCSEYTIASQRPAGGAPAILPEC 
DSRRRTTQATSEPGSHI 


24060 


54428 


A 


24198 


99 


399 


LLCHGFEHPPLAQRSLLLPIV*S 
LLLSTRQSHSPSSFVPLLARSCG 
SWVSPAEAAEPQ1LQKGKCSCL 
IVPLEALCQRGTRLSLWLPLTFF 
PSFQLWPV 


24061 


54429 


A 


24199 


1 


586 


LSFFKVFSFFAIGSN1LFSSEKFII 
TDHLKPSSPTCQSHSLSSFVPLL 
ARVAFRWGFGVDVLSFVSFPSN 
SQDPQLQVCGVCWRSTPDRLP 
GYHQRGSGGCRTADIIEPQMLR 
LIVRLEVLSQRSTRPQRCQ\SA\L 
LGGASQLGCC/GVRDLLEEAVC 
PFSDL/KLHAGKTTTLFKAVRQ/ 
SHLSLQRLLLSFVCLCPT 



3184 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24062 


54430 


A 


24200 


1 


822 




24063 


54431 


A 


24201 


1428 


1801 


RSAGIDPE*FFSG/PRRJHTASCL 
PSQRSSNRACSSSVTRIVS1LSRF 
IGI1TPMNRNPRFWRNSTSWTR 
MNRQTSVNRFTTTLMSFTAAA 
SRVSVMTVKTSDTCSSRRRSQL 
VKYHLSISTQVL 


24064 


54432 


B 


24202 




2040 




24065 


54433 


A 


24203 


176 


564 


AWEPKWYSTTATRTHFWEMRS 
RSIMSTTKAFSTSNSASDSLEEP 
SSRKTRSSSLLQ*KSCNGGSEM 
SSTYRVVGLTGASLSASALNSLI 
DS RSNR* V/FSRNTL ANITRRNQ 
LKMLPAPDPDGFSSGSPFQ 


24066 


54434 


A 


24204 


1 


774 




24067 


54435 


A 


24205 


1 


1807 


MPLRAFNPVSSFRWARGMTIV 

AALMTVFFIMQLVGQVPAALW 

VIFGEDRFRWSATM1GLSLAVF 

G1LHALAQAFVTGPATKRFGEK. 

QAI1AGMAADALGYVLLAFAT 

RGWMAFPIM1LLASGG1GMPAL 

QAMLSRQPNFDHWTADRHGD 

LCRLGEHMERVGMDCRRRPIPC 

LPPRVASRCMEPGHLDLNGSRR 

HLANGFTTPRIGANQFLRRTVN 

AQTNPWQNISIASAISSSRTRRIS 

GSVGSWPRSGNAEVSALHHYV 

PDLH RRM LL ATL WNTYICINEA 

LALTLSDFSLVPPHPYRQLFTLT 

TFHNRACSSSVTR1VS1LSRF1GII 

TPMNRNPPYTEASVTKQEKTAL 

NMARFIRSQTLTLLEKLNELDA 

DEQADICESLHDHADELYRSCL 

ARFGDDGNSYDHDYAKLACLQ 

VEGRGGGTFAHELLAVEYAGW 

ISPAFRLKVMHWLMNRMLDAR 

NRDRYKQWKQDFFHDSYNRQS 

AGH1LSQCANLAATTSEYFIHKP 

HRLIAAETGYSQSTVVRAFREA 

VNK.GILSVEIVIGDHRERRADL 

YRFTPSFLVFAQQAKNALIESKS 

KI\SSAATKVRLLAPISPTSPMG 

KIGLATSGS 


24068 


54436 


A 


24206 


291 


851 




24069 


54437 


A 


24207 


2 


694 




24070 


54438 


A 


24208 


2 


331 


HLSTIEPEDYNLLFRRVSLKLSV 
WLPTWQSKSNGWSKKCLWMH 
LKSNPLNALLPPAGF* S ATMPK 
CSAWAK.TISSPGCVITEF*SQPV 
NAGTSPNKNTYLVGISPLKKP 


24071 


54439 


A 


24209 


1 


4455 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24072 


54440 


A 


24210 


698 


1088 


LTSKFIAAVCMRRISLCGKGSA 

QNTDSGIAATPCSCVSD*QNSTS 

SRJRM*PWMCPCPMKRKSAT*N 

ITLRC*RAAPPISSRVRK*/MSM 

Y/NHLQSAECGGHRPFPVPQEE 

S1LLLLHL1ANRSSACHS1R 


24073 


54441 


A 


2421 1 




1902 




24074 


54442 


A 


24212 




2898 




24075 


54443 


A 


24213 




2604 




24076 


54444 


B 


24214 




1254 




24077 


54445 


A 


24215 




2946 




24078 


54446 


A 


24216 


698 


1285 


RFWRNSTSWTRMNRQTSVNRF 

TTTLMSFTAAASRVSVMTETA 

MTMITPSLHACRSKAVAAALLP 

MNCSLWSTQAG/CSP/DVSAEG 

KPDIYRLSNRKITTCYSAES/LL 

KL S V WLPTWQSK SNGWSKKC L 

WMHLKSNSLNALLPPAGF*SAT 

MPKCSAWAKTISSPGCVITEF*S 

QPVNAGTSPNKNTYLVGISPLK 

KP 


24079 


54447 


A 


24217 


1 


1986 




24080 


54448 


A 


24218 


1 


2262 




24081 


54449 


B 


24219 


1 


1014 




24082 


54450 


A 


24220 


1 


1155 




24083 


54451 


A 


24221 


5 


386 




24084 


54452 


A 


24222 


1922 


2146 


SSSAGISCWSSSPTPGS1PSRVGS 
AAA*GWTTSRSSTGSANPSASR 
KPAAAIRASMPPNCRSGEARWP 
LWSGSL 


24085 


54453 


A 


24223 


1091 


1435 




24086 


54454 


A 


24224 


1 


2919 




24087 


54455 


A 


24225 


1324 


1502 




24088 


54456 


A 


24226 


1 


2901 




24089 


54457 


A 


24227 


5 


253 




24090 


54458 


A 


24228 


1227 


3031 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24091 


54459 


A 


24229 


1 


1940 


MNRQTSVNRFTTTLMSFTAAA 

SRVSVMTVKTSDTCSSRRRSQL 

VCKRMPGADKPVEGRGGGTFA 

HELLAVEYAGWISPAFRLKVN 

QTFIDYRTGRLQPAIPQSLPEAL 

RL A A DL A EQKQRLEQKMLM D 

APKVEFAERVATASGVLIGNYA 

KVLGLGQNYLFTWLRDNGILIA 

TGERRN V PKQE YI SRG YFTLKE 

TVIDTSNGSRISFTTRITGKDVV 

RTTSIVMLAKVTFLSCITMSDFT 

FSGYELACFVTHSGLSRSAGHIL 

SQCANLAATTSEYFIHKPHRL1A 

AETGYSQSTVVRAFREAVNKGI 

LSVE1V1GDHRERRANLYRFTPS 

F\L AF AQQ A KN ALIESKLKI SS A 

ATKVKAVLAKTLALFNFLSTPP 

CQNDTPSPCQDDVA1KNKKSQ 

VKKTKRSVSGGAGTTSLKKLTS 

WIAKAKAKADNLRLSKK.RTQK 

HEFKQKVEAAARK.YAYLK.NK.R 

SPDIGGISNFDNLPHCMTVNEA 

LNAVLAKNKDNEQWGAVAGA 

Y1AD1TDGEDRARHFGLMSACF 

GVGMVAGPVAGGLLGAISLHA 

PFLAAAVLNGLNLLLGCFLMQ 

ESHKGERRGELLKIVVLPGDHV 

GQE1TAEAIKVLKAISDVRSNV 

KFDFENHL1GGAA1DLQGGGGK 

PRCVSKSLMLHCTR 


24092 


54460 


A 


24230 


1 


1230 




24093 


54461 


A 


24231 


1 


799 


MKPRTYTVSVTAVKDGVSGVC 
SFRCSDVSRVSSFQWVRGLADF 
RSEAADLHNSGAQLASPIGSRT 
GATSGAPCQSRTHAPALLSLW 
AVDGTGRHGAGGSTRRQGSGG 
TQEPMVAGKAQAWRAAGFSG 
SGDGVGVSILVPWGGTCIGSFR 
QANSW1SGGAFSDAGCDSDRL 
GKDWNSLEGSEEERKMWESLE 
LPRDLKSSEDRKMWESLELPRD 
LLNGFDQNADYTICTMK.SRLRW 
SQMEMKNLLGTGVNVTLVML* 
QRDWRHLLLV 


24094 


54462 


A 


24232 


416 


775 




24095 


54463 


A 


24233 


548 


882 


PGGHQYPPCHLEEKETDLPLLY 
TAVEEKGLSYSIIPGSLVEKPLT 
STNSSGTPIQSNITSL*IPLAGIMS 
MAASQN*AI*WPLAPTMQSFTC 
TT*RLS*SHRRSWWHRGCT 


24096 


54464 


A 


24234 


144 


570 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24097 


54465 


A 


24235 


254 


1117 


LSRMKLRTLVVSVTVLKDVVS 
GVCSFRYSDVSGVSSFQWVRG 
LADFRSEAADLRGLKLQTFVVS 
VTPHKGSVDPKSDQQRDLLQR 
VK.EQNFRNVKGDPAALAHEDD 
VNGTESGAPRKHGDRELDDVV 
ITNPHIEAILENKDW1EDASGLM 
SHCIAILK1CHTLTEKLVAMTM 
GSGAKMKTSAIVSDMIVVAKW 
N SPRVDD V VK.SM Y PPLDPKLL 
DTGTTTLLLSV\SHLVLVTRNA 
CHL\TG\GLDWI\DQSLS\AAEEH 
LEV LREAALAASEPDKGLPG PEG 
FLQEQSAI 


24098 


54466 


A 


24236 


472 


844 


RTDGVLVWMSFLFVSFPSNSQD 
PQLQVCWSLLEVHSRPCLPGYQ 
QWRLLCPHE1TGESMSKLHIIQK 
YTSSCCLFKSS\SERGSSTPCPSW 
LGSGEGLSTLHATDFSFSAPMA 
QRGKSSLVSLE 


24099 


54467 


A 


24237 


206 


456 




24100 


54468 


A 


24238 


50 


392 


LG LLPFF1 1RCPTQRGG 1 * RG SL A 
TAALLSCGGLCPVGS\SRHLCL\ 
PVRGKRPTQASVMGDALPPTK 
LECPRSASGCCAGSDNFKPVDL 
SLLSSMGLGSTELDHLAPWLQP 
PFQG 


24101 


54469 


A 


24239 


1 


204 


SFSVQFCSLVGDPLG*SSCDPLE 
EKRCSGFWN1QPFCAGFSPSLW 
DYLSLVFDVDDLQMRSLSGCPF 


24102 


54470 


A 


24240 


1 


375 


MCNAQVLEYMGKSSSLLTSDL 
QLVRDALRSLRNSFSGHDPQHH 
T1DSLEQGISSLMERLHVMETQ 
KKQERKPPLVIPRQT/WVWSGP 
PANSNRPAAEGPDC*KEN*RDA 
LRSLRNS FSGHDPQHHTIDSLEQ 
GISSLMERLHVMETQKKQERKP 
PLVIPRQTGSGVDLQQTPTDLQ 
LRDLTVRRKTNEQKGIASASTK 
RTSTPKPHL 


24103 


54471 


A 


24241 


1 


674 


MVVYACSPSYLEAEVGGSLSLE 

VEATNPK.NSSKJCFLDLISEFCK 

VSGYKISVHKSVALLYTKNDQ 

AATQIKNL1PFTTAAKQFKYFGI 

YLTKEEERLKPSRKKITKKHTK 

KRTASLILHAMICSQ1PKQQQNE 

K YQ VPQFDQSTIKN I ES AKG LD 

VWDSWPLQNADGTPPLVIPRQ 

T/WVWSGPPANSNRPAAEGPDC 

QKEN*QTERNSINIKKKD1HTKT 

PLCI 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24104 


54472 


A 


24242 


1676 


1768 




24105 


54473 


A 


24243 


270 


471 


PSREYQDANPWLKWIKYSVRT 
LNKSDCYASGYK*ACLLCSVYS 
HGKAAGECTLSAGSK.NGLAEVI 
K.K. 


24106 


54474 


A 


24244 


23 


200 


AQMKAHGRSRSS*RC\DEEHWR 
ACRAQEPPCSQSQRERSKRTCR 
QGTVASKVKCHSEAR 


24107 


54475 


A 


24245 


3 


270 


ASTSHVPQPICGLDDLAIRHSAV 
RLNRERVHSTAVLP*EYTKQRR 
QG H L *PDPYKKEG A ATNEDAL 
LLRWERGRGARLHIPGCKAPQL 


24108 


54476 


A 


24246 


135 


275 




24109 


54477 


A 


24247 


365 j 


583 




24110 


54478 


A 


24248 


2906 


3114 




241 1 1 






24249 


108 


405 


NLHTPYRPQSLGQGEPLDDYV 
NTQGAS/LFSVTKKELGAGSIEE 
CAAKCEEDKEFTCRYFHCRCTF 
LS1PQVTSSFLCFPLPLPLLKSSK 
LLANRDKYRM 


24112 


54480 


A 


24250 


1 


386 




24113 


54481 


A 


24251 


1 


808 


MSYSQCVSDPKAHG1LPGYHC 

WLFRDQGLLKSQHVINPAKAST 

GFFLQDTLMVLEIKTTIRNYYK 

HLYAHELERLEEMDKFLDTYT 

LRRLSQEVIDSPNRPIMSSKIESV 

KGYTHQQFCHKSTLNKGDRVI 

DNLTCPPYCCVWFPLAGTGPHI 

LYLSRLVSNLELFKRGKGRGEQ 

RKEEVTCGMLRKSLVTSDLPEP 

GGVTSEGCETAKVTACSSLWE 

LCHREVLTPYCPKDTCRKWLE 

TPV RRSCP VRRSRI STCL RK.KFG 

HILAEQLSC A* RCL* * FL/YGCF Y 

FQDHECVLKEESSTSFGRIN H V 

LTLKEPLVPE 


24114 


54482 


A 


24252 


833 


1245 


AN MFPAFA A V A AG A ATE A A A 
AAAAAPAPLAPARRAAAAARG 
PPLPRLP/WSCAEVMYHPQPYG 
ASQYLPNPMAATTCPTAYY/RA 
GAPTWPAGESPDGQPAGGGGE 
GHREYRSGARRRPAGTRGAED 
ALGSAGASLSRKP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24115 


54483 


A 


24253 


145 


766 


TGCIREKFHLPEGSLLIVSSRKH 
LQRLAFQAKVSSMMLPLQGAQ 
MLQMLEKSLR\KSLPRNPLKVY 
GT\VFHINHG\NPFNLKAVV\DK 
W\PDFN\TVVV\CPQ\EQDMDRW 
TLDHY rmYQIYSKDPQNCQEF 
LGSPELINWKQHLQIQSSQPSLN 
EAIQNLAAIKSFKVKQYTQRILY 
MGRLETAKVELTPFLAGNQRILS 
P\SGWAKPKAM 


24! 16 


54484 


A 


24254 


215 


550 


VGFRSCLVMSGRGKGGKGLGK 
GGAKRHRKVLRDNIQGITKPAI 
RRLARRGGVKRISGLIYEETRG 
VLKVFLENVIRDAVTYYTEHAK 
RKTVTAMDVVYAL\KRQGRTL 


241 17 


54485 


A 


24255 


3 


292 


TLLNLAAAHCSGPCLLWFQLSF 
RSPSTSAVGRCRRPSADFHPSRS 
SRVSAVLLIQ/QRCPLPILIQLKA 
CHCSCTAKWLGSSPKPETFFEII 
HPSPS 


241 18 


54486 


A 


24256 


1 


789 




241 19 


54487 


A 


24257 


3 


256 


TLLNLATALSSGPCLLRLELSFH 
SPSTTAVCCRHRPAADFPPFGR 
VSSLLL1Q/QRCPLPLLIGLKACQ 
CSCAAKCCVRPNRAEQ 


24120 


54488 


A 


24258 


3 


212 




24121 


54489 


A 


24259 


2 


491 




24122 


54490 


A 


24260 


20 


272 




24123 


54491 


A 


24261 


160 


876 




24124 


54492 


A 


24262 


623 


796 


GANSWNLTGTLAVKAGTVENP 
I*VFATHVESAGPR*LDPRTGSL 
AVRTKGRHWDQGA 


24125 


54493 


A 


24263 


242 


659 


TSNSPPQTRPHVCHGPRQYLLQ 
LSSRDLEFLVQIAVRSCLCPGLR 
IRSPVFAVASTSTFGTLRGKVV 
KDFGFVFPPPWGQPCLCPVEER 
ALSCQGPVVDSRCPRCGHEGM 
AYHTQQMRSADEGQTVFYT\C 
TNCKFQEK 


24126 


54494 


A 


24264 


66 


238 




24127 


54495 


A 


24265 


2 


278 




24128 


54496 


A 


24266 


168 


565 


TENFRALSTGEKGFGYKSSCFH 
RIIPGFMCQGGDFIRHNGTGGK 
SIYGEKFDDENFILKHTGPGML 
SMANAGPNTNGSQFLICTAKTE 
WLDGKLVVFGKVNGMNIVEA 
MECFVSRNGKTGQKITIA\DCG 


24129 


54497 


B 


24267 


20 


88 




24130 


54498 


C 


24268 


183 


254 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


2413) 


g4499 


= 


24269 


412 


590 


KSGLATQG/GRRRGWVFLAPQ 
KGGEGVETQREGVGVLAPSPE 
KRDLPLRVKDQGRRPCVV 








24270 


550 


852 




24133 


54501 


A 


24271 


207 


381 




24134 


54502 


A 


24272 


412 


589 


KSGLATQG/GRRRGWVFLAPQ 
KGGEGVETQREGVGVLAPSPE 
KRDLPLRVKDQGRRPCVV 


24135 


54503 


A 


24273 


191 


235 










24274 


95 


375 


AEKIWEGVSQRALGQSSRGSGS 
GCQMNPLSGRPQVVCFFTAHM 
LTKKREEGASMLNMPCFQ*KE 
EM1QANLGP1ADSSHCLGIEGPP 
WAPLTP 


24137 


54505 


A 


24275 


144 


293 


WQVPLFWQPFPEPLELWPKAL* 
LTPSQ1FSD*RLKTDAARSPRKP 
PAPR 


24138 


54506 


C 


24276 


1 


909 




24139 


54507 


A 


24277 


1 


1744 


MGCLGTQRAPRAFLLLPLPLHF 

AQLSNLTQLQAAASLSMVTHR 

SSGGGGERGATAAGTEQGGAC 

LAASLLRGLWDAGEVTPIRVRV 

RPYDPFTLAPLHEHSEAQCVAS 

PSLTVTKEKSLLPKSLLAGSREV 

ARSRALCHGQARPPPRPQVTQQ 

RTQLQGQR1LQWRPATEGPHSP 

RRGSDSAKGTHPPTTGTCPPRR 

RQG AG YSRYN SGES RRRLG RQ 

QDLVARSDEQRDPAPATRRED 

KM1EELQPFGEHRPRRSPSQGC 

DTLFQALWFLASPSFQRGGQLQ 

VLALCKAAAGPGAPQAASTAG 

TREHGYAWKLGDTRNHRALK 

RKSQTWLRRFPAGCPDVCSAL 

ADLRAFMGLRGEEVCADWSM 

GGHGSGECRRGTGGQRAVVPK 

SPVQEKGKEPLSLLQYFMVDEK 

ERFLR1TSEHEDNDNSNNSSNHS 

SINETKETCFIHEPKTPAPVTDW 

EGSLPLVFNHCRDASLIIHSCFK 

GVRPHRDACLG/RFTLSGK/FPL 

SWGRGKYPSTPSPSPLAASPTFL 

GQGQELVTSARNLTTRPRNAC 

GPGFLLSHVPSVRDPTGNRTVQ 

LTWQPLPEPLELWPKAL 


24140 


54508 


A 


24278 


2 


120 


QSSAAKPRTSGKGSVREPWAR 
VPGALGVAAR*AEQSDFQ 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24141 


54509 


A 


24279 


1135 


1483 


ILTMTGSLSCTPSNAVIEKV*VC 
CSSLSTG*SKV/QVASNTSLCDG 
ED*GVVIQKKVKLWVFCIFYVL 
VQSYYS*R*SQIETVRNGCSHW 
GRFQDIALITGHCKIWTLIVFIQ 
YFNV 


24142 


54510 


A 


24280 




860 


ATTGGTNLRDD1MRLDDTVHV 
VIATPGRILDLIKKGVAKVDHV 
QMIVLDEADKLLSQDFVQIMED 
IILTLPKNRQILLYSATFPLSVQK 
FM1MSHLQK.PYEINLMEELTLKG 
VTQYYAYVTERQKVHCLNTLF 
SRLQINQSIIFCNSSQRVELLAK. 
KISQLGYSCFY1HAKMRQEHRN 
RVFHDFRNGLCRNLVCTDLFTR 
GIDIQAVNVVINFDFPKLAETYL 
HRJGRSGRFGHLGLAINLITYDD 
RFNLKSIEAQL*TEIKPIPSNIDK 
SLYVAEYHSEPVEDEKP 


24143 


54511 


A 


24281 


848 


1218 


PMQRKSMLK1SVS/PVSVQKFM 
NSHLQKPYEINLMEELTLKGVT 
QYYAC1TELQKLAETYLHRIGR 
SGRFGHPGLAINL1TYDDHFNL 
KSIEEQLGTEIKPIPSNIDKSLCG 
AEYHSEPVEDEKP 


24144 


54512 


A 


24282 


241 


477 




24145 


54513 


A 


24283 


38 


208 


MTAGAPPPPPPFET\PEGV*GNP 
TCSGG*EDASGSTRSQRHPVGL 
PVSCALRACHLK 


24146 


54514 


A 


24284 


794 


1455 


AQQGGTSKKRRFPQDGQQRAG 

LACSRPPGPGGCGFQAPAGERY 

PNIKPHPTSVAPLVLCICYLM/P 

MLPWAWSYWRGARRPSRHPG 

AFPCSVAHQCPSAARSPTLRQE 

DPEKGSQASSFPTGPSPQSMVD 

RCLKGPQLDVSRKQLSLPQTGL 

RP VL VN QLSKKPTG YPQTQIQ W 

VLMRDTGKDTDTEEKEGHAK 

MEAEIGVMYPQEHLEPPESGRA 

KGEIPL 


24147 


54515 


A 


24285 


90 


354 


QSPGVHQLSRFVS*SYSERP*SL 
LVSTRYHTRALH**HYADSIQ* 
ARSSKHTGLIGCTVP*RGFPRTH 
SFYSRKREPRRQTSSFRGIL 


24148 


54516 


A 


24286 


236 


520 


TACFLTHVAIKWVMHSS1PSSN 
GGGIYMIGLKAQVSYMRKWLK 
SPWSPLLLSPSLHRWPHGKFPM 
IS*QRKRRLGPGSQMVLHDMQ 
APPKSGQL 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, impossible nucleotide 
deletion, \=possible nucleotide insertion) 


24149 


54517 


A 


24287 


16 


278 


FAQAMKPHLVQQLQLESPLG* 
AYDNPLSFSKIHLSDLHKPVL*L 
GDSNDVLGTLESMSAQSQCPV 
VPEMSDHLPFPMHSYPGKRPEV 


24150 


54518 


A 


24288 


74 


168 


LGKCLFLHSCP*APPEA1CLQLP 
LLSSPNGP 


24151 


54519 


C 


24289 


92 


564 




24152 


54520 


A 


24290 


1 


876 




24153 


54521 


A 


24291 


71 


282 


PLVTQVVFRLFPTNSSLDLLQ/S 
PSP/GSGPHSNWQPFGSLDKWA 
GVKHPNEECAASKIQTGPPCVV 
PLPWL 


24154 


54522 


A 


24292 


81 


1054 


PRLFSDCFPPTAAWTCCRAFSC 

SGPHSNWQPFGSLDKWAGVKH 

PNEECAASK1QTGPPCVVPLPW 

L* EEPN A AI YPSPVSPVCFLLLA 

HWIQSA*CHQCNGPVWYLVEV 

KSNQVLSK*HYDTKPES*YTPY 

GQEWRKGHLPSQWPHTRYQE 

MY*FAQAMKPHLV*QLQLQSP 

LG*AYN»PLSFSKIHLPSPHGSH 

SEPCL*GPTRTLV*L*L*KQTGM 

LAVAPEENQHYLAWQLPQGRP 

SLLPQAVQGLSPQTKVERLMA 

AS VG EGMLPILGMEKLF/PSGK 

KD*SG FTSS VSPASSG SSHTSPF 

QVAGSHSFP1NAFTLTVDTW 


24155 


54523 


A 


24293 


5 


88 




24156 


54524 


A 


24294 


779 


1041 


PPLSSPSGP/DEQSD/LWWQQS1P 
LHQETVK VLH * MG P VPC ATQL 
DKIHQQGFSDPYRGAVLLASG 
WCPKRPEIPEEGATTHLCCFPAS 


24157 


54525 


A 


24295 


248 


3714 




24158 


54526 


A 


24296 


4177 


7804 


TFQESRFEQGFQKAIFILELVDA 
EDPPDEEEEEASSIFSSSFHFLFP 
SSSSCFSFSSSSSSLLLRSPGDKD 
MPTAGMPSLLQSSSESPQSYPE 
GEDSQSPLQIPQSSPESDDTLYP 
LQSPQSRSEGEDSSDPLQRPPEG 
KDSQSPLQIPQSSPEGDDTQSPL 
QNSQSSPEGKDSLSPLEISQSPPE 
GEDVQSPLQNPASSFFSSALLSI 
FQSSPESIQSPFEGFPQSVLQIPV 
SAASSSTLVSIFQSSPESTQSP 


24159 


54527 


A 


24297 


145 


219 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon For peptide 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24160 


54528 


A 


24298 


191 


1075 


QPKVSRHCQTSPGSYLYSLQSG 

RWTTGKPLQQTKSVYLRSFHH 

HHFQNHRHYLHHHHLYHHHH 

YHPHPSHHHLHCYXSQHHHHH 

HHHHHHHEHHLCRHQKSTQVE 

YSVFAERENDLGLNGTGDEAL 

H DN GTTER V SG PP AG YL YRAD 

YA1GLQPFMPRLGRRTPGAGGP 

HSRAPELAYLQKLITSPATLPFV 

YLETGGWSPRDAHRVDNFDM 

GPRENMGSVWEKSFLFTRNPSK 

SSY1ADKNLIYLYASECIGRQSQ 

KA RASKSG VQ AEHP YITG AIKD 

DTR A 1 VKTRDL ANRLK 


24161 


54529 


A 


24299 


155 


381 


LICTSFK1LSRLFCPSSL*SSSSQG 
ACISKLLSVLTYAHLYFALEKE 
VLTFLSRAIVSSSTLLTHGVAHS 
LTLFH 














TGWDGPPANCSSPMEGDSNVH 
CSCVCCCSCFGLLL/CAIHCCCA 
PPGCSACGAATLLYSAPLGSSA 
YGIALLSPFHHVRMMLSTKQEV 
GLHQTLNLP 


24163 


54531 


A 


24301 


1 


723 


MLNVQALVVMVMCFMWASL 

WAPGGHPSAGNISSWVSGLVSF 

PEWSSWELVVSVVGWAGKLW 

LHESLLTLNLSCGLLVVLVALV 

FDEWHPWSGHVAEACSTGYWS 

TGGIWFHEIAAP*DCSSSPAME 

QSWMEND\DELIEVGFRRLVIT 

NFSELKEDVRTHLKEAKNLEKR 

LDEWLTRINSIEKTLNDLMELK 

TMARELRDACTSFSSQFDQVEE 

RV S V 1 EDQMNEMKREEKFREK 

RVKRNEQSLQEI 


24164 


54532 


C 


24302 


295 


430 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24165 


54533 


A 


24303 


811 


1947 


QTERNSININRNGHQHQNPICRS 
PSSKTKGSIKPQRSGRNQSRICA 
ENSKNQSTSSPPKDCSSSLAMK 
QSWMENDFDELTGAGFRRLVI 
TDFSELKEDVQTHHKEAKN LE 
KKIRQMWTRINSVEKSLKDLM 
ELKTMARELCDACTSFSSRFDQ 
VEERV SVI EDQMNEMKRKEKF 
REKRVKRNEQSLQVIWDYVKR 
PYNLRLIG1PESDEENGTKLENTL 
QDIIQENFPNIARQANWQIQEIQ 
RTPQRYSSRRATPRHI1VRFTKV 
EMKEK\MLRAARQKGRVTHKG 
KPI RLTA DLS A ET VQARRE WGP 
1FNILKGKNFQPRISYPAKLSFIS 
EGEIKYFTDKQMLKDFVTTRPA 
LQELLKEALNMERNNWYQPLQ 


24166 


54534 


A 


24304 


1 


2394 




24167 


54535 


A 


24305 


1902 


2413 




24168 


54536 


A 


24306 


2 


610 


WAPPAIH1RCMPEAYNFPRKPL 
SL1PSA1QSNELIIMNGMRALNIQ 
LLKRYQCTLD1RYKQTSMLNC 
YEGTVITPSHIQYPCLSDSYGLY 
D1GIRNTDFLKGELSMNIRPLHD 
RVI VKRK.EVE TKSAGGIVLTGS 
AAAKSTRGEVLAVGNGRJLEN 
GEVKPLDVKVGDIVIFNDGY\G 
VKSEK1DYEEVLIMSESDILAIV 


24169 


54537 


A 


24307 


1 


801 














1579 


TAIWSPSKSALYAAQTSGCSWI 
ALPS I STG SN A W1PRRCR VGARF 
SSTGCSRITSSRJSQTTASSRSTIF 
FAALMVVARPRSSSLP*MNGLN 
SSSAIFFGRPH 


24171 


54539 


A 


24309 


583 


796 


1H1CDIRFSATPAGGEFWQYIAS 
RQSIFHAIVETGHALFQPSSVPG 
LTPAMKAVATTSH*TVESCFRS 
ASR 






— 


24310 


— 


313 


MPNVDVVGEMVNTMSASRSY 
QANVEVLNTEKAMSIAVTTTDP 
TNTGVSTTSSSSLTG\SNAADLQ 
SSFLTLLVAQLKNQDPTNPMEN 
NELTSQLAQISTTLRAY 




54541 




24371 




323 


SASAQVSALSIHSAAFQNEYLSP 
CPN*RLV\SAFTNSSRQSG*PEK 
SVSQTPVITASAFT*YAD1AASV 
RNKILRPGTNVFGDTIGFRVQ 


24174 


54542 


A 


24312 


816 


866 




24175 


54543 


B 


24313 


1 


985 




24176 


54544 


A 


24314 


1828 


2505 




24177 


54545 


A 


24315 


1 


1938 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24178 


54546 


A 


24316 


4201 


4668 




24179 


54547 


A 


24317 


269 


503 




24180 


54548 


B 


24318 


1 


1702 




24181 


54549 


A 


24319 


829 


1584 




24182 


54550 


A 


24320 


1238 


1926 


IQAAYNR1APSSSPKFPRACGKP 
CLGERGRIRG PG PSFGLIN RPST 
PDPTITGVSTT/SSSSLTGSNAAD 
VQS/SFLTLLVAQLKNQDPTNP/ 
MENNELTSQLAQISTVS/GIEKL 
NTTLGSISGQI/DNSQSLQASNLI 
GHGVM/1 PGTTVL AGTG SEEGA 
V/TTTTPFGVE\WDGTL/TDGST 
APNGSYNVA1S/ASNGGTQLVA 
QPLQFALAAERFCALSPGAPYR 
YDTWVRQWVASP 


24183 


54551 


A 


24321 


487 


1509 


FYLQGLRQQPQVRQPLNIGVTA 
QGVNAAACHPH1AEQQLDHRH 
RTNVLRTNGVLRPAEGIQERGS 
FI V STGFC D VF A DFQERVF WRT 
TDVFNHIWRVAGNVLFQQVPH 
AARMLQRGIAFGEAVFVQFISP 
GGFIVLAFFRVVAGEQAIFKAVI 
LTHDQAGGG1GFGVFAVEFFIV 
QQVQQYA*QESNVSTGTNRG1V 
VSYRRRTRKARlDrfNQLRAVV 
NFGFHRPAEPDRVSAHHHDEV 
GVLDVDPVVGHRKTFFDIWHD 
DQFIDQRVRRFSGDNRRLQDRE 
QVGLQSANNSP1DKSLFRG1NQF 
QLYAAFTAQDVNIDIFKTRQQF 
FAVIGQTTGVQYGK 


24184 


54552 


A 


24322 


377 


749 




24185 


54553 


A 


24323 


140 


298 




24186 


54554 


A 


24324 


342 


1094 


MGAPWLHRPRRALQRWRLGS 
GFSCGSGLG LQENNGGRP VM V 
LALSTLPRRPTRCGCEFYCL1KP 
GFRLGMKSVKME1RGLWAGGE 
DKIAVPAEPRSAGPERTLSDLH 
NESIF/ITGGGSGLGLALVERF/1E 
EGAQVATLELSAAKV/ASLR/Q 
RFGEHILAVEGN/VTCYADYQR 
AVDQILT/RSGK/LVNTPAETLE 
TGFHELFNVNVLGYLLGAKAC 
APALIASEGSMIFTLSNAAWYP\ 
GGGGPLYTASKHAATGR 


24187 


54555 


A 


24325 


1 


1785 




24188 


54556 


A 


24326 


2 


1760 




24189 


54557 


A 


24327 


2437 


2679 


TFQYIGQPHGDEFPHVAPVKHG 
DKLGEGKNHHDKSRHLFHRFN 
H*MR* IRLTSNC AGSDAISQRD 
NKEKKNDQWHDTFNKG 



3196 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 










3 


415 




24191 


54559 


A 


24329 


1 


1932 




24192 


54560 


A 


24330 


1932 


2117 


RAISLGRTAAGYLNSDVAQRA 
ASGADPAGDFVVWH**IRKNLS 
GGARYA1PHLYQHLAWHP 


24193 


54561 


A 


24331 


1 


1017 


MRYREPPARGVEPNELHACRSE 

DKLSEDAFDDQCTGANPRYPLI 

SELKQILLDTYYGRDYVEDRLS 

FLLAVATLNGERLDGEMSEGK 

LVMPFRHVSDAFEQTRETIGVR 

GNNAINDMVRQRLLN\RFTSEQ 

AEGNA1YRLTPLG1GITDYY1RQ 

REFSTLRLSMQLSIVAGELKRA 

ADAAEEGG DEFH WHRNVYAPL 

KYSVAEIFDSIDLTQRLMDEQQ 

QQ VKDDI AQLLN KDWRA A 1 SS 

CELLLSETSGTLRELQDTLEAA 

GDKLQANLLR1QDATMTHDDL 

HFVDRLVFDLQSKLDRIISWGQ 

QSIDLW1GYDRHVHKFIRTGID 

MDKKPRPSRRCL 


24|94 


54562 


— 


24332 


5 


220 


GLSWLNYC*ASTLTISLRCATR 
AVPLTRIRCRPRLLPSRRERTAL 
PCIYVK1AVTLLTATCASCVRR 
WIPA 


24195 


54563 


A 


24333 




180 














564 


PGFKPRHSSWQRLPSLGHLPLY 
GSSVFTLLNLATAHSSGPCLLQ 
LELSFHSPSTTAVCRRHRPTADF 
HPSESGRVSHVLLIQ/QRCPLLL 
WIRLKACHCSCTAKCPGSSQLS 


24197 


54565 


A 


24335 


148 


404 




24198 


54566 


A 


24336 


213 


1306 


SCEHSVAHGRGIMDLSLLKALS 

EADAIASSEQEVRQILVLEEADR 

LQKEVRVDGLGSVLIRLNESTG 

PKVMICAHMDEVGFMVRSISRE 

GAIDVLPVGNVRMAARQLQPV 

RITTREECKIPGLLDGDRQGND 

VSAMRVDIGARSYDEVMQAG1 

RPGDRVTFDTTFQVLPHQRVM 

GKAFDDRLGCYLLVTQLRELH 

DAELPAEVWLVASSSEEVGLR 

GGQTSYTRAVSPDVAIVLDTAC 

WAKNFDYGAANHRQIGNGPM 

LVLSDKSLIAPPKLTAWVETVA 

AEIGVPLQADMFSNGGTDGGA 

VHLTGTGVPTVVMGPATRHGH 

CAASIADCRDILHMQQLLSAFI 

HKSNELGGVLRLRIQICRDGNE 


24199 


54567 


B 


24337 


1 


1075 





3197 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ol last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24200 


54568 


A 


24338 


438 


1462 


QIVQCLDVPSYTFIWFAVLDPIY 

GDSVSTGLVVAIISIIVNAITIPIG 

LYLLNPSSGADGKKNSNLSAL1 

SAAKLEPVVWAPVLATILVLVG 

VKIPAAWDPTFNLIAKANSGVA 

VFAAGLTLAAHKFEFSAEIAYN 

TFLKLILMPLALLLVGMACHLN 

SEHLQMIYTLASALPPAFSLKLIY 

CAA/ARLMCYTRTGTTSLAITLT 

ETVTQKLTGSRPRISSYGRN LM 

WPLAWYKDNGKPHLCSQLETT 

RIHSTAAQGRSSGSLRRGLGAS 

PFYRQHDQARSEGQIP1TRIPMG 

LAQRAPKGRAQPRGLTAPFTN 

GALGQPQGRGTSKQASQTRPR 

ASAWPHTPT 


24201 


54569 


A 


24339 


30 


177 


GSGYQRCHNNAASDRLRSYRK 
QPAER/WLAPPIDSITSPPASRRA 
LILLY 


24202 


54570 


A 


24340 


3350 


3430 




24203 


54571 


A 


24341 


425 


824 


SISGSENACFNATvNHSGRYSQY 
GACLTSSSCRKGQLARRGLSYQ 
SPHAPADPAFPAARRSPVFCLS 
DDGGHKSPRDMSPDKPSRHPD 
QVALTRRIPSPPAVALPSVVKR 
TVHEGQGDDDESNPSPLSPDVH 


24204 


54572 


B 


24342 


1 


2118 




24205 


54573 


A 


24343 


1 


888 




24206 


54574 


A 


24344 


730 


1101 




24207 


54575 


B 


24345 


1 


1992 




24208 


54576 


A 


24346 


880 


1103 


TMMRRLI SRQPVLPLQKCFS VL1 
SNPWRVFGGTGGGNQER/CRY 
AEESVAETRLCP*CRLYAEYDP 
GSGCAGLSL 


24209 


54577 


A 


24347 


1 


952 


M1TLRKLPLAVAVAAGVMSAQ 

AMAVDFHGYARSGIGWTGSGG 

EQQCFQTTG AQSK YRLGN EC E 

TYAELKLGQEVWKEGDKSFYF 

DTNVAYSVAQQNDWEATDPAF 

REANVQGKNLIEWLPGSTIWA 

GKRFYQRHDVHMIDFYYWDIS 

GPGAGLENIDVGFGKLSLAATR 

SSEAGGSSSFASNHIYDYS/NEN 

AND/VFDVRLARWDSPGGPLTG 

FPPSALACTSGVSGQKGVPGPP 

E AQ VTF ATPKKPG ICE AC S SI Q V 

LNRGYRPPTFSYNTGVRRSARD 

YYPRRQRSISTNSPSRRWKGKL 

NSRRCSTGNRPLVGAVS 



3198 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24210 


54578 


A 


24348 


805 


1274 


ASFATTRPVTKLAMRVAIFDSV 
VGQRYWGSAASPEHSRFAVLW 
ILASIFR/DRIASLRVQATVICS*K 
MS*AWYWQGCFRNWKSSPA*Y 
QFFSPARSASSHFAGEPVSLHSP 
IALGYRSSESSSCHTSTASLSVH 
RDYAHLHGLRFDHSSSRRRLCY 
C 


24211 


54579 


A 


24349 


275 


490 




24212 


54580 


A 


24350 


1 


696 




24213 


54581 


A 


24351 


1 


735 


MFTPDYRSVSRVLGSGPGYASR 

MNQPDVMPDIPGKRFYQRHDV 

HMIDFYYWDISGPGAGLENIDV 

GFGKLSLAATRSSEAGGSSSFA 

SNNIYDYTNETANDVFDVRLA 

QMEINPGGTLELGVDYGRANL 

RDNYRLGKGLSQGSGVAFDNE 

KFAYNINKNGHMLRILDHGAIS 

MGDNWDMMYVGMYQDIHWD 

NDHG\TK\WWT\AGIRP\MFKWT 

PIMNTGMKf/GYE/NVESQGPG 

QN1RTIYLAKP*QPDVMPDIPGK 

RFYQRHDVHM1DFYYWDISGP 

GAGLENIDVGFGKLSLAATRSS 

EAGGSSSFASNN1YDYTNETAN 

DVFDVRLAQMEINPGGTLELG 

VDYGRANLRDNYRLGKGLSQG 

SGVAFDNEKFAYNINNNGHML 

R1LDHGAISMGDNWDMMYVG 

MYQDIHWDNDHGHQVGGPAG 

IRPDVQVDAHHEHRDEIRYEKL 

NPRARDKTFVQFTSQNPDRC 


24214 


54582 


A 


24352 


1 


3414 


MIVQPLAIIGSHFDSIAAGNLAR 
PIA V YGRNEITA I FASLKTMQQ 
ALRGTVSDVRKGSQEMHIGIAE 
IVAGNNDLSSRTEQQAASLAQT 
AASMEQLTATVGQNADNARQ 
ASELAKNAATTAQAGGVQVST 
MTHTMQEIATSSQKIGDIISVID 
GIAFQTN1LALNAAVEAARAGE 
QGRGFAVVAGEVRNLASRSAQ 
AAKEIKGLIEESVNRVQQGSKL 
VNNAAATMIDIVSSVTRVNDIM 
GEIASASEEQQRGIE 


24215 


54583 


A 


24353 


1 


2493 





3199 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24216 


54584 


A 


24354 


1 


1201 


MQPALL1VLNKVRQEARRRAR 

ACR1RRASGIVQFGKVRRQLAA 

VELRQRQTPERFVLLRGTRQQA 

TGQR1VKTEQRVI1ITQRSFRRPG 

EGRRINDHFRFPAHLPS I RPIGK 

HQTPFG1SGHHFNFFTVAIGDD1 

AQLDRIGANQSVLKGFNKFVV 

QYATDSMTSQGKGLSQGSGVA 

FDNEKFAYNI/SFNGHMLRILDH 

G\INWDNDNGTKWWTVGIRPM 

YKWTPIMSTVMEIGYDNVESQ 

RTGDKNNQYKITLAQQWQAG 

DSIWSRPAIRVFATYAKWDEK 

WRYDYTGNADNNANFGKAVP 

ADFNGGSFG\RGDSDEWTFGAQ 

ME1WGLSRASGTLVTRAWRYK 

TTPTRHCLLMNHYAGEAAMR 

WKN YLKSTQK VQLQNF AN WP 

KYSLSTLFHFPFSKSC 


24217 


54585 


A 


24355 


188 


406 


FIRSFDPSFVPSVLDRFFVLSTVF 
HSSS1FLVVIDRPSCVGEPSLF*V 
GGSCPTNSLYRCSGLAWYLMR 
SMD 


24218 


54586 


A 


24356 


1 


1798 




24219 


54587 


B 


24357 


1465 


7841 




24220 


54588 


A 


24358 


174 


3762 


TLNDAMRREKCLARINRTAKS 
GVVMPKLVTWMNNQRVGELT 
KLANGAHTFKYAPEWLASRYA 
RPL SL SLPLQRGN I TSD A V FN FF 
DNLLPDRT1VRDRIVKRYHAKS 
RQPFDLLSE1GRDSVGAVTLIPE 
DETQHHYESLTITDEGEFVVFV 
GPSGCGKSTLLRMIAGLETITTG 
DLF1GEKRMNDTPPAERGVGM 
VFQSYALYPHLSVAENMSFGH 
ATGLAQHKEVAEVLPSRRICWI 
ANRKRSPVVSVSVWRL 


24221 


54589 


A 


24359 


364 


845 


RPLLDHGSSPRLNFLRFWYVVH 
AHTLM RMTEG WAGFDILRPYR 
WRRVIAFVVAFYFRHLIALLVV 
QMHFKjLVKGNVDVVFTAQLID 
STVQLIDSTTTVTQFTHIQTQLM 
1QRAGTKCRKEDFRHWFVHHP 
WVL/MSPPSVTLYALFPDRSHR 
PRRDGSPDA 


24222 


54590 


A 


24360 


781 


1275 





3200 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


24223 


54591 


A 


24361 


1 


1185 


MDKFDANRRKLLALGGVALG 

AAILPTPAFATLSTPRPRILTLNN 

LHTGESIKAEFFDGRGYIQEELA 

KLNHFFRDYRANKIKSIDPGLF 

DQLYRLQGLLGTRKPSCGYVT 

TAPAARSYRLTSKFIAVGQKAL 

SSLN 1 1 HIAAPHLEALIIGESDTK 

NFASHDHAILIYKLEPTTGMLR 

TRAYIGQHMPLYCSAMGK1YM 

AFGHPDYVKSYWESHQHEIQPL 

TRNTITELPAMFDELAHIRESGR 

TMDREENELGVSC1AVPVFDIH 

GRVPYAVSISLSTSRLKQ/PRQH 

RFRLRERQPAGGTPPAGTNSVT 

GGASLHHARCQRRK*KPYRPER 

A/ESFLPARGKICWP*AGTLTVC 

IMASASRLISGCTPDSTCWSTA 

HAPICRRRGRAINRCHCSS 


24224 


54592 


A 


24362 


1 


801 




24225 


54593 


A 


24363 


1523 


1950 


L LPA/AQKRRV DFLRATDFN AL 
MPGVVEIDGKN1YTQI1DLTTRE 
AVVNRPEVHRRYIDIQFLAWGE 
EK1GIAIDTGNNKVSESLLEQRN 
I1FYHDSEHESFIEMIPGSYAIFFP 
QDVHRPGCIMQTASEIRK.IVVK 
VALTALN 


24226 


54594 


A 


24364 


281 


997 


LTFARLKG1TRKIGRLQSRRRKR 

CKAMGVDVNRVYSLDELVRG 

NDILFSATGVTGGELVNGIQQT 

ANGVRTQTLL1GGADQTPMAT 

LTEDDVLEQLDAQDNLF\SFMK 

TAHTILLQGIRQFLPSLFVDNDE 

E1VEYAVKPLLAQSGQIDDIDV 

ALRLIYALGKMDKWLYADITH 

FSQFWHYLNEQDETPGFADDM 

TWDFISNVNS1TRNAMLYDALK 

AMKFADFSVWSEARFSGMVKT 



3201 



WO 01/075067 



PCT/US01/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24227 


54595 


A 


24365 


263 


1410 


A M ISRRRFLQAT A ATI ATSSGFG 

YMHY/CLNSDAIALGIEQRPDLI 

LLGGDYVLFDMSLNSSAYSDV 

LSPLAECAPTFACFGNHDRPVG 

TEKNHLIGETLKSAVITGMLNQ 

ATV1AYANRPFELVGTGDLWS 

GQCKSASASETNLSRLVLAHNS 

CSKEVMRDEPCDLMLGSHTHR 

WQLSVPMAGEPFCHVADERYV 

LGLNAFCERHIYTIPRGGKRIPQ 

TFAADLPGKGITVNPVQST1TEE 

TFQTLLVSRALEKLGYTVNKPS 

EVDYNVGYTSLASGDATFTAV 

NWTPLHDNMYEAAGGDKKFY 

R EG V F VNG A AQG YLIDKKTAD 

QYKITNIRQLEDPEIAKLVDTNG 

DGKADLTGCNPGLGFEGAINH 

QLGAYELTNTVTHN 


24228 


545% 


— 


: M366 




2872 






54597 


— 


2~4l67 




1704 




242 ^ Q 


54598 


— 


24368 








24231 — 


54599 


— 


?43~69 




2301 









— 


~^ 10 




|^ 






54601 


- — 


24371 


26 








54602 


- — 


24372 




1743 




24235 


54603 


- — 


21573 




141^ 




24236 


54604 


B 


24374 




957 




24237 


54605 


B 


24375 




2742 




24238 


54606 


B 


24376 


755 


1816 




24239 


54607 


B 


24377 


1 


1968 




24240 


54608 


B 


24378 


926 


6441 





3202 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24241 


54609 


A 


24379 


1 


1739 


MTWTHEAVNRREPLRGCEPNW 

DVDVKPAGCMISRRNELPYTLG 

LRIDMLVDLGTPASLMGQSSVY 

NTTDRHSTHRMDGLEQLMQQA 

DFAAD1AVVAPWDNWSPTAGR 

FGL1 RL LDEQTAP Y A WYTSPMH 

LMDEKCSCHRQRPVIGLNQPQ 

YQSGTIEVDNVSFAYRDDYLVL 

KNINLSVPSRNFVALVGHTGSG 

KSTLASLLMGYYPLTEGEIRLD 

GRPLSSLSHSALRQGVAMVQQ 

D P V V L ADTFL AN VTLGRDI SEE 

RVWQALETVQLAELARSMSDG 

I YTPLG EQGNNLS VGQKQLLAL 

ARVLVETPQ1LILDEATASIDSG 

TEQAIQHALRRDCSPLIDHCDA 

DTILVLHRGQAVEQGTHQQLL 

AAQGRYWQMYQLQLAGEELA 

A S VQPLPN SDRRG SMKLVTVI1 

KPFKLEDVREALSSIGIQGLTVT 

EVKGFGRQKGHAELYRGAEYS 

VNFLPKAAYTGK1GDG/KIFVAE 

LQRVIRIRTGEADEAALYLWHT 

ATERDGPFRNFTAGAFRASLPH 

PARHGRRPILAAPFMPVNPSRLP 

PRRRHLASGRSLRFNCCTAGDE 

TCSARSGERRSLVF 


24242 


54610 


A 


24380 


547 


684 





3203 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24243 


54611 


A 


24381 


1 


2208 


MLLVSASVNAMSISGQAGKEY 

TNIGVGFGTETTGLALSGNWTH 

NDDDGDVAGVGLGLNLPLGPL 

MATVGGKGVYTNPNYGDEGY 

AAAVGGGLQWKIGNSFRLFGE 

YYYSPDSLSSG1QSYEEANAGA 

RYTIC VQVFV V VMLI RNQLFTP 

VNTAIDGFATNYAIMPAYAVG 

EGVATHGLQFELMRTTGGNTQ 

HVFHHPLPLFAMWRYAAEMFP 

YQQMCQFVRYHFFNKSFTVFQ 

QQNGIEANF1AFQPGRSGGGSA 

LGRNVFGFRYQPQCQQDKQYV 

QSRIHPEGVGVTQRVEHGQERC 

ANDHVQSSGTELMQEGVMSAS 

LKNQQGFSLPEVMLAMVLMV 

MIVTALSGFQRTLMNSLASRNQ 

YQQLWRHGWQQTQLRAISPPA 

N WQSG AA MLRV YHSN RLDVL 

EALMEFIVERERLDDPFEPEM1L 

VQSTGMAQWLQMTLSQKFGIA 

AN 1 DFPLPASFI WDMFVRVLPE1 

PKESAFNKQSMSWKLMTLLPQ 

LLEREDFTLLRHYLTDDSDKRK 

LFQLSSKAADLFDQYLVYRPD 

WLAQWETGHLVEGLGEAQAW 

QAPLWKALVEYTHQLGQPRW 

HRANLYQRFIETLESATTCPPG 

YLRASLYAAIQHALASVREHTT 

LVVIAHRLSTIVDADTILVLHRG 

QAVEQGTHQQLLAAQGRYWQ 

MYQLQLAGEELAASKGHAELY 


24244 


54612 


A 


24382 


2 


729 


DCSPLIDHCDADTILVLHRGQA 
VEQGTHQQLLAAQGRYWQMY 
QLQLAGEELAASVQPLPNSDRR 
G SMKL VT VIIKPFKL ED VRE AL 
SSIGIQGLTVTEVKGFGRQKGH 
AELYRGAEYSVNFLPKAAYTG 
KIGDG/KIFVAELQRV1RIRTGEA 
DEAALYLWHTATERDGPFRNF 
TAG AFRA S LPHPARHG RRPILA 
APFMPVNPSRLPPRRRHLASGR 
SLRFNCCTAGDETCSARSGERR 


24245 


54613 


A 


24383 


683 


1161 


RTGHCH/SAFSFSTVLTSCSLSRF 

SFLAHRLQYLLRVAEPLPNSDR 

RGSMKLVTVIIKPFKLEDVREA 

LSSIG1QGLTVTEVKGFGRQKG 

HAELYRGAEYSVNFLPKVK1DV 

AIADDQLDEVID1VSKAAYTGKI 

GDGKIFVAELQRVIR1RTGEADE 



3204 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24246 


54614 


A 


24384 


631 


1149 


FFGIKEQVITANMANSNRNKTD 

RCCRNWLEDHADNHCHKHSEV 

MPCLRRHTVGDRDKKHDTHH 

HQWGQ*FPYIIFWLVSPLIAISRS 

KVSTHGLRQRDFILLREASQSF 

RFVLRVYDVADHIAGKFTVHD 

LQFIGYHGGQAQLVAQVFSKES 

KAAGGNRHFPAQRFQLEHQLR 


24247 


54615 


A 


24385 


833 


1264 




24248 


54616 


A 


24386 


1 


1632 




24249 


54617 


A 


24387 


2078 


2371 




24250 


54618 


A 


24388 




159 




24251 


54619 


A 


24389 


530 


81 1 


RPGTGTAAQVLNRRIKISRST*L 
TVVMGYWS1IPSVSLLKWDRR 
KSPKCSSALRVNISNTLLSTARR 
RKRYLIVIPALLVVRRCRPRGPS 
ACG 


24252 


54620 


A 


24390 


1806 


2115 


AAFQE1ELAFQDPQCVGLLTAP 
MLMPLFLDQLILQCFFW/W/TN 
LERA*TSFSALFIDLQPPGYRTT 
TSKHKVSSSL1KGHVLLDHSFH 
DLNTQLWISTNAFRFGN 


24253 


54621 


A 


24391 


1476 


1751 


ALLLVSFASQRF1SA/TVGNQNA 
GVDLLNLTLLVGGIFVLNNAGN 
FAVFTGDTSITGRIIQFHRQQTN 
ATLRFSITQTLECFDRDQRHVA 
VEH 


24254 


54622 


A 


24392 


606 


4519 


EEVVRAISAKRNEPEWMLEFRL 
NAYRAWLEMEEPHWLKAHYD 
KLN YQD Y S Y YS A PSCGNCDDT 
CASEPGAVQQTGANAFLSKEV 
EAAFEQLGVPVREGKEVAVDAI 
FDSVSVATTYREKLAEQGIIFCS 
FG EAIHDHPEL VRKYLGT V VPG 
NDNFFAALNAAVASDGTFIYVP 
KGVRCPMELSTYFRINAEKTGQ 
FERTILVADEDSYAAKRLTDYP 
HQLSGGERQRVMIAMALLTRP 
ELLIADEPTTALDVSVQ 


24255 


54623 


A 


24393 


129 


256 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24256 


54624 


A 


24394 


1 


1082 


MAMSKVKS1TRESWILSTFPEW 
GSWLNEE1EQEQVAPGTFAMW 
WLGCTGIWLKSEGGTNVCVDF 
WCGTGKQSHGNPLMKQGHQM 
QRMAGVKKLQPNLRTTPFVLD 
PFAIRQIDAVLATHDHNDHIDV 
NVAAAVMQNCADDVPFIGPKT 
CVDSWIGWGVPKERCIVVKPG 
DVVQVTALEIHAPDAFDRTAPI 
TWL ADQ K.RRRTVKG RTTRPCN 
RSVTVRPRRRDAVIGRFYRHQS 
ITQKGLLLMVMPGCAFPLWIDS 
ELNLTFIDALFEGVSGITTTGAT 
VIDDVSSLPRAYLYYRSQLNFIG 
GLGVIVLAVAVLPLLGIGGAKL 
YQSEMP/AAI*G*QTH SPPGRY V 
TDTVDNLFFIRCRT 


24257 


54625 


A 


24395 


49 


281 


ASDHRYLCSQSVPLRG1PACYL 
LQAPLTRWR/R1PPSRRICAA1DS 
A I SRSPQRWLTA VCCGT VNFTN 
TCLLPDGVCA 


24258 


54626 


A 


24396 


737 


1419 


C1WRMYSHRLVA WRRCVKRR/ 
RYLTRFAKTRGVAIVMVGHVT 
KDGSLAGPKVLEHC1DCSVLLD 
GDADSRFRTLRSHKNRFGAVN 
ELGVFAMTEQGLREVSNPRGR 
GKRKF1SPKKTPALAKERRNLL 
PPKVPGNGTSVRFRHSRJCWMN 
PLPGAAWNCILTLKKP1SPGVQ 
VFPESFTPARLEAFAGRSQACL 
VPAQNILHQKSQAWLFDFPEQE 
KELRELSAWMAGA 


24259 


54627 


A 


24397 


526 


1693 


STTGIRS1AMSNP1LSWRRVRA\ 

LCVKETRQIVRDPSSWLIAVV1P 

LLLLFIFGYGINLDSSKLRVGIFL 

EQRSEAALDF\THTMTGSPYIDA 

T1SDNRQELIAKMQAGKIRGLV 

VIPVDFAEQMERANATAPIQVI 

TDGSEPNTANFVQGYVEGIWQI 

WQMQRAEDNGQTFEPLIDVQT 

RYWFNPAAISQHFIIPGAVTIIM 

TV1GAILTSLVVAREWERGTME 

ALLSTEITRT\ELLLCKLIP\YYF\ 

LGML A M\LLCM\LVSVFILG VP 

YRGSVLILFFISSLFLLSTLGMG 

LLISTITRNQFNAAQVALNAAF 

LPSIMLSGFIFQIDSMPAVIRAVT 

YI1PARYFVSTLQSLFLAGN1 PV 

VLVVNVLFLIASAVMFIGLTWL 

KTKRRLD 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24260 


54628 


A 


24398 


655 


915 


IAVNVTLAFNGGKQLR*STSLL 
CCQEGLAFAVNLRQHFRVQTIS 
FFFLPVL R.FWRPG 1 QQ A K.K.CHP 
APRTAKGIPQQVIRAMRLLFK 


24261 


54629 


A 


24399 


549 


827 




24262 


54630 


A 


24400 


472 


626 


WRFFRPRKDNIRRTLFADGHQI 
AAQPGLNLSCTRTIF*IKRTNTFP 
GRWRK 


24263 


54631 


A 


24401 


333 


617 


SDQSETDYRFADGERHLENQPH 
AGQTGRGGAGPGCTLYQRFAQ 
LCEVSEVERSGCRTLSAQHVEQ 
NLPAAICGGDDADGAVVHLWT 
TA*RTRIGTLRSGPKMNDSAISII 
TATDSGWKILLHMLS 


24264 


54632 


A 


24402 


74 


265 




24265 


54633 


A 


24403 




1005 




24266 


54634 


A 


24404 


1068 


1185 


S V AI RQA STGNRCQC LCP AC A 
WA*VNADVK*SARVSRL 


24267 


54635 


A 


24405 




2292 




24268 


54636 


A 


24406 


720 


2496 


RRAGYRKAADAMTTIVPEKLS 

REVGSHFHALDRTTAVHRQPVI 

SATTTVHEFLRCHQFPLVVCDG 

GRMTPRAMFLFSSAHILMPLNY 

HNSHINTLFPVAGTLMVEPTES 

ESKVELDRFIDAMLA1RAEIDQ 

VKAGVWPLEDNPLVNAPHIQS 

EL V A E W AHPYSRE V A VFPA AL 

VTGGSRGIGRATALLLAQEGYT 

VAVNYQQNLHAAQEVMNLITQ 

AG G KA F V LQ AD1 SDENQ V V AM 

FTAIDQH DEPL A AL VNN AG ILF 

TQCTVENLTAERINRVLSTNVT 

GYFLCCREAVKRMALKNGGSG 

GAIVNVSSVASRLGSPGEYVDY 

AASK.GA1DTLTTGLSLEVAAQG 

IRVNCVRPGFIYTEMHASGGEA\ 

GRVDRVK.SNIPMQRGGQAEEF 

AVQTFPVWRVAQHCAVRPFRQ 

RI GQLRDIFH LKG DQFTNPRKT 

GVTPQPPCSTYPDPSPPPVPAAG 

H1DRPALAPTFTPPIMCSKATVK 

PLSPSPPGTPDPASVLPFREQRA 

AVHRLRTVVTRHLLALRRDPF 

ANRHRQQDQRNGGFHHRQRHL 

HTGKTRSLHHHQFAALRQHPK 

TKQRRKQSRHREEDLHIFRHAQ 


24269 


54637 


C 


24407 


49 


186 




24270 


54638 


A 


24408 


470 


811 j 




24271 


54639 


A 


24409 


1 


1006 




24272 


54640 


B 


24410 


1 


2793 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24273 


54641 


A 


24411 


463 


1258 


CCRSSWCNSDSETGLQIVASYF 

EDRNGDSXLALRPEGTAGCVRA 

GIEHGLLYNQEQRLWYIGPMFR 

HERPQKGRYRQFHQLGCEVFG 

LQGPDIDAELIMLTARW\WRAL 

G1SEHVTLELNSIGSLEARANYR 

DALVAFLEQHKEKLDEDCKRR 

MYTNPLRVLDSKNPEVQALLN 

DAPALGDYLDEESREHFAGLC 

KLLESAGIAYTVNQRLLNYRLS 

ANLIENNLSLFDGEGIYRFYHPK 

PTKN AEREN RQCRNDLFFRCG F 


24274 


54642 


A 


24412 


221 


832 


TMAENQSTVENAK.EK.LDRWLK 
DGITTPGGKLPSERELGELLGIK 
RMTLRQALLNLEAESKIFRKDR 
KGWFVTHPRFNYSPELSASFQR 
AAIEQGREPF\WGFTEKNRTSD1 
PETLAPLIAVTPSTELYRITGWG 
ALEGHKVFYHETYINPEVAPGF 
1 EQLENHSFSA V WEKCYQK.EPV 
VKKLIFKPVRMPGDISKYLGGS 
AGMP 


24275 


54643 


A 


24413 


158 


481 




24276 


54644 


A 


24414 


2201 


2350 




24277 


54645 


A 


24415 


621 


1830 


AGWKRGGAGEPDQGLQA\EME 
VLENLQELKDLNQRQAHAESKI 
FRKDRKGWFVTQPRFNYSPELS 
ASFQRAA1EQGREPSWGFTEKN 
RTSDIPETLAPLIAVTPSTELYRI 
TG WG ALEG HKVFYH ET Y INPE 
VAPGFIEQLENHSFSAVWEKCY 
QKETWKKLIFKPVRMPGDISK 
YLGGSAGMPAILIEKHRADQQG 
NIVQIDIEYWRFEAVDLIINLCF 
MVTINNARKILQRVDTLPLYLH 
AYAFHLNMRLERVLPADLLDIA 
SEN1MLRGVKIHVLDGERFSLGN 
MDDKELSAFGDKARRLNLDIHI 
ETSASDKASIDEAVAIALKTGA 
SSVRFYPRYESNLRDVLSIIAND 
IAYVRETYQDSRLTFN1EWGKS 
SCCSPYVHPWAKLAAIYYRLQP 
HINDAF 


24278 


54646 


A 


24416 


83 


502 




24279 


54647 


A 


24417 


15 


95 




24280 


54648 


A 


24418 


500 


786 


LTQRFGTVPLLLQVAYLYSAFFF 
TPEFLRPAPPLFSAAVLPEQRQR 
AQGIGGLVIRPTVELHQALQLF 
FGHQPK1QSLHALLRGSTGFQA 
SFRLPL 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24281 


54649 


A 


24419 


1 


2914 


MYYSHASCVADQYACGMHRT 
PSRTGRPRIHAPRQARLKPQVK 
VASKKRNARDKMQPPNEQQKT 
RAHACTPSSRFRAVVRTLTCPV 
VANVTRIFPRYFSNTRVLRRRR 
KQARGTWWRLRHLHLYVQPH 
KHTSYYIYRLYRVTYVMSAQV 
VDTG1YEFTTRKHD1GTIELPNS 
EIRYHGNPAMSRPRKTPTPPNSP 
A SERATG PTTLLPPIRQ RR Y A A 
RHTSTIAYTNSTSDIFEAPYNKA 
APIMRYTSVYCSLFSP 


24282 


54650 


A 


24420 


2 


420 


CPYPENRWRGKILARPLLFRAA 
* ASRFAG AGMPG RLIPTVRPRN 
SNSGRLVSASRCAKESLTVTTC 
TPLPGSAVREASN 


24283 


54651 


A 


24421 


212 


497 




24284 


54652 


A 


24422 


1 


1149 




24285 


54653 


A 


24423 


535 


589 




24286 


54654 


A 


24424 


1 


1458 


MFDPETLRTF1AVAETGSFSKA 
AERLCKTTATISYRIKLLEENTG 
VALFFRTTRSVTLTAVGEHLLS 
QA RDWLSWLESMPERA ATVW 
MFVPTPLSVASG LQR1GRAGHQ 
VGGVSKGLFFPRTRRDLVDSAV 
IVECMFAGRLENLTPPHNPLDV 
LAQQTVAAAAMDALQVDEWY 
SRVRRAAPWKDLPRRVFDATL 
DMLSGRYPSGDFSAFRPKLVW 
NRETG1LTARPAAFAADSDIAD 
GQTQRFDFSILQSMAHDLSQTA 
WR/GIQYDAEKSLWHNVEVNRQ 
LDAQFFHMGMGFRRRVRMFSV 
DPATHLAREIHFRPELFKYNDA 
GVDTK.QLEGQSDLGFAGFRVF 
KAPELARRDVVSFLGASYFRAV 
DDTYQYGLSARGLAIDTYTDSK 
E EFPDFTA F WFDTVKPG ATTFT 
VYALLDSASITGAYKFTIHCEKS 
Q VI M D VENHL YARKDIKQLG I A 
PMTSMFMPRKNASRLSKRCYDI 
RERDGREERK 


24287 


54655 


A 


24425 


157 


650 


PIRASTCLFKPLITQCFRQFGSE 

GVNDHLLG1LL1DPARAQIEYLF 

IINTPHRRA V A AFHI I C1DFQLRF 

RIHFRQFAHQQIVVGHLT1RFDG 

VLRDVDQTVKYRAAFVADDSF 

VQLSAVTKTF1VFQPGTG1THLV 

FHRHRQAQ*PFKVPFSRRLRNGI 

HTHC 


24288 


54656 


A 


24426 


269 


2024 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24289 


54657 


A 


24427 


1 


3548 


MPRSNYFSERCKGEIFLKFENM 
QRTG SF K I RG A FNKJL S SLTD A E 
KRKGVVACSAGNHAQGVSLSC 
AMLGIDGKVVMPKGAPKSKVA 
ATCDYSAEVVLHGDNFNDT1A 
KVSEIVEMEARIFIPPYDDPKVI 
AGQGT1GLEIMEDLYDVDNVIV 
PIGGGGL1AGIAVAIKSINPTIRV1 
GVQSENVHGMAASFHSGEITTH 
RTTGTLADGCDVSRPGNLTYEI 
VRELVDDIVLVSEDEIRNSMIAL 
1QRNKVVTEGA 


24290 


54658 


B 


24428 




2691 




24291 


54659 


A 


24429 


2174 


3315 


NLPKPDWARSAPHPA S AN YK S 
NTRRLPFAREQ/QDQHTLLAGT 
LFIAK1LIPMQ1AQSAAYRRRCP 
DAQLHFLPLQLAPRGHRYKRV 
CQVRYPPIIALIPVVFRLMNDAN 
GLSQPADAGLAHHEMRNFLDF 
ASSNVAASRRRCVAALPCATG 
KGRQANEQA ENKCSKDPQTHR 
TDNKETKTPPARPTTTTQPHTK 
EEEPLSTPTQTKHPPTHVTGTGP 
HPTPASGQTEKHERKRPTQQKS 
N A RQN SKDKRTPN KSKTTKPN 
RGYNQHPAGEPTMSTHEKVKP 
HQQNRK.1QAPPKRQKTDHRHT 
HNTHPHPPHRAASTTTQAAPPP 
RRATRSGTSATAHNNTEPHGTR 
HTQPGDHKRAEEHDRTADEPT 
PPEHTLPSHTQLGP 


24292 


54660 


A 


24430 


1 


2925 




24293 


54661 


A 


24431 


341 


689 


RPLAFRQRCTFYWR\PGSANCR 

LV*GASGTDPRLYSPCAAAADD 

CGRRQNAGRRRRATSGD*SPHR 

RWENALLFDSRHRHCPRRAKN 

AGGEYRQRGIAGSDLQQRFTA 

AEKDHSRS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24294 


54662 


A 


24432 


1 


1931 


MGTLLGTLTVLTLVAEELPAET 

DVAADPAASPTCTAVNQTIGRA 

IVAADFFIIFQLWQNTVRQLVT 

HFKPHGQSEMSDTPELINRARY 

LTYLYCRQPAKAIRELSEQELA 

WKKQATHEYQVLVTRCKQTL 

HQVEPLREIEPGRKRLVFDENL 

RPKQNPIPHLLDTCWPLTVDEH 

ANRSSIGNNNISFVVNRAVVTN 

VLNTMRTACNSQATIQIYNADI 

ARDFGTRGIFSINSGFSTVIRGG 

VVTVDLSAGAAIGDSALAFVID 

DGLVAVNLDTDGLRIGDGHGA 

LVIHRCAVAGDINTVTAAADM 

DLEDPRIISARFGVPRTQVRTW 

VALYEKHGEKGLIPKPKGVSAD 

PECVLGRESCDRAAHVPYQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALK1GTKRNIAISVDPE 

KAASALELSKDRR1EDLERQVR 

FLETRLMYLKKLKALAHPTKK 

AAE1PRSTFYYHLKALSKPDKY 

ADVKKRJSEIYHEMRARYGYRR 

VTLSLHREGKQINHKAVQRLM 

GPSHLKQRLRSSDTALTEERDF 

KATRPNEKWVTDVTEFAVNGR 

K.LYLSPVIDLFNNEVISYSLSER 

PVMNMRRSRPGVGYFYALTPV 

YLANRLQALLGVEQ/HHPDGEL 

FLTGYVADGGYHS 


24295 


54663 


A 


24433 


3 


158 




24296 


54664 


A 


24434 


1 


3432 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


24297 


54665 


A 


24435 


1298 


2649 


TF1TRPTSNGTSIFKLMNRRRLE 

GGNVATLR/RLTIGMIFQDHHL 

LMDRTVYDNVAIPLIIAGASGD 

DIRRRVSAALDKVGLLDKAKN 

FPIQLSGGEQQRVGIARAVVNK 

PAVLLADEPTGNLDDALSEGIL 

RLFEEFNRVGVTVLMATHDINL 

ISRRSYRMLTLSDGHLHGGFGG 

RLDRFRKSVGGSGDGGRNAPK 

RAKSSPKPVNRKTNVFNEQVR 

YAFHGALQDLKSKPFATFLTV 

MV1A1SLTLPSVCYMVYKNVNQ 

AATQYYPSPQITVYLQKTLDDD 

AAAGDPDRPSLQLRWRVIPG FS 

IAVAIYFLNESLGRPLMITGYSA 

ECSLLAWPVRSGLRKAPMKTFP 

LQSLTIIEAQQK.QFALVDSICRH 

FPGSEFLTGGDLGLTPATELKPR 

RLPSG VEQVLADA FHAQAA AL 

VQGAGTGAIRAGLAALLKPGQ 

RLLVHDAPVYPTTR 


24298 


54666 


A 


24436 


546 


707 




24299 


54667 


A 


24437 


428 


1464 


RNSRSLAE1SRLRGQTRSGLPM 

LLNLQSMGAS/WYLSPVIDLFN 

NEVISYSLSERPVMNMDHHLL 

MDRTVYDNVA1PL1IAGASGDD 

1RRRVSAALDK.VGLLDKAKNFP 

IQLSGACWHCRAVVNKPAVLL 

ADEPTGNLDDALSEGILRLFEEF 

NR VG VTVLM ATH D1NLI SRRS Y 

RMLTLSDGHLHGGFGGRLDRF 

RKSVGGSGDGGRNAPKRAKSS 

PKPVNRKTNVFNEQVRYAFHG 

ALQDLKSKPFATFLTVMVIAISL 

TLPTSCYMVYN1AKSER1SDIST 

QLNAFPGCEVAVSDAPSGQLIV 

V V EAEDSETLIQTI ES VRN VEG V 

LAVSLVYHQQEEQGEETP 


24300 


54668 


A 


24438 


1 


429 




24301 


54669 


A 


24439 


307 


424 




24302 


54670 


A 


24440 


300 


468 




24303 


54671 


A 


24441 


946 


1558 


KGCVSIPFFSFSWAVMSNLTYL 
QGYPEQLLSQVRTLINEQRLGD 
VLAKRYPGTHDYATDKALWQ 
YTQDLKNQFLRNAPPINKVMY 
DNKIHVLKNALGLHTAVSRVQ 
GGKLKAKVEMRVATVFRNAPE 
PFLRMIVVHELAHLKEKEHNK 
AFYQLCCHMEPQYHQLEFDTR 
LCNRIRLNGHDHFRRRYALFRV 
NTGRTASPVIQP 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24304 


54672 


A 


24442 


1 


774 




24305 


54673 


A 


24443 


1 


452 


MELKKLMEHIS1IPDYRQAWKV 
EHKLSDILLLTICAVISGAEGWE 
DIEDFGETHPDFLKQYGDFENG 
1PVHDTIARVVSCICPAKFHESFI 
NWMLDYHSSDDKD/DHRN*W 
KNTPAFL*QESP*GSDSCH*CVL 
NN AQSGH RTDQDG *EIQ 


24306 


54674 


A 


24444 


486 


572 




24307 


54675 


A 


24445 


1 


683 


MHSLVIGQIKTDKKSNEITAIPE 

LLNMLDIKGKIIKTDAMGCQKD 

IAEK1QKQGGAVMNLQRFDDST 

L1RIFALHELHRLKEHGLTRGAL 

LDYHSRYKLVFLAAHPQPESRK 

LGPFW AD I HQWQNLDD YSPQ Y 

RQRVVVLLSHPANARDHTNVL 

MHVQGYFRPHIDSTERQQLRAL 

I DSYRRGEQPLL APLMRIKHYM 

A L YPDA WLSGQRYFELWPRVI 

NLRHSGVL 


24308 


54676 


A 


24446 


896 


1066 


WRLSPSSR*LMPKVPR1QAYFT 
T*YCS*VIQRSPC*FHCYSRS1PW 
AWGAGKQSLT 


24309 


54677 


A 


24447 


1 


3660 




24310 


54678 


A 


24448 


1 


1530 




2431 1 


54679 


A 


24449 


1 


1890 




24312 


54680 


A 


24450 


746 


1872 


KHWRGSLISLSTPARFNGGPFW 

GANQGGDPKGRGGSQRALFRR 

KNNRGGETVSGAEDACIVNNN 

AAAVLLMLAATASGKEVVVSR 

GEL VEIGG AFRI PDVMRQ AGCT 

LHEVGTTNRTHANDYRQAVNE 

NTALLMKVHTSNYSIQGFTKAI 

DEAELVALGKELDVPVVTDLG 

SGSLVDLSQYGLPKEP\MPHELi 

AAGVSLVSFSGDKLLGGPQAGI 

IVGKKEMIARLQSHPLKRALRA 

DKMTLAALEATLRLYLHPEALS 

EKLPTLRLLTRSAEVIQIQAQRL 

QDPLAAHYGAEFAVQVMPCLS 

QIGSGSLPVDRLPSAALTYTPH 

DGRG SQLESL A DRWRELP VP VI 

GRIYDERLWLDLRCLEDEQRFL 


24313 


54681 


A 


24451 


1358 


1419 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24314 


54682 


A 


24452 


1 


1568 


MKGRNIDAQEIQKRYGMVGDP 

VUGVVLGL1FGLAAGEGFKGC 

ASLMITVAA1MVLFPRMIRLIVE 

GLLPISDGARK.FFQKYFKGREV 

YIGLDTAVTLGHPTTIAVGLLLI 

PIML1LASILPGNKVLPLADLPV 

APFFICMATVIHRGDLVRTLISG 

VIVMITVLL1ATQFAPYFTEMAL 

KGGFSFAGESAQISALSVGNMF 

GWSISELMSLGIIGRVVAVGIVA 

SVVLFLRVLSMSWLKEVIGTEK 

AVIAMCHLRALPGDPSFDAQLG 

MNWVIDKAWDDLMALQNGG 

VDAVMFSNEFSLPYLTKVRPET 

TAAMAR1IGQLMSDIR1PFGVNV 

L WDP V A S FDL A MA TG A KPI REI 

FTGAYASDFGVWDTNVGETIR 

HQHR1GAGEVKTLFN1VPEAAV 

YLGNRDICSIAKSTVFNNHPDA 

LCVSGLTAGTRTDSALLKRVK.E 

TVPDTWVLANTGVCLENVEEQ 

LSIADGCVTATTFKKDGVFANF 

VDQARSNNPSAIPAAFVKSJDG 

DRYQINPNRHGVNDG 


243 1 5 


54683 


R 


24453 


1 


3352 




24316 


54684 


B 


24454 


60 


2284 




24317 


54685 


B 


24455 


1 


2475 




24318 


54686 


B 


24456 


1 


2890 




24319 


54687 


A 


24457 


1065 


1139 




24320 


54688 


A 


24458 


282 


615 




24321 


54689 


A 


24459 


2657 


2919 




24322 


54690 


A 


24460 


1 


835 




24323 


54691 


A 


24461 


167 


338 




24324 


54692 


A 


24462 


834 


1515 


LRWCSMPCCRWSKDRAAPSPA 

YSRLSSHVIIAGYVGGGVARG\ 

HSWVFVALTLVLTAVLFSLAGL 

LNGVFAKTFDDISLVPTFVLTPL 

TYLGGVFYSLTLLPPFWQGLSH 

LNP1VYMISGFRYGFPWLNHNR 

PGVAVDINRLLLPRKQEKLGIK 

LDKDQLIAGVQDAFADKSKLS 

DQEIEQTLQAFEARVKSSAQAK 

MEKDAADNEAKGKEYREKFR 

Q1PSVSSCQKQ 


24325 


54693 


A 


24463 




557 




24326 


54694 


A 


24464 


255 


693 




24327 


54695 


A 


24465 


3 


242 


QKAPVLANQRQPRRPTGALLLE 
/SLPLVAESSDG*EPMTNATEPH 
SRPLP 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in DSSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24328 


54696 


A 


24466 


1 


2636 


MKNIIRTPETHPLTWRLRDDK.Q 
PVWLDEYRSKNGYEGARKALT 
GLSPDEIVNQVKDAGLKGRGG 
AGFSTGRKWILMPKDESMNIRY 
LLCNADEMEPGTYKDRLLMEQ 
LPHLLVEGML1SAFALKAYRGY 
IFLRGEYIEAAVNLRRAIAETTE 
AGLLGKNIMGTGFDFELFVHTG 
AGRYICGEETPPLLKPQTGVWQ 
RHSCWKLQELAMNDRDFMRY 
SRQILLDDIALDGQQK.LLDSQV 
LIIGLGGLGTPAALYLA 


24329 


54697 


A 


24467 


506 


673 




24330 


54698 


C 


24468 


1 


3411 




24331 


54699 


A 


24469 


2455 


2694 




24332 


54700 


A 


24470 


1 


1081 


MGGLRDPWLHKLRSLWGLCR 
YGHKEQYDHIR1 ELN LAPGDTT 
LVPTGLAIHIADPSLAAMMLPR 
SGLGHKHGIVLGNLVGLIDSDY 
QGQLM1SVWNRGQDSFT1QPGE 
R1AQMIFVPVVQAEFNLVEDFD 
ATDRGEGGFGHSGRVFCNMAE 
KQTAKRNRREEILQSLALMLES 
SDGSQR1TTAKLAASVGVSEAA 
LYRHFPSKTRMFDSLIEFIEDSLI 
TRINLILKDEKDTTARLRLIVLL 
LLGFGERNPGLTR1LTGHALMF 
EQDRLQGR1NQLFER1EAQLRQ 
VLREKRMREGEGYTTDETLLA 
SQILAFCEGMLSRFVRSEFKYRP 
TDDFDARWPLIAA\SCSNMTPD 


24333 


54701 


A 


24471 


93 


475 


RCKCADAATRGKSRRDLPDVQ 
NSARQYG/W1/GCATHARSG*HI 
VEAVQSG/TPPQPLRPRGTSRKV 
STDRYWRAASQLPAQYQDLTSI 
YDVYTVPDRVAKRAFKSPPDD 
GPVMWRMGHQPHL1PRNVLAQ 


24334 


54702 


A 


24472 


254 


1150 


RFLTCRYGPGMAEDMQSLVGG 
TVTRSG*LSVVVNNNGE/LLAK 
ELSVQVGIRPEYLDRLLHAFSG 
GQRQRJAIARALSSQPDVIVLDE 
PTSALDI S VQAQILNLLVTLQEN 
HGLTYVLISHNVSVIRHMSDRV 
A VM YLGQI VELGDAQQEI AQ A 
LRRTPAPMVYIGNLGRELSLPA 
ANLKLESKLAIMEQYVGKKVID 
AVIVGPKVDVSAVKERJVIQEV 
LEASDIPYRHDRQLLHNALEKA 
LQALGGLEVIQLYRRDSNLVPG 
QLLKTSEMGKTRLYAADSRLIA 
AKGSPIQPTLDSLK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 
deletion, \=possible nucleotide insertion) 


24335 


54703 


A 


24473 


1874 


2927 


KEDQVKGGMVCPKKLLCQGTR 

*RGGVVGGISQASVTSV1GYSA 

SCQPTP AIMQLHL/ AN A A SRRL 

QPDRNRPNPGWHRPPIHAFTTP 

GLVSVSFLGYPCSTPTCLPFSES 

SVGESVNLWPQSNENLRRTLV 

GEGNLLLTFIGNGKHEIIASIFFA 

FSEGISAQSHWQPRYISPASVCT 

L VTEIDIKANK1TFS 1 FDEN AG A 

WLPPFCKAVVPGWVYKPNLGH 

EI AC VDH WLMPNRL I EN LCDIM 

LPIWVLTKFNDCCAGCVPCCVU 

VDDALHGAPKRMCCCITRGMR 

LLKLSVHAATRSTLQQASHGH 

CAWSAPGWLDTSGMDGDRLW 

WTLHEVLRDLCTSHGNIVESAR 


24336 


54704 


B 


24474 


1 


672 




24337 


54705 


B 


24475 


1 


2496 




24338 


54706 


A 


24476 


3260 


3363 


RPDSGGP*RQRRYLRCADHRRR 
AVRNQQQLTACA 


24339 


54707 


A 


24477 


112 


224 




24340 


54708 


A 


24478 


1614 


2326 


CTYSRKCRPDKJISASGNFALSS 
LKSSPLTKNRRYWKVSPTHLLL 
SKRPKISLNAYFGACSLVRPVL 
AAASDWTLQGAWSPTRAKALP 
ICESWR1PYADSLSSLAASCDAV 
FVHSSTASHFDVVSTLLNAGVH 
ICVDKPLAENLRDAERLVEG\M 
REWREERGQGVVHK.PIPGWQS 
TLEQRGFVGCARHFIECVQNQT 
VPQTAGEQAVLAQRIVDKICSS 
FNVVRVAPLGDP1QSKPVV 


24341 


54709 


A 


24479 


19 


885 




24342 


54710 


B 


24480 


1 


1704 




24343 


54711 


A 


24481 


974 


1156 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24344 


54712 


A 


24482 


162 


1602 


H RRKRARGTPKATTTRKPART1 
ETLSPLLAILAFAPKLAICTRSPL 
L/DDMTPFTQCTNAYSHSGIRNP 
TAISSAAYPRRITGY/KLGPTGE 
ERTVYGIYGISESNLAECEKGV 
KSAVALTPALQPIDGVAVSY1D 
AAVALGNTINEMDKYYTQENY 
KDDAFAKGKTLHQTFLKNLEA 
FEPVAESYHAAIQEINDKRQLA 
ELKNIEEREGKTFHYYSLAVMI 
SAKQ1NNLISQDKFDAEAAMKK 
VSELETLVAQAKEADKGGMNF 
SFINSAGQYQLEAKKYVRR1RD 
KVPYSDWDKEQLQDANSSWM 
VEDSFPRALREYNEMLMTR1GG 
GAGDQDMVNDFSYSPQLVGRG 
WFNDQVATGCTRDSTFNQQQV 
ALSVNAYYVVNRFGKIDWKPM 
YAEADKLLAKPNMRFKSDKLV 
GDLSIGDQQMVEIAK.VLSYESK 
V1IMDEPTDALTDTEAESLFRVI 
REMKSQAPRYCLYLPPHENNL 


24345 


54713 


B 


24483 




1263 




24346 


54714 


B 


24484 


148 


894 




24347 


54715 


B 


24485 




1071 




24348 


54716 


B 


24486 


168 


1088 




24349 


54717 


B 


24487 




1236 




24350 


54718 


B 


24488 




849 




24351 


54719 


B 


24489 




1548 




24352 


54720 


B 


24490 




1372 




24353 


54721 


B 


24491 




2469 




24354 


54722 


B 


24492 




1917 




24355 


54723 


B 


24493 




1159 




24356 


54724 


B 


24494 




2294 




24357 


54725 


B 


24495 


217 


2476 




24358 


54726 


A 


24496 


477 


916 


SLPECEDRVQYRRSLFADPSYR 
YGLARHGDPRRAGRLRDV*PL 
HE*YRHWHDQS/RLLIASVLPQ 
VWHGACNAMTSSCIARQVS*N 
TALI1RMRKGDLSA VMS SQTG L 
INIVRRGLLLSCFRLTAMKISTV 
SPFRPQMPSIVRSVWC 


24359 


54727 


A 


24497 


1136 


1317 




24360 


54728 


A 


24498 


3 


317 




24361 


54729 


A 


24499 


1 


1245 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24362 


54730 


A 


24500 


85 


1293 


ITVATTQHQAGLTLRRAG 1 RQP 

DMAVQRDHLPFRVAGVIRHIM 

LMLHSQRRTGLL1TAKNRLLFF 

QRRSVPKFHSK.LNQAYCLIAAT 

DCPRRLLLICRYPHHFLHQLIIL 

AIGIGSAVFEPHQIIGVSRCCPR 

HLGVERVLFLFLNDFIEQVIIRC 

HVVCQSAPAAANIQYAHPWF* 

LQFFTNHFELRLLGRFQI1GIFPV 

SAGILHEGIKHAAEQVITQIVML 

FADYPGTFFTL/RD*RDERRQY 

AACL*NDGGVGSRDLRVRLC* 

KTYPVGHIPTSHPYN/CSPNPKE 

PSCRTRLKKSGFFTR1 S AG AEPL 

MAIPARLSNSLACGARDSAAKE 

VLLWFRFVLLLKQTLLNWTTK 

NVTSLWRTLGSPVGVKEVRAW 

TI P V/VSNR A AG SGQNPY * F* KR 


24363 


54731 


A 


24501 


2794 


3531 


SPRDSPTFWTKGGPGGSRGKAL 
RLVVGTDFHQAADN1PDHMMY 
KS1RFNIYHH1RTVTRDINMHNV 
A PRG SGLALHRTERGEIILAQQ 
ALRSPMHPFSVQRFVKMGYPFT 
QYRRAQPMIVDDVAITASRGA 
KSGMKI1RYSFNPTHSDVTR*IRI 
YAQGPRRVFAQRGCFEMHNLP 
GTVYPCVSTPGAEDGDGFVRH 
LGERLFQLLLHTADFVLPLPAVI 
LTGGVLNAQRNFFNRRLLPYVE 


24364 


54732 


A 


24502 


1 


1767 




24365 


54733 


A 


24503 


1 


1275 


SNPTAIGGRPRRPYQAEDRSLD 
FVDTALNRK1LKDSIFHALQTIM 
VGIKDFLRLTQVFFDLATRIPRH 
LYHPVDITTHYGRFCRHRRHHF 
QLLQ LC FRFLFCLFRHLRRVDF 
ALQGFVFVRRVVHFTEFFLNSF 
HLLVQIVLTLGFLHLLFNAVAN 
AFLNLQQIDFRFHHCHQIFQTFV 
NVGHLQNRHRKIGIVIFRSDVL 
EHPHRNNTIKLVVQVTI1LQQN 
GD1QAFTAFLSHFLLFGRNGDA 
HHAYVIIRCHVVCQSAPAAAN1 
QYAHPWF*LQFFTNHFELRLLG 
RFQIIGIFPVSAGILHEGIKHAAE 
QV1TQIVMLFADYPGTFFTLQ1E 
ETSAGNTQRVFEMMGELVLET 
RLRSPAGFTQWIPHQGCRWSCL 
PVPRGTLALLSPWVVDGTGRR 
GAGGGTPQGGSSCTGAHGGGG 


24366 


54734 


A 


24504 


1 


2052 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24367 


54735 


A 


24505 


1 


1060 


MNARQQVAALRVPGVEKATIV 
YRRSLQEMPAWREEYEEALHD 
GFRFLNNPERFDADGTLTLRVM 
SLGEPDEKGRRRPVETNETVTL 
LVDSL1TA1GEQQDTEALNAMG 
VPLDKNGWPDVDHNGETRLTD 
VFMIGDVQRGPSSIVAAVGTAR 
RATDAILSRENIRSHQNDKYWN 
NVNPAEIYQRKGDISITLVNSDD 
RDAFVAQEAARCLECNYVCSK 
CV\DVCPNRANVSIAVPGFQNR 
FQTLH\LE A\ Y CNECGNC AQFC P 
WNGKPYKDKITVFSLAQDFDN 
SSNPGFLVEDCRWVPHRGLYH 
RLYREPTWRSEWPRRHICPEGS 
TFPERHCDHLSANNSRNKLLPL 
QKPGFIN 


24368 


54736 


A 


24506 


1316 


2678 




24369 


54737 


A 


24507 


2172 


5242 


1YFSERLPALCTPDAHYREPCQ 
YNCTRLDYDSALNIRELKKVAL 
EKG WDE YKQR WHKPAG SG SR 
HPVAVIGAGPAGLAAGYFLAR 
AGHPVTLFEREANAGGVVKN1 
VPQFRIPAEL1QH D1DFV A AHGV 
KFE YGCSPDLTI EQLKNQGFH Y 
VLIATGTDKNSGVKLAGDNQN 
VWKSLPFLREYNKGTALKLGK 
HVVVVGAGNTAMDCARAALR 
VPG VEKATIV YRRSLQEM PAW 
REE YEE A LHDG VEFRFLNN PE 














RGLVHRGRYRWRQKWSAGSP 
ARHPV/SQSTTDTPATHALSTKII 
SPIPNAPISALARTTATRL*RSM 
NQPPVKRPTVIPRVKPA*ISEPE 
VGP1ILGP 


24371 


54739 


A 


24509 


1 


1713 




24372 


54740 


A 


24510 


1 


651 




24373 


54741 


A 


24511 


3 


783 


PVLSKTPLTAKAIDAAQPQDKP 

YKLTDSLTPGLFLLVHPNGSKY 

WRFRYWLNKREFLQAIGVYPLI 

TLKEARRRATESRSLrANGINPV 

EQARKEKAIDALNMAAGFKK.V 

AED WFATRVGG WSES Y AKQV 

RSALEKDVYPVLGKRSIVDITA 

RDVLALLQKKERTAPEQARNV\ 

AGASVRSSSLPLSPNWGGWLA 

RAAFPHHITIAARMTKHPPCW 

WCTIL ACRQA SL A VRG STH YSL 

ELLIRRHILSLLRSPICASPLTV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24374 


54742 


A 


24512 


746 


2387 


WTA LP ARLKQIRSGRKLPLTVM 
PALRETDTFDTFMESS WY Y AR 
YTCPQYKEGMLDSEAANYWLP 
VD1YIGGIEHAIMHLLYFRFFHK 
LMRDASMTNPSSVPRAGGPAL 
LFENPKGYSMPVLCNLFGTPKR 
VAMGMGQEDVSALREVGKLL 
AFLKEPEPPKGFRDLFDKLPQF 
KQVLNMPTKRLRGAPCQQKIV 
SGDD VDLNRI PI MTCWPEDAAP 
LITWGLTVTRGPHKERQNLGIY 
RQQLIGKNKLIMRWLSHRGG\A 
LDYQEWCAAHPGERFPWSVAL 
GAVPATILGAVTPVP\DTLSEYA 
FAGLLRGTKTEVVKCISNDLEV 
PASAE1VLEGY1EQGETAPEGPY 
GDHTGYYNEVDSFPVFTVTHIT 
QREDA I YH ST YTGRPPDEPA VL 
GVALNEVFVP1LQKQFPEIVDFY 
LPPEGCSYRLAVVTIKKQYAGH 
AKRVMMGVWSFLRQFMYTKF 
V 1 VCDDD VNARDWND VI WAIT 
TRMDPARDTVLVENTPIDYLDF 
ASPVSGLGSKMGLDATNKWPG 
ETQREWGRPIKKDPDVVAHIDA 


24375 


54743 


A 


24513 


576 


878 


NLGSVWHYFRRSPEPATHHDA 
ANLERSPAA * RLSGARYRJLA V 
*ADQSQTGSGDGSPDLQTGRV 
G DE A RHRK RGLHVPQPRSEPPV 
GARGFPYRFATRWR 


24376 


54744 


A 


24514 


2 


878 




24377 


54745 


A 


24515 


1 


735 




24378 


54746 


A 


24516 


1 


1992 




24379 


54747 


A 


24517 


721 


1239 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24380 


54748 


A 


24518 


1 


1954 


RQLNGVQLAFRESFHTVTRVTE 
QHAAGAVAIHQHRNQLLTGAL 
GIFAVAVCCLQQRLD1LLADHL 
AEHVQFVIAQFVTCQQHGNGV 
RNRTIIFLLFNELRKIVETVRVQ 
QTQTGEVAFHPQLFRGRVVYG 
PDLNARRGNGVINCSTLEDPQF 
GLILFVYTIG1QVGPGFFASLRV 
SGLRLNLFAVLIVIIGGLVTAIL 
HKLFDIPLPVVLGIFSGAVTNTP 
ALGAGQQILRDLGTPMEMVDQ 
MGMSYAMAYPFGICGILFTMW 
MLRVIFRVNVETEAQQHESSRT 
NGGALIKTINIRVENPNLHDLAI 
KDVP1LNGDKI1CSRLKREETLK 
VPSPDTI1QLGDLLHLDSRGSPL 
DTQDI DLQFNSSVEKQFGDAIRT 
T1LDV L ARYN VRG VQLN VDDK 
GALDCILRARLEALLARASGLP 
M1SASLQQRK.TRTRRSMLFVPG 
ANAAMVNNSFIYPADALMFDL 
EDSVALREKDTARRMVYHALQ 
HPLYRDIET1VRVNALDSEWGV 
NDLEAVVRGGADVVRLTKTDT 
AQDVLDIEK\EILRJEKACGREP 
G STG LL A A IESPLG ITRAVEIAH 
ASERLIGIALGAEDYVRNLRTE 
RSPEGTELLSARCP1WQAARSA 
G IQ A FDTV YSDANN E AGFL/QE 


24381 


54749 


A 


24519 


5121 


5492 




24382 


54750 


A 


24520 


2520 


3525 




24383 


54751 


A 


24521 


1 


1263 


MAINSPLNIAAQPGKTRLRKSL 

KLWQVVMMGLAYLTPMTVFD 

TFG1VSG1SDGHVPASYLLALAG 

VLFTA1SYGKLVRQFPEAGSAY 

TYAQKSINPHVGFMVGWSSLL 

DCLLAVVIIAAIYVGFSLAGFHV 

YIGMLFVPGANAAMVSNSFIYP 

ADALMFDLEDSVALREKDTAR 

RMVYHALQHPLYRDIETIVRVN 

ALDSEWGVNDLEAVVRGGAD 

VVRLPKTDTA0DVLD1EKE1LR1 

EKACGREPGSTGLLAAIESPLGI 

TRAVEIAHASERLIGIALGAEDY 

VRNLRTERSPEGTELLFARCSIL 

QAARSAGIQAFDTVYSDANNE 

AGFLQEAAHIKQLGFDGKSLIN 

PRQIDLLHNLYAPTQKEVDHAR 

RVVEAAEAAAREGVLGVVSLN 

GKMVDGPVIDRARLVLSRAELS 


24384 


54752 


B 


24522 


62 


405 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location ot'last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


24385 


54753 


A 


24523 


891 


3240 


RYRKSPGSWR/CMSCILTSWITT 

MFP1*RLGQWC*NPCVTMAL/L 

API DVHLMVKPVDRIVPDFAAA 

GASIITFHPEASEHVDRTLQLIK 

ENGCKAGLVFNPATPLSYLDY 

VMDKLDVILLMSVNPGFGGQS 

F1PQTLDKLREVRRR1DESGFDI 

RLEVDGGVKVNNIGEIAAAGA 

DMFVAGSAIFDQPDYKKVIDE 

MRSELAKFEDIRGVAFDLDGTL 

VDSAPGLAAAVDMALYALELP 

VAGEERVITW1GNGADVLMER 

ALTWARQERATQRKTMGKPPV 

DDDIPAEEQVRILRKLFDRYYG 

EVAEEGTFLFPHVADTLGALQA 

KGLPLGL VTN KPTPFVAPLLE A 

LDIAKYFSVVIGGDDVQNKKPH 

PDPLLLVAERMGIAPQQMLFVG 

DSRNDIQAAKAAGLDAQARRK 

NAGYYYYLRLAK.RQMRAGVA 

EALRDDLLAAKLNVKLVNAGD 

YKFKQIASEKLL1VVTSTQGEGE 

PPEEAVALHKFLFSKKAPKLEN 

TAFAVFSLGDSSYEFFCQSGKD 

FDSKL AELGG ERLLDRVDADV 

EYQAAASEWRARVVDALKSRA 

PVAAPSQSVATGAVNE1HTSPY 

SKDAPLVAWRLPNVEGRARAG 

GASSFLADRVEEEGEVRVFIEH 

NDNFRLPANPETPV1M1GPGTGI 

APFRAFMQQRAADEAPGKNWL 

FFGNPHFTEDFLYQVEWQRYV 


24386 


54754 


A 


24524 


950 


2124 


MSL1SSVIAATWLHVKSYRLSC 
GFYACQSLVLVS/IFPTLSCLFA 
AEQLLIWSASAFITKVLLVPLIM 
TYAARNIPQNIPEKALFGPAMM 
ALLAALIVLLCAFVVQPVKLPM 
ATGLKPALAVALGHFLLGLLCI 
VSQRNILRQIFGYCLMENGSHL 
VLALLAWRAPELVEIGIATDAIF 
AVIVMVLLARKIWRTHGTLDL 
TPLLFSLLCFACRKRRLSATRTV 
TVLHSLG 1TLLLIL AL WVVQTA 
ADAGEIFAAGLWLHIDGLGGLF 
LAILGVIGFLTGIYSIGYMRHEV 
AHGELSPVTLCDYYGFFHLFLF 
TMLLWTSNNL1VMWAAIEAT 
TLSSAFLVG1YGQRSSLEAAWK 
YI1ICTVRVAFGLFGTVLVYANA 
ASVMPQAEMAIFWSE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24387 


54755 


A 


24525 




757 


RWRLPGVPPFNGFFSKFPLFAP 

GFALSVEYWILLPAMILLMIESV 

ASFAWFIRWFGRVVPGKPSEAV 

ADAAPLPGSMRLVLIVLIVMSLI 

SSVIAATWLHVKSYRLSCGFYA 

CQSLVLVSIFATLSCLFAAEQLL 

IWSASAFITKVLLVPLIMTYAAR 

NIPQNNIPEKALFGPAMMALLA 

ALIVLLCAFVVQPVKLPMATGL 

KPAL/AGLATDAIFAVIVMVLL 

ARHMWRTHGTLDVNNLHALK 

GIMSCSYSS 


24388 


54756 


A 


24526 


249 


3943 




24389 


54757 


A 


24527 


1 


1278 




24390 


54758 


B 


24528 


48 


144 




24391 


54759 


B 


24529 


27 


239 




24392 


54760 


A 


24530 




551 




24393 


54761 


A 


24531 


3 


258 


MLFDEPTS AL Y PEMIN * VLDVM 
VELANEGMTMMVVTHEMGFA 
RKEANRVIFMDEGKIVEYSPKD 
AFFDDPKSDRAKDFLAKILH 


24394 


54762 


A 


24532 


2 


979 




24395 


54763 


A 


24533 


1 


4116 




24396 


54764 


A 


24534 




1195 


MLIAEGLMTAKNITV1TNSLPA 

AFALSENKD1TLVVCGGTVRHK 

TRSMHGS 1 AERSLQDIN A DL MF 

VGADGIDAVNGITTFNEGYS1S 

GAMVTAANKVIAVLDSSKFNR 

RGFNQVLPIEK1DIIITDDAVSEV 

DKLALQKTRDTSLVYVLSLADF 

FRTASTIGERDGTQVEMILFAGF 

V YL V 1SLSA SLLV LTDCSTE VK 

KGEVVVVCGPSGSGKSTLIKTV 

NGLEPVQQGEITVDGIVVNDKK 

TDLAKLRSRVGMVFQHFELFPH 

LSIIENLTLAQVKVLKRDKAPA 

REKALKLLER/VSGFFAHANKF\ 

PAQLSGGQQQRVAIARALCMD 

PIAMLFDEPTSALDPEMINEVLD 

VMVELANEGMTMMVVTHEM 

GFARKVANRKHTTRSTIALQSL 

ATCT 


24397 


54765 


A 


24535 


383 


962 


TDNDRPG LGTDMKKASAIVTN 
VAVVLSGRYRRERASGEWAAL 
SFLRPHTLTVFVIPHIQWDDPQ 
MSRP\SGRHLFRCRTVQRKHAL 
QVVEKFRPFFPSDRYRYGAPGD 
YAQSFGGQIDDVVKAIQTPSKF 
RRFLRVSFD*IRLPILHSGKSPLR 
RMPNLMRRHSHTARHYPALGT 
RGPQPTDRQERPA V A SG Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24398 


54766 


A 


24536 


1477 


2387 




24399 


54767 


A 


24537 


1 


1560 




24400 


54768 


A 


24538 


305 


718 




24401 


54769 


A 


24539 




2161 


MNDVDRVGGKNASLGEM1TNL 

SGMGVSVPNGFATTADAFNQF 

LDQSGVNQRIYELLDKTD1DDV 

TQL AK AG AQIRQ Wl I DTPFQPEL 

ENAIREAYAQLSADDENASFAV 

RSSATAEDMPDASFAACTLVPG 

QNLSTSNKDVIELPDNQYDLDK 

MVNIYPVTPGL1DQLRAKPIMS 

QANPELEQQIANYEYRIGIGDV 

LMVTVWDHPELTTPAGQYRSA 

SDTGNWVNADGAIFYPY1GRLK 

VAGKTLTQVRNEITARLDSVIE 

SPQVDVSVAAFR\SQKAYV\TA 

EVSKSGQQPITNIPLTIMDAINA 

AGGLTADADWRNVVLTQNGV 

KTKVNLYALMQRGDLRQNKLL 

H PGD1LFIPRN DDLK VFVMGE V 

GK.QSTLKMDRSGMTLAEALGN 

A EGMNQDVAD ATG IFVIRATQ 

NKQNGK1ANIYQLNAKDASAM 

ILGTEFQLEPYDIVYVTTAPLAR 

WNRV I SLLKKLERLTS I A ITLPGI 

IDTENGI VHRMPF YEDVK.EMPL 

GEALEQHTGVPGEAKGLVGAP 

PGARDVIQVVS1PNVGRAV1PN 

GHLLPQGSSSLVEIAHTQGGPL 

MGKRCYCGNHGCLETIASVDSI 

LELAQLRLNQSMSSMLHGQPL 

TVDSLCQAALRGDLLAKDIITG 

VGAHVGRILAIMVNLFNPQKILI 

GSPLSKAADILFPVISDS1RQQA 

LPAYSQHISVESTQFSNQGTMA 


24402 


54770 


C 


24540 




1389 




24403 


54771 


A 


24541 


405 


576 


CEMGAPPWPGCWLS\LFDVDG 
RF VLA WMLFQG S YL AG ALGDQ 
PVHIHLGQLLALWRPL 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24404 


54772 


A 


24542 


1 


1127 


MARTLAHELIDFGEIKRGLLGIK 

GTEMSADIAKAFNLDVQRGAF 

VSEVLPGSGSAKAGVKAGDIIT 

SLNGKPLNSFAELRSRJATTEPG 

TKVKLGLLRNGKPLEVEVTLDT 

STSSSASAEMITPALEGATLSDG 

QLKDGGKGIKIDEVVKGSPAAQ 

AGLQK.DDVIIGVNRDRVNSIAE 

MRKVLAAKPAIIALQIFPVDHR 

GAIGGQTTD1PPDPSGINHDRC 

MKGLSFAGEMVTYTNTAHRRA 

FTNQPRDFMSVAWLGKGIAILP 

SVGEVRSPVAGRIASLFATLHAI 

GIESDDGVEILIHVGIDTVKLDG 

Q1FSAHVNGEAGLKRVVKKEH 

AD/VQRHAESV*RRGQAQGTD 

GIRRQDNRVQPGCERCTHQLLR 


24405 


54773 


A 


24543 


95 


599 


Q1MRMLNGSSTPNTSLPTPQAF 
DRSLPrNATSARPSSTSTRHSAE 
SSISRDCVSNVS/HSGG*TGGIK 
G*CHAHPADLTACHEADSRGSP 
SHAVAAVALHV1D/GWYLGDQ 
TAAYATGSAVSCPSSGNQFSRP 
SAAGRFSAVSAPQGAQRHPGR 
A R RRPRRRRT A G G C RR 


24406 


54774 


A 


24544 


640 


890 


LANAQLGSNEISIFQCFAA1QRFI 
KLHRDASVINHPLAE/TRK*YPV 
SVYHLRHPPAIIR*PAIRDNA**I 
LPVTPGYSCSRHQ 


24407 


54775 


A 


24545 


3 


257 


ETDIFICDSREFFHHFAKASVHI* 
PVVSIANFA1QSGKILALGAENI 
ATTSDRRAQRQKAVCKAHDAS 
SVSFRTLSVRPTNDCP 


24408 


54776 


A 


24546 


332 


1047 


RTRPYCPGMGNEPMTGWMAA 

AVVTLMIRMCFSVYTMLSESC 

QRMVIVGYGRCFADRQNLMVC 

LRSMPNVFTGSCARMRCCLSEN 

LLYRHRNGHIQAEWP*KKAISD 

VKQYRTSCWERWNAASATIFR/ 

LSPVEWLTDNGSCYRANETRQ 

FARMLGLEPKNTAVRSPESNGI 

AESF VKTIKRD YISIMPKPDG LT 

AAKNLAEAFEHYNEWHPHSAL 

GYRSPREYLRQRACNGLSDNR 

CLEI 


24409 


54777 


A 


24547 


1200 


1544 


LTGVADGNVDKPCYKFARLW 

YW1YPAFPPIRRVKVAYREYRP 

PTTPRVRQVRDLTFCHRPAIPDR 

MHRY*SSHRALPGCWSKVPAQ 

KSSRTVSGTD*VDLLSPRAQRA 

PSPLQG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24410 


54778 


A 


24548 


263 


625 




24411 


54779 


A 


24549 


742 


851 


VSAQQRVILNKIAVLNRK*RYG 
CWRLWICPY1SRHLLSLNPLQA 
RCRRYSRGER 


24412 


54780 


A 


24550 


1 


532 


MKTLLIIDANLGTRLYGEDPAG 
AAARKAKLEIIDNPNDAEMAIV 
LGDSIPNDSALNGKNVWLGDIS 
RAVAHPELFLSERKGHAKPYTA 
PVAATAPVGASGPKRVVAVTA 
CPTGVAHTFMALKPLKPKRKN 
VAGIPDTGQYCETVQTSCW/AA 
VETPLRQRSSVVSSGVADG*WF 
MLPG 


24413 


54781 


B 


24551 


1 


888 




24414 


54782 


A 


24552 


1 


2283 




24415 


54783 


A 


24553 


992 


1662 


KKAISDGALTGSSSAVITERDC 
VSRSRWTAVIVRHCTGRSLPAA 
ST VKQ YRTSC WER WN A A S ATI 
FR/LSPVEWLTDNGSCYRANET 
RQFARMLGLEPKNTAVRSPESN 
GIAESFVKTIKRDYISIMPKPDG 
LTAAKNLAEAFEHYNEWHPHS 
AI.GYRSPREYLRHGLVSFISSLQ 
KFINDF AFEDGLFSG YDA EK.RQ 
YEKSSWNYQLDENGYAKRDET 
LTHPRC 


24416 


54784 


A 


24554 




2262 




24417 


54785 


A 


24555 


158 


410 




24418 


54786 


B 


24556 


1 


2607 














1016 


KSAAVPRSGASSQSDSAHFAQP 
EYAAFSRFPRGSFRHPRAA*YF 
G RLNHH VRSERGINP* YHRFNL 
HWRYVADAISADGAFRTVSGG 
GGRRSGAGRVDWQ 


24420 


54788 


A 


24558 


652 


1214 


RTDHCVSRSRWTAVIVRHCTG 

RSLPAASTVKQYRTSCWDRWN 

AASATIFR/LSPVEWLTDNGSCY 

RANETRQFARMLGLEPKNTAV 

RSPESNGIAESFVKTIKRDY1SIM 

PKPDGLTAAKNLAEAFEHYNE 

WHPPSALGYRSPREYLGQRACT 

GHAIGSGPSSAFFGAPVRRVSRT 

SVTAKACPRGLL 


24421 


54789 


A 


24559 


647 


1976 














574 


ETPASSPTLRTSIPSISWMTRGSL 
RRVMLLCPFPSESGTVSEKAWP 
EWSSFSSSPPSCRTSASSPPSHLR 
/NIDV S PKH V VF ATIPRNYTMSF 
LPR 


24423 


54791 


A 


24561 


816 


1375 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24424 


54792 


A 


24562 


1 


3993 


MSQKLKVVTIGGGSSYTPELLE 
GFIKRYHELPVSELWLVDVEGG 
KPKLDIIFDLCQRMIDNAGVPM 
KLYKTLDRREALKDADFVTTQ 
LRVGQLPARELDER1PLSHGYL 
GQETNGAGGLFKGLRTIPVIFDI 
VKDVEELCPNAWVINFTNPAG 
MVTEAVYRHTGFKRFIGVCNIS 
IGMKILKTRTLDTTGSTSTGDTL 
LTQSLLMELSALCRVEVEEGLA 
LVALIGNDLSKACGVGKEVFG 
VLEPFNIRMICYGA 


24425 


54793 


A 

— 


24563 


1136 

— 


3608 


KKAISDGALTGSSSAVITERDC 

VSRSRWTAVIVRHCTGRSLPAA 

STVKQYRTSCWERWNAASATI 

FR/LSP VEWLTDNG SCYRANET 

RQFARMLGLEPKNTAVRSPESN 

GIAESFVKTIKRDYISIMPKPDG 

LTAAK.NLAEAFEHYNEWHPHS 

ALGYRSPREYLRQRACNGLSD 

NRCLEIYGQIQLGTGELNITTGV 

VVTARDTH1ALNFQKRRTTGLA 

TQSRQRCQNRRRVMGK1VIYRD 

AIRFTTQLQTATSINKRTQRVSG 

1CRRYTNMASRCNRHQA1VHIM 

FAYQRPFHFAHFFAIQQNFPFGS 

1GGQLFRLPVTLLTHQLLLAPA 

AHRHGLFQVDVIFRPDNTALPR 

NDTHQMVELFLDRFQVVKDIG 

VIELKVVEDQRTRAVMNKFRA 

FVEKGAVILIRFDKKKDIFLQYR 

FHTRI STG HG V ANN HQ IRLRLE 

LAGIVPLNQLNPLPLNSVPMIN1 

MNGGENADNNVDIQEFM1QPV 

GAKTVKEA1RMGSEVFHHLAK 

VLKAKGMNTAVGDEGGYAPN 

LGSNAEALAVIAEAVKAAGYE 

LGKD1TLAMDCAASEFYKDGK 

YVLAGEGNKAFTSEEFTHFLEE 

LTKQYPIVSIEDGLDESDWDGF 

AYQTK.VLGDKIQLVGDDLFVT 

NTKI LKEGIEKGI ANSI LIKFKAQ 

HAGLLHMYTCAMLGVGGQCW 

RYCMSQAFKEDRFAQDQRVAV 


24426 


54794 




24564 




5851 




24427 


54795 


B 


24565 


1 


1578 




24428 


54796 


A 


24566 


574 


753 




24429 


54797 


A 


24567 




2112 




24430 


54798 


B 


24568 


27 


969 




24431 


54799 


A 


24569 




1773 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24432 


g480Q 


= 


24570 


822 


984 


PSALCGCHSL*CSNASARFFAA 
VNPSGAFGCRADHPDGELFLTG 
YVADGGYHS 


24433 


54801 


A 


24571 


1 


4287 




24434 


54802 


A 


24572 


1 


2384 




24435 


54803 


A 


24573 


3 


3682 


ACSARPSEAELLELIDTLNADN 
TIDG IL VQLPL P AGIDN VKVLER 
IHPDKDVDGFHPYNVGRLCQR 
APRLRPCTPRGIVTLLERYNIDT 
FGLNAVVIGASNIVGRPMSMEL 
LLAGCTTTVTHRFTKNLRHHVE 
NADLLIVAVGKPGFIPGDW1KE 
GAIVIDVGINRLENGKVVGDVV 
FEDAAKRASYITPVPGGVGPMT 
VATL1ENTLQAMSNMATFSLGK 
HPHVELCDLLKLEGWSESGAQ 
AK1AIAEGQVKVD 


24436 


54804 


A 


24574 


1 


1382 


MLRGVNVLADAVKVTLGPKG 
RNVVLDKSFGAPTITKDGVSVA 
REIELEDK.FENMGAQMVKEVA 
SKANDAAGDGTTTATVLAQAII 
TEGLKAVAAGMNPMDLKRAS 
RSRKGYGPAR1RQELNQKG1SR 
EATEKAMRECDIDWCA**RF*S 
DKLHHHRT*RQ/PTRHRYPDESV 
PGSHNHRSAHALSSAQGYILLP 
RAVLSGWRFENVHPTPGYPAG 
SGSVFVPPPMTSRRLPAPDNFA 
APHRYRVLKTGLLSPGCHVRN 
ADTL 


24437 


54805 


A 


24575 


466 


1215 




24438 


54806 


A 


24576 


1104 


1923 


LA IPMK DF1TEA WLRANHTLSE 
GAEIHLPADSRLTPSARELLESR 
HLR1KF1DEQGRLFVDDEQQQP 
QPVHGLTSSDEHPQACCELCRQ 
PV A KKAPDTLTHLS A EKMV AKS 
DPRLGFRAVLDSTIALAVWLQI 
ELAEPWQPWLADIRSRLGN IMR 
ADALGEPLGCQAIVGLSDEDLH 
RLSHQPLRYLDHDHLVPEASHG 
RDAALLNLLRTKVRETAETVAA 
Q\VFITRSF\EVLRP\DILQALNRL 
SSTVYVMMILSVTKQPLTVKQI 
QQRLGETQ 


24439 


54807 


A 


24577 


243 


644 


HAGSVCPSLYRCQRTAKRSGFY 
LLLKRLWSFSGNPIHSGQQNPG 
RNQQLGLPRSRKGESSRAHPSC 
QRRPQVWPHPLAGSRPPRPWA 
AC ARLGPI APARQIPERWPG QV 
PVLADAHVLPCLAGSLRPALYD 
F 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24440 


54808 


A 


24578 


237 


454 


RSRLPEG VPVC WCN HS V R* RDC 
RFPVGKLHRLWL/LALPGVRLIF 
RASTKRITGYINARSASIASASA 
RNRLV 


24441 


54809 


A 


24579 


377 


1155 


KAYSFATMKSLAISCRWQNA*S 
HVSTFVMVRW/LKGVQFRNHEI 
IGDIVPLAKRYAEEGADELVFY 
DITASSDGRVYPTLITRLADRFG 
VQCIVVG1DTWYDARNLKDISV 
VGLLGAQVPSVRAGMPQSRRQ 
TEGAQGMVRNEEGGSLRLSHH 
QACKATHTQQWTLEVTAQSSY 
NLFPEQWVKLFWGIRQGDLPL 
AFSQKLSRQTFQQQQTQTPRPI 
VGQAPKDLQTGTGTPQTHAVH 
SGDHAAGEQSCKSCKAPIYPLT 
AQFSLETRSFWGSEWGYSTHG 
ELRRRDKGRRRFY 


24442 


54810 


A 


24580 


1 107 


1458 


RTFWWTTCNSLAPCAGGYPST 
GAALPVSRKLPGRGLLLSGWG 
EHNARYRAGTFLWALFCAAAV 
A Y WRRC\ WGQ YG M WFLRIRRG 
TLGDGTIRRVFVGSLWAAVVIV 
E1GVEHIGVFKA 


24443 


54811 


A 


24581 


171 


352 


PPAPPAESDGLPAHTTRARTTA 
DDLRNKRRQHVGC*YRTRGSP 
RPNRTWWRVCRYRSPHR 


24444 


54812 


A 


24582 


5 


226 




24445 


54813 


A 


24583 


476 


1939 


RPESQHMTAKPAMKVLEQARR 

FLGIRWLSAPASLAN/PV1LLVV 

GNILNIVLDVWLVMGLHMNVQ 

GAALATVIAEYATLL1GLLMVR 

KILKLRGISGEMLKTAWRGNFR 

RLLALNRDIMLRSLLLQLCFGAI 

TVLGARLGSD1IAVNAVLMTLL 

TFTAYALDGFAYAVEAHSGQA 

YGARDGSQLLDVWRAACRQSG 

IVALLFSVVYLLAGEHIIALLTS 

LTQIQQLADRYLIWQVILPVVG 

VWCYLLDGMFIGATRATEMRN 

SMAVAAAGFALTLLTLPWLGN 

HALWLALTVFLALRGLSLAAI 

WRRHWRNGRPGTGCLNTKGS 

QQQHRHDSTTQHIHLQLLVIRV 

KTTTTNNSQQTPQYPCQQYHT 

DSRQHRQQNRMVCQRIPHALPS 

PRFRQI S RGSTAKVPC AKARAF 

LRVKSDPTLITRLADRFGVQCIV 

VG1DTWYDAETGKYHVNQYTG 

DESRTRVTQWETLDWVQEVQK 

RGAGEIVLAYVSE 
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SEQ ID 

NO: 


SEQ ID NO: 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24446 


54814 


A 


24584 


1 


50 




24447 


54815 


A 


24585 


354 


456 


HLFSEACCSPGVLRELCRPF*SP 
GTDRNLVMHGH 


24448 


54816 


A 


24586 


494 


835 


ITWLPGFRPPFQGSEQFCLAGVP 
GATGGSESVLHTRNSYK.MLEV 
RREVAAL1SALKVSAKCRNCGS 
SHALTEP/ASSPCWRETSTRPTG 
APAPTIPPPAASPSPGPMCVQPH 
GED 


24449 


54817 


A 


24587 


3 


726 




24450 


54818 


A 


24588 


1 


1635 




24451 


54819 


A 


24589 


1614 


2454 


RTTH APASTPNTGTM LCRPYPC 

CWRRKTPUIFRATPQWFVSMD 

QKGLRAQSLKEIKGVQWIPDW 

GQARIESMVANRPDWCISRQRT 

WG VPMSLF VH KDTEELHPRTL 

ELMEEVAKRVEVDGIQAWWD 

LDAKEILGDEADQYVKVPDTL 

DVWFDSGSTHSSVVDVRPEFA 

GHAADMYLEGSDQHRGWFMS 

SLMISTAMKGKAPYRQVLTHG 

FTVDGQG RKMSKSIGNTVSPQD 

VMNKLGAD1LRLWVASNDYTG 

EIAGSDENLKRACHYNACSISL 

ARRRH 


24452 


54820 


A 


24590 


362 


517 


TKSL1SSMSS1SSPPVVLICRNSS 
PEV**RK1*LGTELEFVIMVIAVS 
AWP 


24453 


54821 


A 


24591 


250 


930 




24454 


54822 


A 


24592 


1388 


1912 


VCPAAMTGFAGSPFCTAVVTFP 
D.TPLL WILMC* L AI LM AESEPK 
AISPPTISVVP*YAAESLLRVRIP 
VPSFVTSPLPLILCVIAQLRSVE 
MVSRPLLITEASPRFFCSLTLSA 
LPVSMLNCPTKRLLSPSNSTSVL 
A VALTIPFPLM LLRSSPVTFFSV 
NRPSWAIFPLPNP 


24455 


54823 


B 


24593 


1 


6018 




24456 


54824 


A 


24594 


510 


1003 


VALQADQfCHKHERPLPPPlPTM 
FQL AQPG VQLH AKP V YQ V P/V 
MMQATEPTGI*VRIPVLSISTNA 
PSITSIWPLFVRKISVLTLASVV 
A ASHA AS SPRQC AI RCKI WGRW 
AGSLRRDDGFGVRSRGSRYGA 
SVSISNFSAGINGKSSRSSSPRRS 
SQTQPVMPI 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
had 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoivn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24457 


54825 


A 


24595 


197 


4314 


RASTELSLRCCAPSLQ/ALLHFL 
YLACFTWMLLEGLHLFLTVRN 
LKVANYTSTGRFKKRFMYPVG 
YGIPAVIIAVSAIVGPQNYGTFT 
HCWLKLDK.GFIWSFMGPVAVII 
LINLVFYFQVLW1LRSKLSSLNK 
EVSTIQDTRVMTFKAISQLFILG 
CSWGLGFFMVEEVGKTIGSIIA 
YSFTIINTLQGVLLFVVHCLLNR 
QINSLLLTWTLWILRQRLSSVN 
AEVSTLKDTRLLTFKAFAQLFIL 
GCSWVLG1F 


24458 


54826 


A 


24596 


1409 


1573 




24459 


54827 


A 


24597 


1283 


1563 




24460 


54828 


A 


24598 


281 


839 


CVPTTDLVVQSQl*PRWRNWPR 
CSCSHVSMKA A SSPERTFTYCS 
GIYWLISGSGIGVSVPLL1SIGES 
V1NLAVRPVIAHAIRVAITTRQT 
TRVAVTVVVALPVFRAVEHHV 
FQHLTQTRTGFRWHQFFFNRRQ 
REQSFTQGEGQRWANFQNGKV 
VNHQLAQRLRRLI1GRVRFENQ 
RFVVFDHLA 


24461 


54829 


B 


24599 


1 


5652 




24462 


54830 


A 


24600 


559 


1665 


RVERKATIEMKSQRTTSDSWLII 

LAKQTGIIRAAKKGKK.TFILHD 

GPPYANGSIHIGHSVNK1LKDII 

VKSKGLSGYDSPY VPG WDCHG 

LPIELKVEQEYGKPGEKFTAAE 

FRAKCREYAATQVDGQRKDF1 

RLGVLGDWSHPYLTMDFKTEA 

NI1RALG Kl IGNGHLHKGAKPV 

HWCVDCRSALAEAEVEYY\DK 

TSPSIDV/AHPFMGFDVPAILGD 

HVTLDAGTGAVHTAPGHGPDD 

YVIGQKYGLETANPVGPDGTY 

LPGTYPTLDGVNVFKANDIVVA 

LLQEKGALLHVEKMQHSYPCC 

WRHKTPIIFRATPQWFVSMDQK 

GCDIGFHASSNGKRRADDSTDN 

HVRRLCARQRGQPHPHQFQRT 
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SEQID 
NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24463 


54831 


A 


24601 




1190 


MTDFRESDTMSLFDKK.HLVSP 

ADALPGRNTPMPVATLHAVNG 

HSMTNVPDGMEIAIFAMGCFW 

GVERLFWQLPGVYSTAAGYTG 

GYTPNPTYREVCSGDTGHAEA 

VRIVYDPSVISYEQLLRK.YRCV 

AVALLGYFKCKPILLNPSYKSM 

QDDLAFIARFHFKDLKFRRFSL 

KADQKSR1YERVLSIAGVNSWK 

DKQHQPRLVEHLLVCAESWVA 

PRALFDAAIEYLAHQKIAIPAYL 

VAFLVLGPLVLSLIPSQMLPSLT 

WSSITYSIVVIVEAGYQYHSRLR 

RFGR VEVNEQIEYLI HNPIRTRA 

RAVNFVDNNNRLQAPRILRQDS 

WW1TRPLPGLTWAIIGSPGILPQ 

VVKSARVMKQAVAYLEPFIEA 

SKEQGKTNGKMVIATVKGDVH 

DIGKNIVGVVLQCNNYE1VDLG 

VMVPAEKILR*KLGGTPRTL*R 

SNRVPGPPEDRHSCLFGCV/YW 

FLVP*CCLSSLRRCCRR*RGQAS 

RJQ*LLSSKLAIST1L/GLRRFGR 

VEVNEQIEYL1HNP1R/IARQGG 

QLC**QQSASGPTDITAGFMVD 

HQTFTGADVGDNRVARNPATG 

GQ1GARHETGGGLPRTVY*SQQ 

RAGQNQRQDGDRHREGRRPRH 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24464 


54832 


A 


24602 


1 


1591 


MGILVSPLLAPLIGGLLDTMWN 

WRACYLFLLVLCAGVTFSMAR 

WMPETRPVDAPRTRLLTSYKTL 

FGNSGFNCYLLML1GGLAGIAA 

FEACSGVLMGAVLGLSSMTVSI 

LFILPIPA AF FG A WFAG RPNKRF 

STLMWQSVICCLLAGLLMWIP 

DWFGVMNVWTLLVPAALFFFG 

AGMLFPLATSGAMEPFPFLAGT 

AGALVGGLQNIGSGVLASLSA 

MLPQTGQGSLGLLMTLMGLLI 

VLCWLPLARGYRLSSWTSTTAS 

EDIDCEEGDGEGNETHGLQLAV 

EPEGLQPNYMGRGKIRFRDTCL 

LFCTQSRGSQWGFARTELVALL 

PPFLSGAADYRAGLALWLARG 

ADCDVDERHRADRQSNLARSS 

GGFIALAAGAKSDRRLRELNQS 

LQKELARNQHLAERLLETEESV 

RRDVARELHDDIGQTITA1RTQ 

AGIVQRLAADNASVKQSGQLIE 

QLSLGVYDAVRRLLGRLRPRQ 

LDDLTLEQA1RSLMREMELEGR 

GIVSHLEW\QSM"NQR*AKTSA* 

RCFVSARKG 


24465 


54833 


A 


24603 


1 


1752 




24466 


54834 


A 


24604 


1 


699 




24467 


54835 


A 


24605 


965 


5516 




24468 


54836 


A 


24606 


84 


3760 




24469 


54837 


A 


24607 


27 


278 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24470 


54838 


A 


24608 


311 


2529 


REWGSTRRCERRJSLSRN1ARW 

RT1WRITRPCRRCVFRF1ASTLR 

LHLHLIMNDLPLEEYPCVRDLV 

PGRFLKFL/HRDPKGTTLVLASD 

LPGR1PVDPRSIIVMLFLAVRWL 

QRQLAGQELLETRATRILNGER 

GSNVLGTIYEWPPRTSSALDTL 

LREIQNAREQHSRLDTLIRSYA 

AQDVKTGLNNRLFFDNQLATL 

LEDQEKVGTHG1VMMIRLPDFN 

MLSDTWGHSQVEEQFFTLTNL 

LSTFMMRYPG ALL ARY HRSDF 

AALLPHRTLKEAESIAVFRALS 

RLPDLWHRSIGTLTEALPQTDK 

RQEQIAVALTSYSGLYGLGYGS 

KEIQLTYSGTAGDLISPGLSAIH 

GRCILNTLVFIVKLRWMENTLH 

RFGTHHGCSAVRSSHLDSGSPR 

RSSWHMARARNH1HVLEENMA 

LLMEQAIANEGLFYRLLYLQRS 

LTAASSLDDMLMRFHRWARDL 

GLAELLVVLPEAKAVGSVAMS 

MLGSDADWGVVLFTSRDASHY 

QQGQGTQLLHEIALMLPELLER 

WIERGWEQQVWRYGFLRYVAF 

LTGWSAQNELKANPAKGVSAP 

KAPRHLPKN 1 DVDDMNRLLD1 D 

INDPLAVRDLMYGAGLRLSELV 

GLDIKHLDLESGEVWVMGKGS 

KERRLPIGRN A V A W1EHWLDL 

RDLFGSERERRQHAGTNVLQT 

ADQRASRARQEGERLHRAAGR 


24471 


54839 


A 


24609 


1 


1749 




24472 


54840 


A 


24610 


1 


2911 


MNIDAKILNKILANRIQQHIKKL 
IHHNQVSFIPGMQGWFNIHKSM 
KVIQHINRTKDKNYMIISIDAEK 
AFDKIQQPFMLKTLKKLVAGM 
MAVAAPDDPPPPSVSSSKPSTV 
APPGR1SPSGRALCTSLPSALSSS 
SKFSLLRIFQVPAKLGMVAVAA 
AAGVNAMLRKVAVAAASKPH 
VEIRQDGDQFYIKTSTTVRTTEI 
NFKVGEGFEEETVDGRKCRVR 
PQSHYSVPVSPLGAHGPLLLEE 
PVSPFAACGAPS 


24473 


54841 


A 


24611 


249 


609 


QIEVCVRIKPtCAGTVLAYS*RSR 
QERPPAPGMTSLSLAAVSSDNP 
VSGDEHIRLARASGRFG1GRVA 
QPKR1QRRSSTPRAATDLGNPG 
HRPCTVRKSALLVVSVCRRHSS 
RSLRFRSC 
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SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24474 


54842 


A 


24612 


942 


1121 




24475 


54843 


A 


24613 


1010 


1658 


EISSSKRSRTVCKRRAPMFSVDS 
FTCHAASAMRLIPESVNSIFTPS 
VAISALYCTVIEAFGSVRIRSKS 
LVVSACSSTRIG\DDLAVPGSGQ 
TVSQSGTRQKR*TECGQF*PSR 
VWWKRCNLLPAAAGHAERLH 
E K HPDRKTRRVRL V WL AGPPT 
RLLGTMGAGTLVLGACCLPWP 
REGAHNVATAACGGWRARCD 
LRFRLSCKLG LSRQFFG WN A 


24476 


54844 


A 


24614 


1 


1995 




24477 


54845 


A 


24615 


1 


2853 




24478 


54846 


A 


24616 


1 


1755 




24479 


54847 


A 


24617 


2942 


3454 


SVPDWLMCTAFLSLSRTNSPRL 
LKAELLLTSSIPVLLPSLLLPRFQ 
VPSLFATAVPVSAAPLIIAPSV*L 
LKTPPADI I RPVTLPLLLNTPAFC 
T1LLMVPVLFTNELSAPAFMVIC 
AVI SPALLRI PPLTSTLF V1TPAF 
LMTAPLSSFTKLLMMPPLVFSR 
RPLDTVI 


24480 


54848 


A 


24618 


1 


2959 


MKRYRPREILPWKVPPGNYTPK 
IFKIKGTGHNPMSAIENFDAHTP 
MMQQYLRLKAQHPEILLFYRM 
GDFYELFYDDAKRASQLLDISL 
TKRGASAGEP1PMAG1PYHAVE 
NYLAKLVNQGESVAICEQIGDP 
ATSKGCCRSGNRNGGRKIVAVS 
LKKVSGAAKPCGHFRSTRYRV 
AYSTIINNKAG1WSAFEGVSAT 
RPNPTPRASPAVRTLSRGTPEPR 
K.I STDADNLAQG SLK ERLP A WL 
WGKKENSKWEVLD 


244gl 


54849 


A 


24619 


441 


1425 




24482 


54850 


A 


24620 


1 


2574 




24483 


54851 


B 


24621 


1 


1725 




24484 


54852 


A 


24622 


160 


390 




24485 


54853 


A 


24623 


892 


1183 




24486 


54854 


A 


24624 


1 


2493 




24487 


54855 


A 


24625 


435 


829 


ASDVLVSEGCR/YRGASALTST 
SVICINTDKALRKIIRLPLNGLR 
KPLNAMTPLPGITWPLCITTEKE 
DLSISDRLSTCIVKFSHPEPEMS 
VRKFVPPA I LLCSVCLRFSCPTR 
HQKAPAKWI LKSCSA WMR 


24488 


54856 


A 


24626 


763 


1863 




24489 


54857 


A 


24627 


1423 


1712 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24490 


54858 


A 


24628 


1 


2792 


MTYLSAQDHELIQVVQNGHLQ 
MCGKSETGNEASPVKC1VLQVL 
RGLQYLHRNFIIHSQEQTIPDPSI 
SDQQETPLLAGDMAQRGRRGG 
FYYVTAYIYVDKKAPVHMRTA 
AQGLITLCCQGFGSLLGYRLGG 
VMMEKMFAYQEPVNGLTFNW 
SGMWTFGAVMTAIIAVLFMIFF 
RESDNEITAIKVMEDSMSSATT 
LTTPQEQVDSLIMQIAEENGLE 
VLDQLSQLPEGASAVGESSVRS 
QEDQLSRSF1CLMAMM 


24491 


54859 


C 


24629 


213 


345 




24492 


54860 


A 


24630 


1 


474 


M H QTT AKTPHTS YPNN YEEHN 

RRANRSKNYDRIRHTTIILKRTN 

PAQTITNLLKSRFNRYNYVQPR 

SCRSIF1H1PGERDLNLCIAPNPP 

AIFPTSIGYLGPDLNNLPTYAPFI 

TTNLTG PAPTTTHP VGN LGTTG 

NPEPGGCGILIVWCCVNWACL 

WDSVVAAPREPYMPAGLLRHR 

RHYRHRREDLIAVPAARQTDE 

NRRPALCHEYAVGHRKIKTNV 

EHTEPYILPL1THSQPLNRGAFF 

CPGVRFLVVSVLDFEKRL**RR 

WRRSPAGPGSRGAATTLSQRQ 

AQLTQHQT1R1PHPPGSGLPVVP 

KFPTGCVVVGAGPVRFVVING 


24493 


54861 


A 


24631 


1 


924 




24494 


54862 


R 


24632 


177 


468 




24495 


54863 


B 


24633 


592 


883 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


locution of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24496 


54864 


A 


24634 




1926 


MATAKANQEIQEWLGKYGTAR 

VKLNVDKDFSLKDSSLEMLYPI 

YDTPTNMLFTQGAIHRTDDRTQ 

SNIGFGWRHFSGNDWMAAVIT 

FIDHDLSRSHTRIGVGAEYWRD 

YLKLSANGYIRASGWKKSPDIE 

DYQERPANGWDIRAEGYLPAW 

PQLGASLMYEQYYGDEVGLFG 

KDKRQKDPHA1SAEHSPEFRSE 

ALKLVNASVLLPQPVNSACMN 

HNSTTGAVNSKISRRLLNVNW 

RCLPRLHVSNASWQNGMKSWL 

S SKRPRHTSEAPEMKY VF I EKH 

QAEFSIKAMCRVLRVARSGWY 

TWCQRRTR1NIA V VRRADG SRT 

SFVYTSYLAKVNEEWKNNVGT 

GSTVKWPIGLGGKGNDGIAAF 

VQRLPGAIGYVEYAYAKQNNL 

AYTKLISA*NEVCLY*KTSG*V 

QHQSNVPR/RSGWPAAAG1RGV 

SGGQG*TLL*YAAQMAPELPSS 

TPATWRK*TKSGKTTLV/HGST 

VKWPIGLGGKGNDG1AAFVQR 

LPGAIGYVEYAYAKQNNLAYT 

KLISADGKPVSPTEENFANAAK 

GADWSKTFAQDLTNQKGEDA 

WPITSTTFIL1HKDQKKPEQGTE 

VLKFFDWAYKTGAKQANDLD 

YASLPDSVVEQVRAAWKTN1K 

DSSVNFDMANVFFRVTPGNFL 

VNREASHQRRVFAVRAGVDFI 

YRASSDGLRRCRDRRTRFKRIN 


24497 


54865 


A 


24635 


1387 


1639 


ESKPLNLGRGSGFLLTRALSAQ 
PLWQSPDQHLTPQAGLRSRL*A 
QRQA*QKTASRVV*PKPLWAL 
VKATSED1SVVL* ESACQC 


24498 


54866 


A 


24636 


1570 


2516 


IE V AMSI VVKNN I H WVGQRD W 

EVRDFHGTEYKTLRGSSYNSYF 

IREEKNVL1DTVDHKFSREFVQ 

NLRNEIDLADIDYIVINHAEEDH 

AGALTELMAQIPDTP1YCTANAI 

DS1NGHHHHPEWNFNVVKTGD 

TLD1GNGKQLIFVETPMLHWPD 

SMMTYLTGDAVLFNYDAFGQH 

YCDEHLFNDEVDQTELFEQCQ 

RYYANILTPFSRLVTPKITEILGF 

NLPVDMIATSHGVVWRDNPTQ 

IVELYLKWAADYQEDRITIFYD 

TMVNNTPMMADAIAQGIA\ETG 

PRLAGENFNVVARNDKHEDPDL 

LSFRSERGA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24499 


54867 


A 


24637 


24 


363 




24500 


54868 


A 


24638 


2 


366 


RATPRHI1VRFTKVEMKEKMLR 
AAREKGRVTLKGKPIRLTADLS 
AETLQARREW*QNLSAFACL*R 
ILFLLHL * SL V WL DMKC WVEN S 
FL*EC*ILAPTLFWLVGFLPRDP 
LLV*WASL*G*PDLSLWLPLAF 
FPSFQLW*I*QLCVLELL 


24501 


54869 


A 


24639 


232 


292 




24502 


54870 


A 


24640 


4 


911 




24503 


54871 


A 


24641 


2795 


3226 


SWWISFLMCCW1WFASILLRIFA 

SMFIKDIGLKFPFL V VSLPGFG I 

RMMLAS*NELGRIPSFSIGWNSF 

RRNGTSSSLYLW*NSAVNPSGP 

GLFLVGKLLVIASISEPVIGLFTD 

STSSWFSLGRVYVSRNLSISSRF 

SSLFA 


24504 


54872 


A 


24642 


] 


3285 




24505 


54873 


A 


24643 




4368 




24506 


54874 


A 


24644 


200 


335 


YALLNKDSSPWYPFSVPVLASN 
TRYLWPLSST**GSLSVWLSPD 
V 


24507 


54875 


A 


24645 


174 


263 




24508 


54876 


A 


24646 


1244 


1354 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24509 


54877 


A 


24647 


194 


2481 


GMFRMNLMEPLTQC1NAGHEM 

TKAIAIAQFNDDSPEARKITRR 

WRIGEAADLVGVSSQAIRDAEK 

AGRLPHPDMEIRGRVEQRVGY 

TIEQiNHMRDVFGTRLRRAEDV 

FPPVIGVAAHKGGVYKTSVSVH 

LAQDLALKGLRVLLVEGNDPQ 

GTASMYHGWVPDLHIHAEDTL 

LPFYLGEKDDVTYAIKPTCWPG 

LDHPSCLALHRIETELMGKFDE 

GKLPTDPHLMLRLAIETVAHDY 

DVIVI\DSAPNLGIGTINVVCAA 

DVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSMVMKNVVRETNEVGKAA 

PM VDS LI ARVG VM ARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTPAFG RRVSG VI E I 

ADGSRRRKAAALTESDYRVLV 

G ELDDEQM AALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISRK1ITRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMVLNLDSPQSFSPGAGDHA 

NSPQSSSPSTGVHINSPQLSSLS 

AGVHTISPQSSNPSVGVTALSHP 

DLVWVFTLTAHSRPVLVWVFT 


24510 


54878 


A 


24648 


1361 


1694 




24511 


54879 


A 


24649 


1 


3852 


MKLMETLNHCINAGHEMTKAV 
AIAQFNDDSPEARKITRRWRIG 
EA ADL VG VSSQAIRDA EKAGR 
LPHPDMEI RGRVEQRVG YTIEQI 
N HMRDVFGTRLRRAEDVFPP VI 
GVAAHKGGVYKTSVSVHRAQ 
DLALKGLRVLLVEGNAPQGTA 
SVYHGWVPDLHIHAEAALLPF 
Y LGEKDD VTYAIKPTC WPG LDI 
IPSCLALPRIEPELMGK/FDEGRS 
FMPGPP/HHHPLGRSSQ*QVSNS 
LDRAAKGN*KPLCHC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


||| 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24512 


54880 


A 


24650 


1 


1720 


MEKLLLENDSLSKDVSRLETVF 

VPPEKHEKEIIALKSNIVELKXQ 

LSELKK.KCGEDQEKIHALTSEN 

TNLKKMMSNQYVPVKTHEEV 

KMTLNDTLAKTNRELLDVKKK 

FEDINQEFVKIKDKNEILKRNLE 

NTQNQIKAEYISLAEHEAKMSS 

LSQSMRKVQDSNAEILANYRK 

GQEEIVTLHAEIKAQKKELDTIQ 

ECIK1MKRAPV1PKHTLNTQPVE 

DTSLSTPAAPMVDSLIARVGVM 

ARGNAITLPVCGRDVKFTLEVL 

RGDSVEKTSRVWSGNERDQEL 

LTEDALDDLIPSFLLTGQQTPAF 

GRRVSGVIEIADGSRRRKAAAL 

TESDYRVLVGELDDEQMAALS 

RLGNDYRPTSAYERGQRYATR 

PQNEFAGN1SAMADAENISRKII 

TRC1NTAKLPKSVVALFSHPGE 

LSARSVIDSAPNLGIGTINVVCA 

ADVL1VPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVRILL 

TKYTNINASQSP\WMREKFGMA 

WESMVLKNVVRETDEVGKGQI 

RMRADFV\QAIDQRSSTGAWRN 

ALS1WEPVCNEIFDRLIKPRSEIT 


24513 


54881 


A 


24651 


1094 


2271 


APFHRPHTKQSLQEQTDVVSIN 
EFLKQMAF*AQKLKE/WRTSAA 
SDITPAGFCSCRA1KDAEKPGRL 
PHPD\MEFRDRVDQ\RVVSPFGQ 
I l\H MRN VFGPRLPR AKDVFPPV 
IGVAAHKGGVYKTSVSVHLAQ 
DLALKGLRVLLVEGN\DP\QGT 
A SM V SREGDPALHIYVQE APFLP 
FYLGEKDDVTYAIKPTCCPGLN 
I1PSCLALPRIETELMGKFDEGK 
L PTDPHLMLRL A I ET VAHAHD Y 
DV I VI DS APNLG1GTIN VVC AAD 
V\LIVLTPVE\MFDYTSARQFFD 
MLRDLLKNA\DLKGFEPEVR1L 
LTKYSNSNGSQFP\WMEEQIRD 
AWGSMVLKNVVRETGVEVGKG 
\QIRMRT\VFEQAIDQRSSTDTSL 
STPAAPMVDSLIARVGVMASR 


24514 


54882 


A 


24652 


1 


1415 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24515 


54883 


A 


24653 


3008 


8165 


ILIPFFIGLQNRFTQFRLSETKEIT 
NPYAMRLYESLFQSSKTNGSGI 
VSLKIDWIIERYQLPQSYQRMP 
DFRRRFLQ VCVN EINSRTPM RL 
SYIEKKKGRQTTHIA1RDAEKA 
GRLPHPDME1RGRVEQRVGYTI 
EQINHMRDVFGTRLRRAEDVFP 
PVIGVAAHKGGVYKTSVSVHL 
AQDLALKGLRVLLVEGNDPQG 
TA\SMYHEWVQNLHIHAEDTLL 
PFYLGK.KDDVTYAIKPTCWPGL 
DI1PSCLALHRI 


24516 


54884 


A 


24654 




848 




24517 


54885 


A 


24655 


2354 


3640 


NVICNQELVYSSRHQFAPGATV 
LYKGDKMVLNLDRSRVPTEYR 
YGVFLNVLLPATKYFQLHDPSL 
RN M ELN YSL ASEDLV LKGLRV 
LLVEGNDPQGTASMYHGWVP 
DLH1HAEDTLLPFYLGEKDDVT 
YAIKPTCWPGLDIIPSCLALHR1 
ETHLMGKFDEGKLPTDPHLML 
RLAIETVAHDYDVIVIDSAPNL 
GIGTINVVCAADVLIVPTPVE\L 
FDYASARQFFHMLRPLLKNVD 
LKGFEPDVR1LLTK.YSNSNGSQ 
SPWMEEQIRDAWGSMVLKNV 
KEFAGNISALADAENJSRKIITR 
C1NTAKLPKSVVVFFLTPVNYL 
PGDALQKAFTDKEELLKQQAS 
NLHEQKKAGVIFEAEEVITLLTS 
VLKTSSASRTSLSSRHQFAPGA 
TVLYKGDKMVLNLDRSRVPTE 
CIEKIEAILKELEKPAP 


24518 


54886 


A 


24656 


667 


870 


Q1VSSEPKYTDFLSKIPFEQRVR 
DVQRNGDHTEGAVR*LSIAFFS 
ALLKLLAFFTEEVRAAAVVRFV 


24519 


54887 


B 


24657 


1 


1086 




24520 


54888 


A 


24658 


2 


250 


WRTKSLDI PPLI YPNGI VKN I LR 
HLSQLLNVPITRPFSWILRPF*RP 
*RKJSTSFIRPLFTFLPA**MLIRS 
SVWQ*KTVSW 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24521 


54889 


A 


24659 


1 


1608 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLLYMTYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRM 

PDFRRRFLQCIN AG HEMTKAIAI 

AQFNDDSPEARKITRRWRIGEA 

ADLLGVSSQAIRDAEKAGPLPH 

PDMENRGRVEQRGGYTIEPNN 

HMRDGVGTRWRRAEDVFYPPLI 

G\VAGHKGGR\YKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLM LRL AIET V AH D YD V 1 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLPD 

LVKNRDLKGVEPDMRKQRHR 

KAKDLLAQDPTAMTTDELLKE 

ATRCPICTAYLEKPMSLECECV 

FCLSCTNSLQKEPQGEGVLCPF 

CLEASQKNNIRLNRQLGRLVSH 

IKELEPKLKKILKMNFKDAEVP 

RFSSPKPCSSFFSTCYLSKNCSN 

HPCYSPYPGSGWG 


24522 


54890 


A 


24660 


1 


1128 




24523 


54891 


A 


24661 


1035 


1208 


SLIDRIEALG1FRFAAV*GSAAY 
HGV*YERRRTFLCMLFGYFLSR 
RLESLLLPEVQS 


24524 


54892 


A 


24662 


1 


1316 


MEIRGRVEQRVGYTIEQINHMR 
DVFGTRLRRAEDVFPPVIGVAA 
HKGGVYKTSVSVHLAQDLALK 
GLRVLLVEGNDPQGTASMYHG 
WVPDLH I HAEDTLLPF Y LGEKD 
DVTYAIKPTCWPGLDIIPSCLAL 
HR1ETELMGKFDEGKLPTDPHL 
MLRLAIETVAHDYDVIVIDSAP 
NLGIGTINVALQNFQRYTGIQH 
VHRIGMAERMWCDRNRERHT 
VSSSGGNRLPNPGPDRSDLALK 
GLRVLLVEGNDPQGTASMYHG 
WVPDLHIHAEDTLLPFYLGEKD 
DVTYAIKPTCWPGLDIIPSCLAL 
HRIETELMGKFDEGKLPTDPHL 
MLRLAIETVAHDYDVIVIDSAP 
NLVFRICFVIWAQERIDIKGFEP 
DVRILLTKYSNSNGSQSPWMEE 
QIRHAWGSMVLKN/VVRETDE 
VGKDTGVRSKSIWCHRNSRWE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24525 


54893 


A 


24663 


504 


1254 


SYVKYFPHQPAQKYFQQIHSAI 
GLHNADHVHKHLLGDNRYPIW 
1MQPSAHHPARQPEHDIAFGKC 
SSSVSVHLAQDLALKGLRVLLV 
EGNDPQGTASMYHGWVPDLHI 
H AEDTLL PF Y\DPHLM LRL AIET 
VAHDYD V I VIDSAPNLGIGTINV 
VCAADVLIVPTPAELFDYTSAL 
QFFDMLRDLLKN VDLKGFEPD 
VRILVVRVSQRMVVAGCIIAFID 
KLLNVLICFPFSVKNRFVIFHSV 
DFECVIRF 


24526 


54894 


A 


24664 


1 


3216 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDME1RGRVEQRVGYTIEQ1 

N HMRDVFGTRL RRAED VFPPG 

FGDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

S L V K.RKTTLAPN TQTA SPRAL A 

DSLMQLARQVSRL/VKRAPTC 

WPGLDIIPSOLALPRIETELMGK 

FDEGKLPTDPHLMLRLAIETVA 

HDYDVIV1DSAPNLG 


24527 


54895 


A 


24665 


1 


419 


MSSSDKDFDFSVANMVNFFAP 
VFPMGKYYTQADKVLIPLAIQE 
HDGICEIHVAKYAEIFGLTSAEA 
SK.D1RQALK.SFAGKEVVFYRPE/ 
VGCRR*KRL*IFSLVYQTCAQSI 
QRALQCTYQP1SHSLLYRVTEP 
VYAVSA 


24528 


54896 


A 


24666 


1 


2598 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24529 


54897 


A 


24667 


1 


2027 


MRGHREKAAACKPRTRASEGT 

TPASTFILDFQPPNCNYTSGDNH 

TLRDPH YVEDKGH K YL VFE AN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLKKVM 

KPLITSNTVTDEIERANVFKMN 

GKWYLFTDSRGSKMTIDGINSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

VPQAKGILCEEDNYTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKESQKLQQSAKKRDCINA 

G HEMTKAI A I AQFN DDSPE ARK 

ITRRWRIGEAADLVGVSSQAIR 

DAEKAGRLPHPDMEIRGRVEQ 

RVGYTIEQINHMRDVFGTRLKR 

AEDVFPPVIGVAAHKGGVYK.T 

SVSVHLAQDLALKGSLLLPK.ND 

FLFKLGLEGHLPLGKIHSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DFADFGTTI K.QDFRLLGQTS VD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQNNDGIC 

EIHVAKYVEIFGLTSAEASKDIR 

QALKSFAGKLVVFYRPE/VGCR 

R*KRL*IFSLVYQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


24530 


54898 


A 


24668 


1 


989 


PW1SAPVPVDVVEGAMDSVTV 
LSFGGLMLYFCAGWPPARRWC 
FPESISCGSMERDQWWGLQVA 
KRAGLAGGQSGRTVLRERVRIE 
IASTHIALAARHSDWRCCRNGR 
YPARGPAALQNFQRYTGIQHV 
HRIGMAERMWCDRNRERHTVS 
SSGGNRLPNPGPDRSCDNLKTC 
HTSHGSVMAETAVINHKKRKN 
SPRIVQSNDLTEAAYSLSRDQK 
RMLYLFVDQIRKSDGTLQEHD 
GICEIHVAKYAEIFGLTSAEASK 
DIRQALKSFAGKEVVFYRPEA^ 
GCRR*KRL*IFSLVYQTCAQSIQ 
RALQCTYQPISHSLLYRVTEPV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24531 


54899 


A 


24669 


350 


1203 


LLTARLTWVSARLMSDFADFG 

TTIKQDFRLLGQTSVDRLLQLS 

QGQAVK.GNQLLPVSLVK.RKTT 

LAPNTQTASPRALADSLMQLA 

RQD/LALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFYLGEKDDVTYAIKPTCWPGL 

DIIPSCLALHRIETELMGKFDEG 

KLPTDPHLMLRLA I ETV AHD YD 

VIVIDSAPNLGIGTINVVCAADV 

LIVPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQIRDAEGSR 


24532 


54900 


A 


24670 


1 


936 




24533 


54901 


A 


24671 


1070 


1324 


LGTPGGCSRMTCALVPL1PNDD 
TPTRRTRPLLGQGVFSVRS*TVP 
ADQSTSGDGDSTCNVRGSCPCR 
IAITILITPATPAAACV 


24534 


54902 


A 


24672 


1 


1212 




24535 


54903 


A 


24673 


2373 


3381 


FKRGQYGQLLRPRFHHGQ1LYA 
RRQGADAAGDSGIW/HG1WTEP 
MTM*KKDER*PSPTQAS*DNW 
KSIRGSCWQALSITRN/CKNSPR1 
VQSNDLTEAAYSLSRDQKRML 
YLFVDQIRKSDGTLQEHDGICEI 
HVAKYAEIFGLTSAEASKDIRQ 
ALKSFAGKEVVFYRPEEDAGD 
EKGYESFPWFIKRAHSPSRGLY 
SVHINPYLIPFFIGLQNRFTQFRL 
SETKEITNPYAMRLYESLCQYR 
KPDGSGIVSLKIDWIIERYQLPQ 
SYQRMPDFRRRFLQHIFVLRER 
PETVLIDLIQRTKJDAVRELDNL 
QYRKMKKLLFQEAHNGPAVEA 
QEEEEDD 


24536 


54904 


A 


24674 


31 


811 


RRGLLGTRLRLSEDVFPPVLGV 
AAHKGGVDKTSVSVHLAQDLA 
LKGLRVLLVEGNDPQGTASMY 
HGWVPELHIHAEDTLLPFYLGE 
KDDVTYAIKPTCWPGLDIIPSCL 
ALHRIETELMGKFDEGKLPTDP 
HLMLRLAIETVAHDYDVIVIDS 
APNLGIGTINVVCAADVLIVPTP 
AELFDYTSALQFFDMLRDLLKN 
VDLKGFEPDVRILLTKYSNSNG 
SQSPWMEEQIRDAWG\SMVLK 
NVVAFQNLEFLFILLRIWL 


24537 


54905 


A 


24675 


1004 


1105 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24538 


54906 


A 


24676 


1 


1139 


MEKKITGYTTVDISQWHRKEHF 
E AFQSV AQCTYNQTVQLDI KK 
KLKTVKKNKHKFYPAFIHILAR 
LMNAHPEFRMAMKDVAEYNG 
YHVVFALAGSPK.DADDTSIYM 
FYQKVGDNSIDSWKNAGRVFK 
DSDKFDANDPILKDQTQEWSGS 
ATFTSDGK1RLFYTDYSGKHYG 
KQSLTTAQVNVSKSDDTLKING 
VEDHKTIFDGDGKTYQNVQQFI 
DEGNYTSGDNHTLRDPHYVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTASSIRKSDG 
TLQEHDG ICEIH V AKYAEIFGLT 
SAEASKDIRQALKSFAGKEVVF 
YRPE/VGCRR*KRL*IFSLVYQT 
CAQS1QRALQCTYQPISHSLLYR 
VTEPVYAVSA 


24539 


54907 


A 


24677 


1 


930 




24540 


54908 


A 


24678 




2486 


MNMNIKKIVKQATVLTFTTALL 
AGGATQAFAKENNQKAYKETY 
GVSHITRHDMLQIPKQQQNEKY 
QV PQFDQST1KN IESA KGLDVW 
DKWPLANADGTVAEYNGYNV 
VDKFDANDPILKDQTQEWSGS 
ATFTCDGKIRLFYTDYSGKHYG 
KQSLTTAQVNVLKSDDTLK1NG 
VEDHKA I FDGDGKTYQN VQQL 
IDEGNYTSGDNHTLRDPHYVED 
KGHKYLVFEANTGTENGYQGE 
ESLFNKAYYGGGTNFFRKESQK 
LQQSAKKRDAELANGALGIIEL 
NNDYTLKKVMKPLITSNTVTDE 
IERANVFKMNGKWYLFTDSRG 
SKMTIDGINSNDIYMLGYVSNS 
LTGPYKPLNKTGLVLQMGLDP 
NDVTFTYSHFAVPQAKGNNVV 
ITSYMTNRGFFEDKKATFAPSF 
LMNIKGNKTSVVKNSILEQGQL 
TWLQVAKRAGLGGGQSGRTVL 
RERLPNYKNFKGTIQELGQNQY 
A V SGEIF V VDRNTVEITELP V RT 
WTQVYKEQVLEPMLNGTDKTP 
ALISDYKEYHTDTTVKFVVKM 
TEEKLAQAEAAGLHKVFKLQT 
TLTCNSMVLFDHMGCLKKYET 
VQDILKEFFDLRLSYYGLRKEW 
LVGMLGAESTKLNNQARFILEK 
IQGKITIENRSKKDL1QMLVQRG 
YESDPVKAWKEAQEKCDNLKT 
CHTSHGSVMAETAVINHKKRK 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
.sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24541 


54909 


A 


24679 


5 


253 


SAPKVWRGLRQQGAGISVLP*V 
CAQP/VQVAKAPEL1LNFDLPK 
KYFDKL/R/DTHFFSPHTGKFPT 
VK.ILMAPFANSASRGVALC 


24542 


54910 


A 


24680 


334 


842 


PDKEGNEIWVDMYTVKPSGWT 
VRTFDKPRKRFIAFFIAGILFRAI 
KNHFLPRETLQCLPYILTGFRRG 
QSEYFSIFSNMDLADTVMFLVG 
GHKIFVFHCHTELRMSIHQAGK 
NVNKGRIKLVLIFLYGL*/QRP* 
YPAERSGYRYIEQLTEMPQNVL 
YDA1G1YQRWYIQ 


24543 


54911 


A 


24681 


676 


1169 


DNLKTCHTSHGSVMAETAVIN 
HKKRKNSPRIVQSNDLTEAAYS 
LSRDQKPvMLYLFVDQIRKSDGT 
LQEHDGICEI H VAKYAEIFGLTS 
AEASKD1RQALKSFAGKEVVFY 
RPE/VGCRR*KRL*IFSLVYQTC 
AQS1QRALQCTYQPISHSLLYRV 
TEPVYAVSA 


24544 


54912 


A 


24682 




783 




24545 


54913 


A 


24683 




1884 




24546 


54914 


A 


24684 




1 131 




24547 


54915 


A 


24685 




2856 




24548 




A 


24686 


528 


725 




24549 


54917 


A 


24687 




898 








A 


24688 


1879 


2343 




24551 


54919 


A 


24689 




1254 




24552 


54920 


A 


24690 




1113 




24553 


54921 


B 


24691 




1156 




24554 


54922 


B 


24692 




1980 




24555 


54923 


B 


24693 




1932 




24556 


54924 


A 


24694 




663 




24557 


54925 


A 


24695 


1123 


1764 




24558 


54926 


A 


24696 


2 


1772 




24559 


54927 


A 


24697 


1 


1040 


MELKTKARELREECRSLRSRCN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

IQRTPQRYSSGRETPRHIIVRFT 

KVEMKEKMLRAAERKCDNLK 

TCHTSHGSVMAETAVINHKKR 

KNSPRIVQSNDLTEAAYSLSRD 

QKRMLYLFVDQIRKSDGTLQE 

HDG ICEIH V AKY A E 1FGLTS AEA 

SKDIRQALKSFAGKEVVFYRPE 

EDAGDEKSYEQPSKDIRQALKS 

FAGKEVVFYRPE/VGCRR*KRL 

*IFSLVYQTCAQSIQRALQCTYQ 

P1SHSLLYRVTEPVYAVSA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24560 


54928 


A 


24698 


1683 


4289 


RVFKDSDKFDANDPILKDQTQE 

WSGSATFTSDGKIRLFYTDYSG 

KHYGKQSLTTAQVNVSKSDDT 

LKINGVEDHKTIFDGDGKTYQN 

VQQFIDEGNYTSGDNHTLRDPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELHNDYTLKKVMKPLITSN 

TVTDEIERANVFKMNGKWHSK 

ILVSGTHRARTEVEVTDPIHQQ 

RMGCCFTVGAGEICEKPTGCFF 

TPLPNCNCQWTGSA1LDRRSHS 

HPHSPASGSWVKVVTGSYQLT 

HSPG1GLRDFADFGTPHQTGFSP 

AGANQRGPLVATLSGPGGEGQ 

SAVARLTGEKKNHPGAQYANR 

LSPRVGRFINAAGTTGFPTGKR 

AVSATQLMHFK1LVSRAHRART 

ELE VTDPG SS A ENGLLFP V VLL 

LRKARKTLMPPHSTCFIKRSAP 

TQSTAGKTRPRVLKDSDKFDA 

NDPILKDQTQEWSGSAPFTSDG 

KIRLFYTDYSGKHYGK.QSLTTA 

QVNVSKSDDTLKINGVEDHKTI 

FDGDGKTYQNVQQF1DEGNYT 

SGDNHTLRDPHYVEDK.GHKYL 

VFEANTGTENGYQGEESLFNKS 

VLRRRH E LLPDF ADFGPTI KQD 

FRLLGQTSVDRLLQLSQGQAV 

KGNQLLPVSLVKRKTTLAPNTQ 

T A SPRAL ADS LMQL ARQ VSRLE 


24561 


54929 


B 


24699 


1 


2034 




24562 


54930 


A 


24700 


1 


1038 




24563 


54931 


A 


24701 


1 


1149 




24564 


54932 


A 


24702 


2 


823 


WPLQNADGTVAEYNGYHVVF 
AL AG SPKDADDTSI YMF YQK V 
GDNSIDSWKNAGRVFKDSDKF 
DANDPILKDQTQEWSGSATFTS 
DGKIRLFYTDYSGKHYGKQSLT 
TAQCDNLKTCHTSHGSVMAET 
AVINHKKRKNSPRIVQSNDLTE 
AAYSLSRDQKRMLYLFVDQIR 
KSDGTLQEHDGICE I H VAKY AE 
1FGLTSAEASKDIRQALKSFAGK 
EVVFYRPEEDAGDEK/ML*1FSL 
VYQTCAQSIQRALQCTYQPISH 
SLLYRVTEPGYAVSA 


24565 


54933 


B 


24703 


1 


1206 




24566 


54934 


A 


24704 


2 


1037 




24567 


54935 


B 


24705 


1 


1389 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24568 


54936 


A 


24706 


1 


602 


MGTGDFICISMTGGAPWGFRLQ 
GGKEQKQPLQVAKWANLKPGP 
PSHG S VM AETA V INHKKRKM SP 
RIVQSNDLTEAAYSLSRDQKRM 
LYLFVDQ1RKSDGTLQEHDG1C 
EIHVAKYAEIFGLTSAEASKDIR 
QALKSFAGKEVVFYRPE/VGCR 
R*KRL*IFSLVYQTCAQSIQRAL 
QCTYQPISHSLLYRVTEPVYAV 


24569 


54937 


— 


24707 




774 




2457Q 


54938 


— 


24708 


1479 


1947 




24571 


54939 


A 


24709 




696 










24710 




1773 




24573 


54941 




irTi! — 




1509 




24574 


54942 


— 






891 




24g?5 


54943 


— 


24713 


156 

— 


242 


VAGRGIGYRLSPNKGLTWSAL 
CKP1AE 


245?6 


54944 


— 


24714 




1866 




245 


54941 


- — 


2471S 








24578 


54946 


— 


24716 




1989 




24579 


54947 


B 


24717 


126 


848 




24580 


54948 


B 


24718 


58 


688 




24581 


54949 


A 


24719 




542 




24582 


54950 


A 


24720 




675 




24583 


54951 


A 


24721 




1209 


MKMPEKH DLL A A 1LAAKEQG 1 
GAILAFAMAYLRGRYNGVLEA 
RSLKSRCQQSHALAEGSRGGPP 
VTGRFKSTFTADSWNRYSLPSL 
TGGGNILHSRTHRRTVSRLLGR 
RWQELLRDVFGTRLRRAEDVF 
PPV1GVAAHKGGVYKTSVSVH 
LAQDLALKGLRVLLVEGNDPQ 
GTASMYHGWVPDLHIHAEDTL 
LPFYLGEKDDVTYAIKPTCWPA 
LDIIPSCLALHRIETELMGKFDE 
GKLPTDPHLMLRLAIETVAHDY 
DVIVIDSAPNLGIGTINVVCAAD 
VLIVPTPAELFDYTSALQFFDM 
LRDLLKNVDLKGFEPDVRILLT/ 
KYSNSNGSQSPWMEEQMRDAW 
GSMGLKNV/VRETDE1G\KGQIR 
MRTVFETAMDKRLLTGAWEK 
AFFFLEPG FEEKSNR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24584 


54952 


A 


24722 


1 


743 


MIGMELPGLEGTELEGCHEREV 

VYDRVRVFEKRGEARHVEARS 

PGGGSEKRGWGGARHQRMCR 

KGADNGGAGRARRVARLRQL 

ASRA1GRRKGAVLYQTPVINHK 

K.RKNSPRIVQSNDLTEAAYSLS 

RDQKRML YLF VDQI RKSDGTL 

QEHDGICEIHVAKYAEIFGLTL 

WREASKDIRQALKSFAGKEVV 

FYRPE/VGCRR*KRL*IFSLVYQ 

TCAQSIQRALQCTYQPISHSLLY 

R V TEPVYAVSA 


24585 


54953 


A 


24723 


1157 


1471 




24586 


54954 


A 


24724 


1 


824 


MEENERDLEINMINMSKELKVE 

NIKKHIGMLEKDEIEIIVTKSILI 

E1EIPTQCLRNLNTLHLAASAGN 

HMSNTACWYGCEDFTSVSTFA 

HQGVGSWDAYEPAASLLLSCD 

NLKTCHTSHGSVMAETAVINH 

KKRKNSPRIVQSNDLTEAAYSL 

SRDQKRMLYLFVDQIRKSDGTL 

QEHDGICE1HVANYAEIYGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPE/VGCRR*KRL*1FSLVYQTC 

AQSIQRALQCTYQPISHSLLYRV 

TEPVYAVSA 


24587 


54955 


A 


24725 


996 


1169 


SLIDRI EALGIFRFAAV*GSAAY 
HGV*YERRRTFLCMLFGYFLSR 
RLESLLLPEVQS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24588 


54956 


A 


24726 


3 


1743 


DSPE\ARKITRRWRIGEAADLV 

GVSSQAIRDAEKAGRLPHPDME 

I RGRVEQRVGYTI EQIN HMRDV 

FGTRLRRAEDVFPPVIGVAAHK 

GNDPQGTASMYHGWVPDLHIH 

AEDTLLPFYLGEKDDVTYAIKP 

TCWPGLD1IPSCLALHRIETELM 

GKFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT 

KYSNSNGSQSPWMEEQIRDAW 

GSM VLKNVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIEIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

KYFLRWLMRKIFH1ITRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKM V LNLDRSRVPTECIEKI 

EA1LKELEICPAP 


24589 


54957 


A 


24727 


1 


1623 




24590 


54958 


A 


24728 


1 


1863 




24591 


54959 


A 


24729 


1 


2622 




24592 


54960 


A 


24730 


1 


1338 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24593 


54961 


A 


24731 


1 


1823 


MNMN 1 KKI VKQ ATV LTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1KNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGK.HYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDG KT YQNVQQFI DEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAK.KRDAELANGALGIIELNND 

YTLKKVMKPL1TSNTVF1RDKL 

MERRNRRTGRTEKARIWEVTD 

RTVRTW1GEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRCDNLKTCHTS 

HGSVMAETAVINHKKRKNSPR1 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDGICEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPE/VGCRR 

*KRL*IFSLVYQTCAQSIQRALQ 

CTYQPISHSLLYRVTEPVYAVS 


24594 


54962 


A 


24732 


1476 


2221 





3252 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24595 


54963 


A 


24733 


1 


815 


MRVGRKAVGAIWWSSKQELFQ 

QLFLRTELEDIGPGIVKRELGRE 

GSKDTGSSDDWEQLPDWKTKR 

VGNERDQELLIEDALDDL1PSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRKAAALTESDYRVLVGEL 

DDEQMAALSRLGNDYRPTSAY 

ERGQRYASRLQNEFAGNISALA 

DAENISRKIlTRClNTAKLPKSV 

VALFSHPGELSARSGDALQKAF 

TDKEELLKQQASNLHEQKKAG 

VIFEAEEVITLLTSVLK.TVQSKN 

LSHFTWICHAETAVINHKKRKN 

SPRJVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIK.HWVTISP 

QTS A YERGQRY A SRCKNEF AG 

N1SALADAENISRK.HTRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKA FTDKEELLKQQ ASN LHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECKRK. 

LRPF*SGQRTDTAYVFDPGRDY 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


of peptide seque 


on of last 
ino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24596 


54964 


A 


24734 


2 


1249 


DFA DFGTTIKQDFRLLGQTS V D 
RLLQLSQGQAVKGNQLLPVSL 
VKRKTTLAPNTQTASPRALADS 
LMQLARQVSRLESGQLAISGRI 
LFLPMLNSINKLAAPSQPCTEPF 
FRRDPTLHPKSEVRLPPKVTTIT 
VISNPILITPQEKSVAQCTYNQT 
VQLD1TAFLKTVKKNK.HKFYPA 
FIHILARLMNAHPEFRMAMKD 
GELV1WDSVHPCYTVFHEQTET 
FSSLWSEYHDDFRQFLHIYSQD 
VACYGENLAYFPKGFIENMFFV 
SAN P WVSFTSFDLN VANMDNF 
FAPVFTMGKYYTQGDKVLMPL 
AIQ1RKSDGTLQEHDG1CEIHVA 
KYAEIFGLTSAEASKDIRQALKS 
FAGKEVVFYRPEEDAGDEKGY 
ESFPWFIKRAHSPSRGLYSVHIN 
PYL1PFFIGLQNRFTQFRLSETKE 
1TNPYAMRLYESLCQYRKPDGS 
G1VSLPIDWI1ERYQLPQSYQRM 
PDFRRRFLQVCVNEINSRTPMR 
LSYIEKKKGRQTTH1IRISDGTL 
QEHDG1CEIHVAKYAEIFGLTSA 
EASKDIRQALKSFAGKEVVFYR 
PEEDAGDERGYESFPWF1KRAH 
SPSRGLYSVHINPYL1PFFIGLQN 
RFTQFRLSETKE1TNPYAMRLY 
ESLCQYHLCGTLRNSRFCEI HV 
AKYAEIFGLTSAEASKDIRQAL 
KSFAGKEVVFYRPE/VGCRR*K 
RL*IFSLVYQTCAQSIQRALQCT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24597 


54965 


A 


24735 


1 


2286 


MLTLILLDLQFMAQLAGYQMS 

FNSTKSKQTKNNFAVGYRTGD 

FQLHTNVNDGAEFGGSVYQKV 

CEELDALINLAWTSSTSCTRFG 

LAAKFQLKPIAFISTKVNHWLT 

GVSYTPPLEAGVKLNLSALCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPRIVQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITOPYAMRLY 

EIPVVSIRKPGMGSGIVSLKIDW 

IIERYQLPQSYQRMPDFRRRFLQ 

CINAGHEMTKAIAIAQFNDDSP 

EARKITRRWRJGEAADLLGVSS 

QA1RDAEKAGPLPHPDMENRG 

RVEQRGGYTIEPNNHMRDGVG 

TRWRRAEDVF\PPLIG\VAGHKG 

GR\YKTSVSVHLAQDLALKGLR 

VLLVEGNDPQGTASMYHGWV 

PDLH1HAEDTLLPFYLGEKDDV 

TYAIKPTCWPGLD1IPSCLALHR 

IETELMGKFDEGKLPTDPHLML 

RLAIETVAHDYDVIV1DSAPNL 

GIGTINVVCAADVLIVPTPAELF 

DYTSALQFFDMLPDLVKNRDL 

KGVEPDVFIRDKLMERRNRRT 

GRTEKARIWEVTDRTVRTWIGE 

AVAAAAADGVTFSVPVTPHTF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


III 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location oHast 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24598 


54966 


A 


24736 


1 


1400 


MDAKMHSGGTAPPGTLSQRQP 

SSNSKTNGSKLNPLKDTLLSTPS 

CPEGELVNAARRSNGSGNAITL 

PVWGRDVKFTLEVLRGDSVEK 

TSRVWSGNERDQELLTEDALD 

DLIPSFLLTGQQTPAFGRRVSGV 

IEIADGSRRRKAAALTESDYRV 

LVGELDDEQMAALSRLGNDYR 

PTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRClNTAK 

LPKSV VALFSHPGELSARSG DA 

LQKAFTDKEELLKQQASNLHE 

QKKAGCDNLK.TCHTSHGSVMA 

ETAVINHKKRK.NSPRIVQSNDL 

TEAAYSLSRDQKRMLYLFVDQI 

RKSDGTLQEHDGICEIHVAKYA 

EIFGLTSAEASKDIRQALKSFAG 

KEVVFYRPEEDAGDEKSYEQPS 

KDIRQALKSFAGKEVVFYRPE/ 

VGCRR* KLRL* 1FSL VYQTC AQSI 

QRALQCTYQPISHSLLYRVTEP 


24599 


54967 


A 


24737 


1 


1628 


MLHITNDQGNASQNUNAMPPY 

SCKNGHNLKTVDGGMDAVMG 

EHFYTAGLSQGPLKGSFLLFFN1 

L1LVCPPIFRVSGNEVFIRDKLM 

ERRNRRTGRTEKARIWEVTDRT 

VRTW1GEAVAPLLLTCDNLKTC 

HTSHGSVMAETAV1NHKKRKF 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

D1RQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

G L YS VHINPYL I PFFIGLQNRFT 

QFRLSETKEITN P Y A MRL YESL 

CQYRKPDGSGIVSLKIDWIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THICDNLKTC HTSHG S VM AETA 

V INHKKRKNSPR1 VQSNDLTEA 

AYSLSRDQKRMLYLFVDQIRKS 

DGTLQEHDGICEIHVAKYAEIF 

G LTS AE ASKD I RQ ALKSF AGKE 

VVFYRPE/VGCRR*KRL*IFSLV 

YQTCAQSIQRALQCTYQPISHSL 

LYRVTEPVYTISAY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24600 


54968 


A 


24738 


1295 


1675 


SVTSCLKVTSVCLTSGRRFLQIR 

ISDGTLQEHDGICEIHVAKYAEI 

FGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WF1KLRAHSPSRGLYSVHINPYLI 

PFFIGLQNRFTQFRLSETKE1TNP 

YAMRLYESLCQYRKPDGSGIVS 

LKIAWVIERYQLPQSYQRMPDF 

RRRFLQVSDFLMAPYRNIDG1C 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

Y SVH 1NP YLIPFFIG LQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 

RKPDGSG1VSLKIDWIIERYQLP 

QS YQRM PDFRRRFLQ VC VN E IN 

SRTPMRLSY1EKKKGRQTTHIE 

HDGICEIHVAKYAE1FGLTSAEA 

SKDIRQALKSFAGKEVVFYRPE 

EDAGDERGYESFPWFIKRAHSP 

SRGLYSVHINPYL1PFFIGLQNRF 

TQFRLSETKEITNPYAMRLYQS 

LCQYRKPDGSGIVSLK1DWIIER 

YQLPQSYQRMPDFRRRFLQIRK 

SDGTLQEHDGICE1HVAKYAEIF 

GLTSAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEEGYESFPWF 

IKRAHSPSRGLYSVHINPYLIPFF 

1GLQNRFTQFRLSETKE1TNPYA 

MRLYESLCQYRKPDGSCIVSLK 

IDWIIERYQLPPRYQRMPDFRRR 

FLRVWVQEINSRTPMPPLLPWE 


24601 


54969 


A 


24739 


1 


1986 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24602 


54970 


A 


24740 




398 


MVDSL1ARVGVMARGNAITLP 
VCG RD VKFTLQ VLRGDS VEKT 
SRVPPGNERDQEMLTEDALDD 
LIPSFLLTGQQTPAFGRRVSGVI 
HTADGSRRRKAAALTEKFCIVD 
NPPGEIRKRACLFIPTHALNLNR 
FEDICYAHQLPDGGLLSARVGV 
MARGNPILSPVCGRNVKFTLKV 
LRGDSVENPSRVWSGNERAQE 
LLTEHALDDLTLSFLLTGQQTP 
AFGRRVSGVIEIADGSRRRKAA 
ALTESDYRVLVGELDDEQMAA 
LSRLGNDYRPTSPYERGQRYAS 
RLQNEFAGNISALADAENISRKI 
ITRCINTAKLPKSVVALFSHPGE 
LSARSGNERDQELLTEDALDDL 
IPSFLLTGQQTPAFGRRVSGVIH 
TA DG SRRRKA A/DTYRKIL YR* * 
PPGGD*KKSVPFYSNTCAQSQP 


24603 


54971 


A 


24741 


1450 


3699 


RNPLQIPKQQQNEKYQVPQFDQ 

ST1KNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WK.NAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQIFQ 

M1TVF1TSLCNTTSSHICLHISWV 

TTMHGAMPHPGH1PTAPASLPA 

K.VKGSGKVCWLAFPLSELTPPS 

ALQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQHFIDEGN 

YTCGDNHTLRDPHYVEDKGHK 

YLVFEANTGTENGYQGEESLFN 

KAYYGGGTNFFRKESQKLQQS 

AKKRDAELANGALGIIELNNDY 

TLKKVMKPLITSNTVTDEIERA 

NVFKMNGKWYLFTDSRGSKM 

TIDVPQAKSTNVV1TSYMTNRG 

FFEPEGSKGSITAAVMAKGLSV 

ASGNSTPERRRATANENVQPRA 

1RDAEKAGRLPHPDMEIRGRVE 

QRVGYTIEQINHMRDVFGTRLR 

RAEDVFPPVIGVAAHKGGVYK 

TSVSVHLAQDLALKGLRVLLV 

EGN DPQGTASM YHG WVPDLHI 

HAEDTLLPFYLGEKDDVTYAIK 

PTCWPGLDIIPSCLALHRJETEL 

MRKFDEGNLPTDPHLMLRLAIE 

TVAHDYDVI VIDS APNLG IGTIN 

VVCAADVLIVPTPAEQLDIS\SS 

RQFFDMLRDLLKNVDLKGFEPD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


||j 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24604 


54972 


A 


24742 


1 


3899 


MVDSLIAPVGVMARGNAITLPV 

RATNVKFTLEELRGDSVEKTSR 

VWSEKXDRGGQEAEVSGEGSS 

QTKSLQKRQHSNGSDFTARGF 

HTGQALVRSKGTYWNPTGLGL 

SHGTEDPNLIGEELDAGEWDK 

NTRKELAVLNVRRDFADFGTTI 

KQDFRLLGQTSVDRLLQLSQG 

Q A VKGN QLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQFWVFEGGLRVLVR 

ERVTTPKGT\ASMYQGWWPD 


24605 


54973 


A 


24743 


268 


2617 


RMFRMKLMETL\SQC1NAGHE 

MTKAIA1AQFNDDSPEARKITR 

RWRIGEAADLVGVSSQAIRDAE 

KAGRLPHPDMEISGRWKHGVG 

YTIEQIYL\TRDVFGTRLPRAED\ 

VFPPVIGVAAHKGGVYKTSVSV 

HLAQDLALK.GLRVLLVEGNDP 

QGTASMYHGWVPDLHIHAEDT 

LLPFYLGEKDDVTYAIKPTCWP 

G\LDUPSCLALHRIETELMGKFD 

EGKLPTDPHLMLRLAIETVAHD 

YDVIVIDSAPNLGIGTINVVCAA 

DVL1VPTPAELFDYTSALQFFD 

MLRDLLK.TVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQ1RDA 

WGSMVLK.NVVRETDEVGK.GQI 

RMRTVFEQA1DQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVK.FTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIE1ADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAG V IFEAEE V1TLLTS VLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMALNLDRSRVPAY1IRSY 

IRCGRKGFASAGVGGCRGWLN 

YAASEQIVLRVHHMRCEIPHRC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24606 


54974 


A 


24744 


1 


2624 


MTPQKRGYLCKAGARNLDVLL 

EGCE1FLLIPMGMRSESGVSDA 

DTVSAPRKKHSLEQG1FRAQVE 

ASKPSSVPACIVVGNVSGYQFP 

PGTSYGPDSESELGYREKFMSF 

VGTMNEAGNPPFSANYSKAKK 

PKPRMFSLIERMSPSPRVGSQSV 

QSSCFRDIPFEQDQMFPHPSLVL 

RSKEQQPLLTQSIGVNSARKAM 

AKRRRHRRRRRVSGVLPIAWG 

VPS*SVHLPKVLSCSGASWI*QS 

CISRLGRLSPTRLMNVA\GNDP 

QGTASMYHGWVQILH1HAEDT 

LL/PF Y/LGEKDD VT Y A IKPTC W 

PGLDIIPSCLALHRIETELMGKF 

DEGKLPTDPHLMLRLAIETVAH 

DYDVIV1DSAPNLGIGT1NVVCA 

ADVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WASMV*K\NNVRNANEVGKDT 

LKGFYSLKERPLGNHFLGPNNR 

PFGKIMKHKTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGN DYRPT 

S A YERGQRY A SRLQNEF AGN I S 

ALADAENISRKIITRCFNTAKLP 

K.SVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGGFCRFRNHHQTGFSPAGA 

NQRGPLAATLSGPGGEGQSAV 

ARLTGEKKNHPGAQYANRLSP 


24607 


54975 


A 


24745 


1 


385 


MWQA1SRLLSEQLGEGEIELRN 
ELPGGEVHAAWHLRYAGHDFF 
VKCDERELLPGFTAEADQLELL 
SRSKTVTVPK\AFILGQQIARLH 
QWSDHAVLKIVTTGVL*GAYV 
GAPSIWKCPERITLPGYHQ 


24608 


54976 


A 


24746 


1 


1209 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24609 


54977 


A 


24747 


1 


857 


MHACRSELLGEGEIELRNELPG 
G E VH A A WHLRY AG H DFFVKC 
DERELLPGFTAEADQLELLSRS 
KTVNRALKVWAWGADRELTV 
FLVAMDYLPPRPLDAHSAFILGQ 
Q1ARLHQWSDQPQFGLDFDNA 
LSTTPQPNTWQRRWSTFFAEQR 
IG WQLELAAEKGIAFGNID A I VE 
HIQQRLASHQPQPSLLHGDLWS 
GNCALGPDGPYIFDPACYWGD 
RECDLAMLPLHTEQPPQIYDGY 
QSVSPLPADFLERQPVYQLYTL 
LNRARLFGGQHLVIAQQSLDRL 


24610 


54978 


A 


24748 


1 


2094 




24611 


54979 


A 


24749 


1 


1209 


MVREDLYTYYSCNTSREQQQL 

ENPMESPLCSKEINQGGVFMLA 

GKASDTLLAGGTMNNLGGEDS 

DT1VENGSIYRLGTDGLQLYSS 

GKTQNLSVNVGGRAEVHAGTL 

EN A VIQGGTV1 LLSPTSADENF V 

VEEDRAPVELTGSVALLDGAS 

MIIGYGAELQQSTITVQQGAPP 

VKLRFALYGRPGFTKCGWMLG 

YK.PAHDKTLLRITRGHDFACYQ 

RTTQLARQRGLKVCSHLIVGLP 

GEGQAECLQTLERVVETGVDGI 

KLHPLHIVKGSIMAKAWEAGR 

LNGIELEDYTLTAGEMIRHTPPE 

VIYHRISASARRPTLLAPLWCE 

NRWTGMVELDRYLNEHGVQG 

SALGRPWLPPTENSLMKQIRLL 

AQ Y Y VDLMM KLGL VRFSMLL 

AWVPSSFLPLWYKWR 


24612 


54980 


A 


24750 


200 


310 




24613 


54981 


A 


24751 


1 


4398 


MC1PVPP1ATGDRHFIAVAHIHQ 
NSRRSPVDSDESSTRSAVAAHP 
ATRDFNVRALYTVTSSVSPTKP 
PLPATFRQGRYRPAEPCVGSIG 
VIPQSSCVLANGSTGAQSAFGDI 
IRAGPPSAGLVPVAQATVIETFL 
R YQTIN E RDF WA ARNRLL KQ P 
YGSR1LRFTEAYA1AERAAQSV 
LR1SLADAFNVDGPRPAEDSIFR 
LLRMPGSAVQRPDRRHNRRCQ 
YRPAMAFPAGSKANKQRQYNG 
GRQFYRKRICWL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24614 


54982 


A 


24752 


939 


2169 


RPASPPARDGARWSTGLHSSYS 

AMRCRNASTCAEDSQLS/DPLA 

R/PSVASGPYRVTSWKLGQN1V 

YCRVKDYWPATLTVNRGRWN 

FDTIRSDYYLDDNVAFEAFKAG 

AFDLRMENDAKYNWATRYT/G 

DRRVREAITLAFDFEWMNKAL 

FYNAWSRTNSYFQNTEYAARN 

SPPPPEL\VLLPPlrCKVLPSEVFP\ 

QIYQPPVSKGDGYD RDNLLKA 

DKLLNEAGWVLKGQQRVNAT 

TGQPLSFELLLPASSNSQWVLPF 

QHSLQRLGINMDIRKVDNSQIT 

NRMRSRDYDMMPRVWRAMP 

WPSSDLQISWSSEYINSTYNAP 

GVQSPVIDSLINQ11AAQGNKEK 

FLPLGRALDRVLTWNYYMLPM 

WYMAEDRLAWWDKFSQPAVR 

PIYSLG1DTWWYDVNKTAKLPS 

ASKQGE 


24615 


54983 


A 


24753 




450 




24616 


54984 


A 


24754 


2 


203 


PLPDAARYLRRQCQKPARVHDI 
F AA MHTAHRSRPDRPSLPDD AF 
SSLRL*FFQPEHYPRQYQHRHL 
CS*ERYQHQALSRTRFRSG*PTP 
SVPETSTGSRYFCGNAHSAPKP 
PRPPITTGRRVFFTTPLILPTRAL 
PAS1STPASL 


24617 


54985 


A 


24755 


1016 


1219 




24618 


54986 


A 


24756 


1695 


2021 


PDTFSMLPATRFLPPLQFPDLQH 
PEA AQY AH WLPASGCFLFLPPP 
GSGTVFLLPYPSPRLCRSTSETP 
LPAITR*HFPVTDRVQK*ITRRR 
KPRHKPFYPDDLQRDAR 


24619 


54987 


A 


24757 


1671 


1911 




24620 


54988 


A 


24758 


513 


1104 


C WRNC ARCERN L VFRCQYGI Y 
WCDNAANRSCRTKRDQPRLVE 
W* KSACSHHR*LH\PCGHCRQF 
MNELNSGLDLRIHLPGREAHAL 
RDYLPDAFGPKDLEIKTLLMDE 
QDHGYALTGDALSQAAIAAAN 
RSHMPYSKSPSGVALECKDGR1\ 
LVAATLKTPH/INPTQICGQPWS 
MHRRALTSKFGAHGDRRTSAG 
FRRN 


24621 


54989 


A 


24759 


131 


759 




24622 


54990 


A 


24760 


662 


889 


LPIKCRAARGVPARCLRWTRW 
ALRRILPPLRNRSRAASRWRAS 
PG ARK* WMPSLQ A V WAAPMR 
VTRLPAWLRWKC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


^cleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide j 
deletion, \=possible nucleotide insertion) 


24623 


54991 


A 


24761 


1 


1518 


MQRRDGDIALIYRSKIGPRTSIT 
FTARRANPVQRIAARILLRDHLI 
CRM SCTA ARH ANTFDL IQG SG 
ADNFAAIYGGANDR1TRADAA 
VAGAGNWHRFGISNGKLSPRSI 
TRTSSPARAMTKMPYNPQASG 
GSNLAVSNPELDKLIAARVAAL 
RAANPDASASVPVELVTASASY 
PRSLMRCNRILSPGSARGQMIIT 
ALFIYAGNPIACVAALEVLKVF 
EQENLLQKANDLGQKLKDGLL 
AISFWRAKWLKIFVVCGAEIFV 
EYVLKNKV1WLLCFANIFLYVV 
RIG1DQWSTVYAFQELKLSKAV 
AIQGFTLFEAGALVGTLLWGW 
LSDLANGRRGLVACIALALIIAT 
L VI PFHM VFHPN EQYA YCVNEL 
NSSVDVWELKDPHGN1ECVQT 
LDM MPENFSDTR WA A DIHITPD 
GR\HLYACDRTAS.LITVFSVSED 
GSVLSKEGFQPTETQPRGFNVD 
HSGKYLIAAGQKSHHISVYEIV 
GEQGLLHEKGRYAVGQGP\MW 


24624 


54992 


A 


24762 




486 


ACRRALKD\AGVEADEVLEVV 
MVGGSTRVPLVRERVGEFFGRP 
PLTSIDPDKVVA1GAA1QAD1LV 
GNKPDSEMLLLDVIPLSLGLET 
MGGLVEKVIPRNTT1PVARAQD 
FTTFKDGQTAMSAGGAHIRVTF 
QVDADGLLSVTAMEKSTGVEA 
SIQVKPSYG 


24625 


54993 


B 


24763 


1 


2469 




24626 


54994 


A 


24764 


1255 


1761 


ESFQVRTHGTGEPVNKTRTSQA 
VSHHNQSCQVDQCVPCAVIAG 
NVFPRHNVQGQH*RNCQQTNR 
SSINDFTKLSNTRPISVHSLGIKQ 
SRPDRHAKASPVVTAVKACEQ 
VIAAVNQIADDHQPDRTKQRN 
AIVVADDLPDLFPVHFFGVDHQ 
QHN HRDKKQPG EDLLCC 


24627 


54995 


A 


24765 


1 


3141 




24628 


54996 


B 


24766 


1 


3969 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24629 


54997 


A 


24767 ' 


643 


2082 


GAHAMDKHFSTTPAEKNLPVL 

LALIGIWYNNFFDKNDALVMV 

DDFPRRSGLSWKIVVVPHEYW 

VGGSTRVPLVRERVGEFFGRPP 

LTSIDPDKVVAIGAAIQADILVG 

NKPDSEMLLLDVIPLSLGLETM 

GGLVEKVIPRNTTIPVARAQDF 

TTFKDGQTAMSIHVMQGEREL 

VQDCRSLARFA\CVVFRRYRL/A 

GAHIRVTFQVDADGLLSVTAM 

EKSTGVEASIQVKPSYGLTDSEI 

ASM 1K.DSMS YAEQDV ICARMLA 

EQKPGQQEAKLALKTFHWQQA 

IADKRVIGAGITGVTAGTDHRA 

DVTEVASDFRVQTTNADSALF 

HVRSAQQH1HQLLHFTTHLLCQ 

LAGLDHVVFQQIATNPADQVQ 

AVGFTRTGKDLCHFHGGFTHA 

EELHKAGVEAGKVTGQAKVEQ 

MRVQAFYLQQNGADHLRTFW 

HLNTHRVFHRRGVGGAVGKA 

ADPA HTVREEGHFVITHTG FRQ 

FFHAAMDVEQ 


24630 


54998 


A 


24768 


1 


502 
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SEQID 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24631 


54999 


A 


24769 


1 


2345 


MFMIGALVLALVMTLITFMVL 

RRIVIRPLQHAAQRIEKIASGDL 

TMNDEPAGRNEIGRLSRHLQQ 

MQHSLGMTVGTVRQGAEEIYR 

GTSEISAGNADLSSRTEEQAAAI 

EQTAASMEQLTATVKQNADNA 

HHASKLAQEAS1KASEGGQTVN 

G V VK.TMGAMSTSSKKI SEITGR 

HQQGIRTPVTAVKGRCPGPLDE 

G DTDTA Y Y ALRDIF ALTPN RKR 

LAIPVSTDNPGKPCKDPSLSKD 

VSNRVPQRVPCYDSPRSSSVNG 

N RLPGKDFHDDERSMGRSGSY 

VLALAYPPKIALSDADSVTVNV 

A G WQGEISREQFN ELI APL VKR 

TLLACRRALKDYAGVEADEVLE 

VVMVGGSTRVPLVRERVGEFF 

GRPPLTSIDPDKVVAIGAAIQAD 

ILVGNKPDSEMLLLDVIPLSLGL 

ETMGGLVEKV1PRNTTIPVARA 

QDFTTFKDGQTAMSIHVMQGE 

RELVQDCRSLARFACVVFRRYR 

LAGPVDLFLRPWEVDISRRTSL 

DSPLPVQVLEASPKGHYTQLVV 

QPLGWYNEPLTVVMHGDDAP 

QRGERLFVGLQHARLYNGDER 

A SRDPGFLM ARFVTC RPDKTRK 

LRIRQHHVW1EIVSTLEQT1GNT 

PL VKLQRMGPDNG SE V WLKLE 

GKNPAGS VKDRAALSM 1 VEAE 

KRGEIKPGDVL1EATSGNTGIAL 

AMIAALKSYRMKLLMPDNMSQ 


24632 


55000 


A 


24770 


313 


676 


DCQPRSSAFTKPDATTAGHYLA 
GSGGRMTQLAIGKPASLGAHLE 
REGGENFTFFSLNADGEKL/CVF 
DANGQ/EHRYDLPGHSGDIWH/ 
G/YLPDARPALRMVSRH/GP/WQ 
PAGGMLTPAVVMILPRK 


24633 


55001 


A 


24771 


1760 


2053 


FRVHGKNAFSH*IKPAAMLLPS 
SPVTRSVKPTQCGSAPSKRPNL 
TLLPSITL MPPLPVTDLKLGCIA 
PCSSDCFSFITFSISCATRLSVNW 
LPAAGQ 


24634 


55002 


A 


24772 


296 


732 






55003 


A 


24773 


606 


695 




24636 


55004 


A 


24774 


1520 


1737 


PVHGLCGTRRDAGS\PAIYPFHS 
LML/RFWLR/TCTVPGWPLDDS 
SLAGEAFSAFTTDAAVWSLISA 
TAMLAVQAG 


24637 


55005 


A 


24775 


1 


1049 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24638 


55006 


A 


24776 


248 


933 


RTTMRAVSRPKYCSRERWL/HY 

DFTVARPDENASCGTFAATSAV 

VLIFSHCLRLLCRVVVLVTRVN 

FQFTEHSTTQRAFWQHAFNRDF 

NHTLRTASNHLFKGRLFDTTDV 

AGVVIVHFVSTLVAGYSNFVSV 

QNDDVITGIYVRSVFRFVLTAQ 

ATSQFSSQTAQSFTGRVNNIPV 

AFYGFWFSCAKYYRHGARWCS 

NGRKIDQRHTHCFFCPCIRTDFA 

VEIGK.EEFIT 


24639 


55007 


A 


24777 


219 


3441 


DCQPRSSAFTKPDATTAGHYLA 
GHSGDIWHGYLPDARPGLRYG 
YR VH G PWQP AEGI IRFNP A K\LL 
IDPCARQ1DGEFKDNPLLHAGH 
NEPDYRDNAAIAPKCVVVVDH 
YDWEDDAPPRTPWGSTIIYEAH 
VKGLTYLHPEIPVEIRGTYKAL 
GHPVM1NYLKQLG1TALELLPV 
AQFASEPRLQRMGLSNYWGYN 
P V A MFALHPA Y AC S PETALDEF 
RDAIKALHKAG1EVILDIVLNHS 
AELDLDGPLFSLRG1 


24640 


55008 


A 


24778 


454 


586 




24641 


55009 


B 


24779 


130 


1557 




24642 


55010 


B 


24780 


92 


2808 




24643 


55011 


A 


24781 


2 


1051 


WRLRPITPLWRWQKIFFPDA/R 

YGIRFRNLETGNWYPELLDNVE 

PSFVWANDSW1FYYVRKHPIFI 

DLTTEELAASSYHESWVLEDRII 

KDGSYNIDQGVGVRAISGEKTG 

FAYADQISLLALEQSAQAARTI 

VRDSGDGKVQTLGAVEHSPLY 

TSGRSGWQSMSREEKLDILRRV 

DKVAREADKRVQEVTASLSGV 

YELILVAATDGTLAADVRPLGK 

VLLVGQSPNAELSARAKQIAM 

GVDGANEVYNEIRQGQPIGLGE 

ASNDTWITTKVRSQLLTSDLVK 

SSNVKVTTENGEVFLMGLVTE 

REAKAAAD1ASRVSGVKRVNR 

TLFLGYAVMFSELILAPVTPSNS 


24644 


55012 


B 


24782 


1 


2079 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24645 


55013 


A 


24783 


1 


3214 


MGAEKQLIPDGCGVSYIPSSGP 
LDKWRALLFIQPDYRADPVYR 
Q1ITITDLRILYDYTENFVLPLSH 
DEVVHGKKSILDRMPGDAWQK 
FANLRAYYGWMWAFPGKKLL 
FMGNEFAQGREWNHDASLDW 
HLLEGGDNWHHGVQRLVRDL 
NLTYRHHKAMHELDFDPYGFE 
WLVVDDKERSVL1FVRRDKEG 
NEIIVASNFTPVPRHDYRFGINQ 
PGKWREILNTDSMHYHGSNAG 
NGGTVHSDEIASHGRQHSLSL 


24646 


55014 


A 


24784 


1 


1079 


MKQIKELQRLLGKKTWKMNSS 
KKPLNMDGPKVDSARALIGRG 
WGTHKFYRCDCIKPTIKTNTSS 
RGNEKNPDGSHNNIHNSWFRL 
LTSQNMCKVPESPA1LVDVGQS 
AETVQS VLTVK VEH PI LRIAVA 
GYACQRQSCLLAMRHPQYAIN 
SSKVVKPCSTARQPFQKAYAYP 
PVVRAFPAINVGISGNKLTNDR 
RYGRTSNKAWGSGDGHTLSEC 
GWAPLAAGDNVGKVSYQTLG 
YYQR1LGY1FYPIAW/VMGVPSS 
EALQ VG SIM A/TKL V SNEF V AM 
MDLQK/IASTLSPRAEGIISVFL/ 
VSFANFSSIG1IAAAAECRDWFG 
I LA AQTLA VRAA LRV VQAERD 
CVLSMEQHQCARGRQR 


24647 


55015 


A 


24785 


121 


258 


LTEPRHYCRSIQFFGLTNMGQN 
CYQLS*E*FIGTLNHIRRIPQPLS 


24648 


55016 


A 


24786 


1 


470 


WGSGDGHTLSECGWAPLAAG 
DNVGKVSYQTLGYYQRILGYIF 
YPIAW/VMGVPSSEALQVGSIM 
A/TKLVSNEFVAMMDLQK/IAS 
TLSPRAEGIISVFL/VSFANFSSIG 
IIAAAAECRDWFGILAAQTLAV 
RAALRVVQAERDCVLSMEQHQ 
CARGRQR 


24649 


55017 


A 


24787 


1324 


1539 


GWCGCEVPFKITDGLACLLQSP 
QGHQTFCFT*HNLGLQPFWIPM 
CLCSVNVFKTRLILTQVEEGCR 
AVSMTQ 


24650 


55018 


A 


24788 


71 


403 


RTTF1FDLSSGWPFILWQVLSPN 
*RCLQVGLFAQIPTGRMGCLHR 
FLTCRMGVCTDSSPAGWAVTLI 
RMSPIFPASSKSTLSAALLNTSC 
LHSRDLEPPGAFRSGGPVLL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24651 


55019 


A 


24789 


309 


1653 


SVLMDESDIYRNNRERFFCVFL 

LVGVPARGACLGGGGGCGLCV 

RYLRS AG WGCGRRFPCVG DN 

WSAILAHIGKPEELDTSARNAG 

ALTRRREIRDAATLLRLGLAYG 

PGGMSLREVTAWAQLHDVATL 

SDVALLKRLPKCRHWFGILAG 

QTLAHIRVLPV1IRAIGFLLSKV 

NGMGKLESFNAVSSLILGQSEN 

FIAYKDILGKISRNRMYTMAAT 

AMSTVSMSIVGAYMTMLEPKY 

VVAALVLNMFSTFIVLSLINPYR 

VDASEENIQMSNLFEGQSFFEM 

LGEYILAGFKVAIIVAAMLIGFI 

AL1AALNALFATVTGWFGYSIS 

FQGILGYIFYPIAWVMGVPSSE 

ALQVGSIMATKLVSNEFVAMM 

DLQKI A STLSPC AEG 1 1 S VLLDSF 

ANFSSIG1IARAVKGLNEEQGNE 

GSRFGLK.LVYRSTLVSWLSASI 

AALVLSDHT 


24652 


55020 


A 


24790 


754 


957 




24653 


55021 


B 


24791 


75 


3707 




24654 


55022 


B 


24792 


75 


264 




24655 


55023 


B 


24793 


344 


461 




24656 


55024 


A 


24794 


1 


2203 




24657 


55025 




24795 


20 


198 




24658 


55026 


A 


24796 


1239 


1409 


RGPPTPFFHVWEWQQRPLSVW 
EADHV*RRDEGACPRMVARAR 
NCRPKLLELRAESQ 


24659 


55027 


A 


24797 


1325 


1564 




24660 


55028 


A 


24798 


323 


694 


TGYARQKPVPALGWWTNVSAS 

TAPPIILPSITGSRLAVIKWLTVS 

AG KLS ALLC A SCQKGGG AKWR 

MAMANGITNKLA1QCSPPHSTI 

EKFTSQSQHVLA*GVSAVRSM 

VSSG*GRRPLPALG 


24661 


55029 


A 


24799 


4708 


4878 




24662 


55030 


A 


24800 


20 


199 




24663 


55031 


A 


24801 


743 


1186 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in L1SSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


[Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24664 


55032 


A 


24802 


1394 


2651 


KLMTCRHEGSLGDDPGINGQL 
WDVNRIDVTAHEGTWERWTV 
RADEPQAFHIEGVMFQIRNVNG 
AMPFPEDRGWKDTVWVDGQV 
ELLVYFGQPSWAHFPFYFNSQT 
LFSWPQYWAACFGPAPFLPMS 
REEMDQLGWDSCDIILVTGDA 
YVDHPSFGMAICGRMLEAQGF 
RVG 1 1 AQPDWSSKDDFMRLGKP 
NLFFGVTAGNMDSM1NRYTAD 
RRLRHDDAYTPDNVAGKRPDR 
ATLVYTQRCKEAWKDVPVILG 
GIEASLRRTAHYDYWSDTVRRS 
VLVDSKADMLMFGNGERPLVE 
VAHRLAMGEPI SEIRD VRNTAII 
VK.EALPGWSGVDSTRLDTPGKI 
DPIPHPYGEDLPCADNKPVAPK 
KQEAKAVTVQPPRPKPWEKTY 
VLLPSFEKVKGDKVLYAHASRI 
LHHETNPVAVPAH 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24665 


55033 


A 


24803 


1 


2126 


MQEKQVLAAYVQPSSEGQSRS 

RRARRVSQCHQHSAAAASLAR 

TA AS ATADSAHPPC PRSA ARAG 

ATMHVKKYLLKGLHRLQKGPG 

YTYKELLVWYCDNTNTHGPK.R 

IICEGPKKKAMWFLLTLLFAAL 

VCWQWG1FIRTYLSWEVSVSLS 

VGFKTMDFPAVTICNASPFKYS 

K I K HLLKDLDEEM E A VLERIL A 

PELSHANATRNLSFSIVNPTPXL 

VLIDERNPHHPMVLDLFGDNH 

NGLTSSSASEKICNAHGCKMA 

MRJLCSLNRTQCTFRNFTSATQA 

LTEWYILQATN1FAQVPQQELV 

EMSYPGEQM1LACLFGAEPCNY 

RNFTSIFYPHYGNCYIFNWGMT 

EKALPSANPGTEFGLKLILDIGQ 

EDYVPFLASTAGVRLMLHEQR 

SYPFIRDEGIYPMSGTETS1GVL 

VDKLQRMGEPYSPCTVNGSEV 

PVQNFYSDYNTTYSIQACLRSC 

FQDHMIRNCNCGHYLYPLPRG 

EKYCNNRDFPDWAHCYSDLQ 

MSVAQRETCIGMCKESCNDTQ 

YKMTISMADWPSEASEDWIFH 

VLSQERDQSTN1TLSRKGIVKLN 

1 FFQEFN YRT1 EES A ANN1 VWLL 

SNLGGQFGFWMGGSVLCLIEFG 

E1IIDFVW1T1IKLVALAKSLRQR 

RAQASYAGPPPTVAELVEAHT 

NFGFQP\DTAPRSPNIGP\YPGEQ 

ALPNPG/TPAPPNYDSWRLQPL 


24666 


55034 


A 


24804 


905 


1051 




24667 


55035 


A 


24805 


1 


1257 




24668 


55036 


A 


24806 


1 


3116 


MPI 1TLPDGSQRSFDHPVSVAEV 
AQSIGAGLAKATLAGKVDGRLI 
ITPKDEEGLEIIRHSCAHLVGHA 
VKQLYPTAKMV1GPVIEEGFYY 
DIFFERPFTPEDMAAIQQRMRE 
LIDKDYDVIKXMTPRAEVIELF 
KLQA A PDRRH AGREGHGLYFH 
EEYVDMCRGPHVPNTRFLKAF 
QLTKISGAYWRGDSKNEQLQRI 
YGTAWADKKQLAAYIQRJEEA 
EKRDHRRJGKQLDLFHLQEEAP 
GMVFWHPNGWSVYQ 


24669 


55037 


A 


24807 


1924 


2790 




24670 


55038 


A 


24808 


1 


1185 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24671 


55039 


A 


24809 


823 


5990 


MARPVPLWSSWGLRTSYLPKP 
LSVNPSRNDGSA/FAGTHPLGV 
TRGTLAGPAFVRLSLVFLLRRV 
LAGSSLLPLLMG*QK/PEVLLPD 
GASEHDYSLRPSDVKRLQNAD 
LVVWVGPEMEAFMQETGKQIT 
RSEVSPLCRRVAFNKFNRDPQP 
RYDWGRLTVLYSGSSLSGGRY 
VVIIRECHCQLSKPLRLEQNEIR 
SLLPEASEPIDQAAQEDEAIPQD 
ELDDKIAGEAGVHEYVVSTGD 
TLSS1LNQYG1DMGD 


24672 


55040 


— 


24810 


2305 


2550 




24673 


55041 


A 


24811 


665 


844 


ISFNNEVISYRLSGKNQ*LNLG* 
E1WLESGAFKKALSPQKHPGLE 
PSVCTPTPTLVPDR 


24674 


55042 


A 


24812 




2031 




24675 


55043 


A 


24813 


106 


912 


HFETVIDQRDFHPVFSHKGIRAT 
PEGNEEKGQRVADVTEQCGRC 
RCQPPAATLTQAVKNVHVEDL 
PQRVGHETGGGDTGDKQVEVG 
ECAESHTLDALGLRCPEPVMM 
VRKTVRNMQPGETLLTIADDPA 
TTRDIPGFCTFMEHELVAKETD 
GLPYRYL1RKGG**GLIGFDAAF 
SPHPNPLPRGARGPIALNVA1GL 
PYLLRNNLNAFAVTSTVAPVSA 
STASHNPVIQRGDEEDPFQPQR 
NSDVLAD1GVSGACQFNHLHQ 
AAQVVMG 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24676 


55044 


A 


24814 


1 


1495 


MQKLTLTYAETRRLYGKEVYH 
RPSRFIGELPEECVEEVRLRATV 
SRPVSHQRMGTPMVENDSGYK 
LGQRVRHAKFGEGTIVNMEGS 
G1AALCHCRVLIATAALMDPDD 
AVELSVTTMMFALCNTRNPRV 
A WDT APC VPATTA ASM A KRA P 
DMSQSAAPEAGSQKPPRLSCGE 
SLHPLPATKRAYNYCRPVGRIR 
HLCRIRQSMPDATLSRLIRPTTV 
ADPPDKALAPHPAVFTRGDSKF 
LSHKPARSPA1RYLLASVWGPV 
GMMAMMLAMTGFVVATRKLR 
RRFGFK.SCKNGVLYRISSSS1TT 
SPASPIATCRPVLPCWMRMDPM 
LDMMGMQMLMEKYGDQAMA 
GMDHSQMMGHMFLGHKVIRA 
NHVGDWGTQFGMLFRIAVETF 
KEDWEAVWDQLDDLNLEGKIV 
A*GRDPAAFHIDNGAFTKLSVA 
YALAELVAAVVLDHRRTHPLM 
ADRAAYRGAQAHLFHTLFRQL 
ADKARRAMVNLFT1QTAGFRV 
GQRQFLH 


24677 


55045 


A 


24815 


3 


707 


GCTLGPVKSFSLRVAWLSWPQ 
YFYIIERACSPCCGPLAPGEAPH 
VNLFHSTHSENKKQPHNSPYHN 
DIQPTLNYLPTNQKKQTQQEQS 
HNITKQGSQLHDVTQVPYQAY 
RSAIVVGL1RRDSVASGIDCRM 
RRERLIRPTGRASDNTEFTGTQ 
NMQNITHSWFVQVMIKATTDA 
WLKGWA*AQRRQPDATPG*RR 
YRTI SRQFPATSVL YPAQPAHA 
FTGKYTVYCHRLGQILP 


24678 


55046 


A 


24816 


2 


1340 




24679 


55047 


A 


24817 


1 


2457 
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SEQ1D 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24680 


55048 


A 


24818 


41 


1053 


QRNQQAHLSF/QHSRDIYDNQV 
HLVRNCNLEMPDQEF1VLYGPS 
DCGKSTTLRMIAGLEEISGGDL 
L1DGKRMNDVPAKARN1AMVF 
QNYALYPHMTVYDNMAFGLK 
MQKI AKE V I DERVN WA AQILG 
LREYLKRKPGALSGGQRQRVA 
LGRAIVREAGVFLMDEPLSNLD 
AK.LRVQMRAEISKLHQKLNTT 
MIYVTHDQTEAMTMATR1VIM 
KDG I VQQ VG APKTV YNQP ANM 
FVSGFIGSPAMNFIRGTIDGDKF 
VTETLKLTIPEEKLAVLKTQEV 
CPDHTLDALGLRCPEPV/HDGA 
QN RAQY AA WRN V AD YRRRSG 
HYPRYSWVLYLYGTRTGC 


24681 


55049 


A 


24819 


3 


131 




24682 


55050 


A 


24820 


247 


492 




24683 


55051 


A 


24821 


2 


241 


YFFQKSSKTV1GGRRLCSVFRY 
QFS1VLATC*GTFFPSR*STILS* 
VTQSATSSGREGRSSSRSLNGRF 
MFSIASMMSW 


24684 


55052 


A 


24822 


1 


1143 





3273 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24685 


55053 


A 


24823 


242 


2151 


FSRQHVVKMKHCCKNVVILMP 

EPVAEPALNGLRLNLRIVS1VMF 

NFASYLTIGLPLAVLPGYVHDV 

MGFSAFWAGLVISLQYFATLLS 

RPHAGRYADSLGPKK1VVFGLC 

GCFLSGLGYLTAGLTAVCLSSA 

V1LCRGVQLHPVSDLRIPRGEK 

AGRNRSVDGCCEKAMSVTIVG 

GGMAGATLALA1SRLSHGALPV 

HLIEATAPESHAHPGFDGRAIAL 

AAGTCQQLARIGVWQSLADCA 

TAITTVHVVELHNVGQRLFA\L 

LRKAPGVTLHCPDRVANVART 

QSHVEVTLESGETLTGRVLVAA 

DGTHSA LATACG VDWQQEPYE 

QLAVIANVATSVAHEGRAFERF 

TQHGPLAMLPMSDGRCSLVWC 

HPLERREEVLSWSDEKFCRELQ 

SAFGWRLGK1THAGKRSAYPL 

ALTHAARS1THRTVLIQSERLNH 

KALEKRTLTVWDNSFLIYRQSD 

VSE1RLASLFASFSIRKSKQQAR 

KHTNRRSKDKEKRTRQKRKTT 

SRQRRRRQRMVRVGDEQIAGC 

HCLYSTGSPNRQLREAG1ELSDF 

VRGNEKARERMKAQYSIAGMT 

SGVVVGTDHAAEA1TGFFTKYG 

DGGTDINPLYRLNKRQGKQLL 

AALACPEHLYKKAPTADLEDD 


246g6 


55054 


— 


24824 





91 




24687 


55055 


B 


24825 


1 


2346 




24688 


55056 


A 


24826 


1 


1713 




24689 


55057 


A 


24827 


1 


918 










24828 


415 


816 




24691 


55059 


A 


24829 


72 


296 


FCSATFG RPSDQYQNGE* LRWR 
GLGSFACQSPAHENPQWKFVL 
ARRGFARGTAEAHPSQYRHWC 
KIHRLNPGLR 


24692 


55060 


A 


24830 




620 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24693 


55061 


A 


24831 


1625 


2460 


GVVNPRQGRVLSMLPAMLLYL 
LFFLIQTSLKSNGGKGKLDPTL 
WMWTVNLIYLALAIVLNLWDT 
VPVRRLRASFSRKGARIPFVGC 
RETCELPQIELVKMMLGRELDT 
HALQRAGRTLLSDKPVAAFKN 
YGKKGTIAPFDLEVRPGEIVGL 
AGLLGSGRTETAEVIFGIKPADS 
GTALIKGKPQNLRSPHQASVLG 
IGFCPEDRKTDGIIAAASVRENII 
LALQAQRG\CYVPFPAKNSKRL 
PNALSASLAFAHLQLNNRLNFS 
PAAISKKCCFYVGY 


24694 


55062 


A 


24832 


1 


2034 




24695 


55063 


A 


24833 


3839 


3970 




24696 


55064 


B 


24834 


694 


765 










iisH — 


|778 


2IP 






II^H 










MTCRLLTRLPGQAGVGKRVSG 
VPDELSPLFSVGSRYLQGGVGL 
VSPTSGANVGLPVISTNNLVKE 
CR\DGKWKMTEKGCLNMFHFK 


24699 


55067 


A 


24837 


568 


713 




24700 


55068 


A 


24838 


217 


1910 


AFTFQESVMAFSQAVSGLNAA 

ATNLDVIGNNIANSATYGFKSG 

TASFADMFAGSKVGLGVKVAG 

ITQDFTDGTTTNTGRGLDVAIS 

QNGFFRLVDSNGSVFYSRNGQF 

KLDENRNLVNMQGLQLTGYPA 

TGTPPTI QQG ANPTNI SI PNTLM 

AAKTTTTASMQINLNSSDPLPT 

VTPFSASNADSYNKKGSVTVFD 

SQGNAHDMSVYFVKTGDNNW 

QVYTQDSSDPNSIAKTATTLEF 

NANGTLVDGAM/ANNIATGAIN 

/GLSFLNSMQQNTGANMVATT 

QNGYKPGDLVSYQlNDDGTVV 

GNYSNEQTQLLGQIVLANFAN 

NEGLASEGDNV\WSATQSSGVA 

LLGTAGTGNFGTLTN/GSIESGI 

AFLVNVPLNPKLKRVNVAGAR 

WHPYGWPAFAERACLIEPEGD 

RRTHHRPNNQRTYSRKTQRQG 

GHKTRQDNWEQKGDGGPRPEP 

TDPHQHDANRPTVATKKRRKS 

TQSQRNHRNPKGTHPTEEHGT 

AGTTKPPDTPQTDNWTHKGSL 

REGKANRKRNPLRGAEVAGGG 

KQRAKAERQTQRGERREDVDE 

GEEDRSKKTEK 


24701 


55069 


A 


24839 


500 


653 
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SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24702 


55070 


A 


24840 


445 


849 


GSPGTAGTEVAVVLKIGGVHD 
K V IGH YRCSTTNTGRVLDVAI/S 
QNGFFRLVDSNGSVFY/SRNGQ 
FKLDENRNPATGTPPT/IQQGAN 
PTNIS1PNTLMQRKPTAGQIVLA 
NFANHEGLASEATTSGLRRNLL 
AWRCM 


24703 


55071 


A 


24841 


• 


453 


MKQMDTRGKVINCAFAVSAAF 
A LGDHLGFAAANMNAMIFPMI 
VGK.L1GGVTAIGVAMMLVPRY 
EF1KRE1SWQSPVFFTPVDKQGG 
LKEAELKTLILEQYHAAGIEPES 
VDSGA1IITGESAKTRNAR*TGR 
FKRSGTENL\KLEQYHAAGIEPE 
SVDSGA1IITGESAKTRNARPTV 
MALSQSLGDFVVASAGPHLE 


24704 


55072 


A 


24842 


370 


670 


YSSNIMLRVLSRKAL1LVPSSSP 
VKARKPAMLARRGWRSLSRW 
AILSLPGPGRTGRFKRSGTENL 
\KLEQYHAAGIEPESVDSGAIIIT 
GESAKTRNARPAGMALSQSLG 
DFVVARAGPHLESVNAGYRTRI 
RNHGHSWFPGEIGIRSQFPHTLR 
TGSINGKAWGA 


24705 


55073 


A 


24843 


I 


1623 




24706 


55074 


B 


24844 


1 


4986 




24707 


55075 


B 


24845 


65 


726 




24708 


55076 


A 


24846 


4107 


4460 


FMSTCGYGGGLSRFPARCLSYQ 
PLRSWRETVAASG*RRTGSARA 
NCFCFSGLTRDFS1WRPETK*SA 
QTF V VGTWRCGGMGR* I AA VL 
SRYSTVESGVSSTHHRLPLQPDI 
PSGRRL 


24709 


55077 




24847 


624 




PLVPAYKQSQRQKPHDYLNRC 

RKSL*QNSTTLHAKNSQ*IRY* 

WD/SISE**ELSMTNPQPISY*MG 

KNWKHSL*KLAQDRDALSHRS 

YST 


24710 


55078 


A 


24848 


1434 


1594 




24711 


55079 


A 


24849 


1294 


1488 


PAGKQTQQQRQQFANDGRGEI 
WRKLIKPNPRRQKS*CSTDPRQ 
KSTLISQREAVIRRFSEAGNFH 


24712 


55080 


A 


24850 


595 


879 


RRCSTTNIIKKIQQDKKGNRKA 
VHRSRFVHGRP1TLLFFQLSGRI 
QSHRLPGRAALFAGIPAACDQS 
PSLRQPISSEWSDGR*HRRIFRS* 
SEEF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24713 


55081 


A 


24851 


1009 


1478 


YSLSVSVWAGATVMESPVWM 
P1ASKFSIEQTMMQLSFLSRTTSI 
SYSFQPISDSSISNSLVGERSRPR 
AQISSNSSRL*AIPPPLPPMVKD 
G Rl M HG K.PTS AAT A S A SS I VC AI 
PERAVSRPIFF1ATSKRRRSSALS 
IASAVAPIMVTPNSSNTP 


24714 


55082 


A 


24852 


48 


209 


GLFQVGYAENCRDNNHSFSLH 
SVVIGSSSERVVAKK*PDADHF 
SASFVPV1LK 


24715 


55083 


A 


24853 


1358 


3194 


PTASFAATLA1GKPVAFDASAE 

ERDTRGFIS1TIRRPFFGFTANVT 

RLETERGGICSRSVPWEVVSKI 

AWAEAPDPPGVTILGLKTQHAT 

/VSERVTSRFTRSHYRQFDLDQ 

AFSAKIFDRYLNLLDYSHKRKT 

ELGDEAAFSAKLDVFYDLYNL 

AQKRRFERYQYALSVLEKPMD 

FTGNDTYNLDRSKAPWPKNEA 

ELNALWDNVFSLAMTAFAREI 

DPHTNYLSPRNTEQFNTEMSLS 

LEGIGAVLQMDDDYTVINSMV 

AGGPAAKSKAISVGDKIVGVG 

QTGKPMVDV1GWRLDDVVALI 

KGPK.GSKVRLE1LPAGKGTKTR 

TVTLTRERjRLEDRAVKMSVKT 

VGKEKVGVLD1PGFYVGLTDD 

VKVQLQKLEKQNVSSVIIDLRS 

NGGGALTEAVSLSGLFIPAGPIV 

QVRDKNGKVREDSDTDGQVFY 

KGPLVVLVDRFSASASEIFARD 

VVVGLCICLSSLDVWLCGLFCR 

CSVDAERTKRQGKKGEESRKR 

RRKGYELSYLLFGWSAVVLLF 

V SD AEQHRA SRHGGNACQQHP 

DVRHDEADGYPRQSHQLRLRR 

FRCFRPGRPLRLRRCQHERHDL 

PDDCRQV DRRRNGD WRGDDA 


24716 


55084 


A 


24854 


100 


671 




24717 


55085 


A 


24855 


852 


1335 


YFCFWTYPLLFPVCMDRKAGK 

HGVAPAGDLYVQVQFNSHPIFE 

REGNTLYCEVPINFAMAALGGE 

1EVPTLDGRVKLKVPGETQTGK 

LFRMRGKGVKSVRGGAQGDLL 

CRVVVETPVGLNERQKQLLQE 

LQESFGGPTGEHNSPRSKSFFD 

GVKKFFDDLTR 


24718 


55086 


A 


24856 


326 


471 


PLQTHPAPQQRGHPIYQHGQTV 
S*SCRRRGWSSISRPVIHHADAQ 
LMP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hotl 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24719 


55087 


A 


24857 


1095 


1283 


SCRRRGWSSISRPV1HHADAQL 
MP*PQIVYQHLKPPGIYRQQDR 
L*IPD*RPVLTIQDVRGP 


24720 


55088 


A 


24858 


1 


1159 




24721 


55089 


A 


24859 


1744 


3019 


KISPRRPQET/CFQKSTN1AREKT 

LEQEFSVQLFEK1GRRMCLTRE 

GKKLLPHIYELTRVMDTLREAA 

KKESDPDGELRVVSGETLLSYR 

MPQVLQRFRQRAPKVRLSLQSL 

NCYVIRDALLNDEADVGVFYR 

VGNDDALNRRELGEQSLVLVA 

SPQ1ADVDFTEPGRHNACSFIIN 

EPQCVFRQIFESTLRQRRITVEN 

TIEL1S1ESIKRCVAANIGVSYLP 

RFAVAKELECGELIELPFGEQSQ 

TITAMCAHHAGKAVSPAMHTFI 

HALYSCRMRRERLIRATRSCQF 

NILHEPRRADK.RSASGSLRLQE 

FN Y QDKPCME 1RIRTYEKTPIR 

MDKGLTNFGSRW1LPELAHKE 

KDEETQQRRKSKRDSRREETDT 

KKKTRDKATKREKDKEIEEMA 

STSITSRCEDKLENFSSMKYYTEI 


24722 


55090 


A 


24860 


321 


575 


SYRRYVFPAQ*NRHLQFAVKPP 
APVIVHPTLVDSEHHHSLHDKR 
RQHRPHHSVAHHGSRNSSATA 
T1NALLG RVAQN AATRGTR 


24723 


55091 


A 


24861 


935 


1637 


PQPPPPLRREGAGLEKELGGRR 
VRVKGSGCQPW1CGKVPVFIPV 
ITEQESFQELI/RRTTTACESLGK 
EYEILMIDDGSSDNSAHMLVEA 
SQAENSH1VSILLNRNYGQHSAI 
MAGFSHVTGDLIITLDADLQNP 
PEE1PRLVAKADEGYDVVGTVR 
QNRQDSWFRKTASKMINRLIQR 
TTGKAMGDYGCM/LRAYRRHI 
VDAMLHCHERSTFIPILANIFAR 
RAIEIPVHHAEHS 


24724 


55092 


A 


24862 


1020 


1229 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


24725 


55093 


A 


24863 


98 


1242 


MDKFRVQG PTKLQGEVTISGA 
KNAALPNLFAALLAEEPVEIQN 
VPK.LKDVDTSMKLLSQLGAKV 
ERNGSVHIDARDVNVFCAPYD 
LVKTMRASIWALGPLVARFGQ 
GQVSLPGGCTIGAHIVMDKVSV 
GATVTIMCAAILTEGATIIEVFY 
FLPLAIGKFNELYPNIKVRILAEQ 
GTNNCM\ESVLCN\ESDFG\INM\ 
NN VTN S SI\DFTPL\ V QRRPF VL\ 
ACRRDHPLAKKQLVEWQELVG 
YKMIGVRSSSGNRLLIEQQLAD 
KPWKLDWFYEVRHLSTSLGLV 
EAGLGIS ALPGLAMPHAPYSS 1 1 
G1PLVEPV1RRTLGIIRRKDAVLS 
PAAERFFTLLSDFCPGVPSEDNI 
FESPASQQHEYIGSRQCFLMPSE 
TTGTMHV 


24726 


55094 


A 


24864 


1 


833 


MAELGKRSSVAVSW1GKVKTT 

AQM V AL A WLL WRPPI WVEYA 

GIALFFVAAVLTLWSMLQYLTL 

RVQICLISDRFGVIFSKRSKVVK 

NIVDSSRQEYLEEFYARYNVELI 

RAPEGFFYLRPRSTTLIPRSVLS 

ELDMMVGK1LCYLYLSPERLA 

NEGIFTQQEL YDELLTLADEA K. 

LLKLVNNRSTGSDVDRQKLQE 

KVRSSLNRLRRLGMVWFMGH 

DSSKFRITESVFRFGADVRAGD 

DPREAQRRLIRDGD/AMP1ENHL 

QLNDETEENQPDSGEEE 


24727 


55095 


A 


24865 


819 


1428 


SPRGISRGGCRCQPISGDGXRIFA 

GILHGLDNELPLQEEVEGNGLE 

QEGLPFP1RQSDALDLCFSD1LV 

SPNMYIDDGMKRDWPVMKQC 

ALQRRWRILPDHYGTEPAEKRP 

GFAPHYCFSYALLVHMMAQQC 

DLEVGDFVWTGGDTHLYSNH 

MDQTHLQLSREPRPLPKLIIKRK 

PESIFDYRFEDFEIEGYDPHPG1K 


24728 


55096 


A 


24866 


2 


1445 




24729 


55097 


A 


24867 


1 


1785 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24730 


55098 


A 


24868 




654 


VRFFKGRGSSWHMV\SQWDYV 
ADRFGTADLLPFTISDMDFATA 
PCI1EALNQRLMHGVFGYSRWK 
NDEFLAAIAHWFSTQHYTAIDS 
QTVVYGPSVIYMVSELIRQWSE 
TGEGVVIHTPAYDAFYKAIEGN 
QRTVMPVALEKQADGWFCDM 
GKLEAVLAKPECKIMLLCSPQN 
PTGKVWTCDELEIMADLCERH 
GVRVISDEIHMDMVWGEQPHIS 
LE 








24869 


955 


1278 


TLTPDFL*QGHFFRFAG1AYQIV 
KQTTVGTTVEITLRRYVVDGNR 
IPPRQDRQGDAFFGFATHTQQW 
HQVFKRQRDIQIVTANTATTVT 
QQAGFTIETRTPLRPHQQQ 


24732 


55100 


A 


24870 


1 


1707 




24733 


55101 


A 


24871 


1 


3615 




24734 


55102 


A 


24872 


1 


1931 


MLLLREHTDTRHDHPRTPTRAT 
RRRRHTEKKRRKKKRPATHVL 
MTATLIPVSRLLATDQPQLFHE 
SASKPAPHLVSSLGCHCGDASC 
SGRAVADAMQFKTVFPVFVAA 
A MN PEHM AESG H R1TRPEFPD Y 
RELFRESDIKSAVVDSICQCNTP 
FNYLFRCFELQCLSRHGHSAYG 
VM QRRH SPMQETRI AS LPLQRY 
RWHEDSVRNRWFSVMVGPSVR 
VNEWFSAYAMAGMAYSRVST 
FSGDYLRQPLVSGFHEA 


24735 


55103 


A 


24873 


1281 


2234 


ISTNSILR1FSGFRKLMEV/TRLR 

DTPILTFMNKLDR/DIRDPMELL 

DEVENELK/1GCAPITWPIGCGK 

LFK/GVYHLYKDETYLIQEVRIV 

KGLNNP/DLDAAVGEDLAQQL 

RDE/LELVKGASNEFDKELF/LA 

GEITPVFFGTALGNF/GVDHML 

DG\FM AGDRS H VEE A Y/PGDI L 

G\QGEMMKFTGIPNF/APELFRR 

IRLKDPLKQK/QLLKGLVQLSEE 

GAVQV/FRPISNNDLIVGAVGV 

LQFDVVVARLKSEYNVEAVYE 

SVNVATARWVECADAKKFEEF 

KRKNESQLALDGGDNLAYIATS 

MVNLRLAQERYPGRQFHQTRE 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


24736 


55104 


A 


24874 


2 


760 


AKFEEKFLAVPAEALVYTMKG 
DQKYFPVYANDGKLLPNFIFVA 
NIESKDPQQI/DRIQALAGWIAE 
Q\IG A D VN H ATRAGLLSKC D LM 
TNMVFEFTDTQGVMGMHYAR 
H DGEAED V A VALNEQ YQPRFA 
GDDLPSNPVACALAIADKMDT 
LAGIFGIGQHPKGDKDPFALRR 
AALGVLRI1VEKNLNLDLQTLT 
EEAVRLYGDKLTNANVVDDV1 
DFMLGRFRAWYQDEGYTVDT1 
QAVLARRPTRPADFDDWHA 


24737 


55105 


A 


24875 


2 


391 




24738 


55106 


A 


24876 


2 


1785 


WLLYRAHVKGE/STEALLPNM 

VATSLAKLPIPKLMRWGATYV 

HFVRPVHTVTLLLGDKV1PATIL 

GIQSDRVIRGHRFMGEPEFTIDN 

ADQYPEILRDSGKVIADYEERK 

AK1KADAEEAARKIGGNADLSE 

TLLEEVASLVEWPVVL/TAKF/E 

EKF/LAISRTALVPYSADNMYQ 

LVNDVQSY PQFLPGCTGSRILES 

TPGQMTAAVDVSKAGISKTFTT 

RNQLTSNQSILMNLVDGPFKKL 

IGG WKFTPLSQE ACRIEFHLDFE 

FTNKL1ELAFGRVFKELAANMV 

Q AFTVRAKEV YS ASM RYIYVIV 

YISYRPPNLLDSH11GFSS1TTHC 

AVTSHHYNSCDMTMTIHSYVT 

PYTSVRVSLTQTYAPSPSRNLRI 

TDLTIYRA1SSEKSIDDTRHIHTI 

ESRCRVCG A HDSRDAERLDRF 

AQTADEIRIADRGFSSRPECIRS 

LAFGEADYIVRVHWRGLRWLT 

AEGMRFDMMGFLRGLDCALIS 

KTRLLSENRRKGRVVQAETLE 

AAGHVLLLTSLPEDEYSAEQVA 

DCYRLRWQIELAFKRLKSLLHL 

DALRAKEPELAKVGIFANLLAA 

FLIDDHQPSLDFPPRSAGSEKKN 


24739 


55107 


A 


24877 


1 


2022 




24740 


55108 


A 


24878 


2344 


2523 




24741 


55109 


A 


24879 


82 


732 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 


24742 


55110 


A 


24880 


828 


2184 


SGCILPPESLRLWASVARRPRTP 
NQPRQPGPK1GGISPAGSALALA 
CGKRTVLFASLCTRTGGSQLGE 
VPAL VLL A DQML ALD DQ YTFLQ 
RIPRSPYGL AFG PVPH LH YL HQ 
MRLLD1APIAFRAMSLAFPVNY 
LDAVRTGSICSNCNQRSNDSAM 
GISMNVSTLMRVRAIWVYAAY 
MERVLDNLLNNALRYCHSTVE 
TSLLLSGNRATLIVEDDGPGIAP 
ENREHIFEPF VRLDPS RDRSTGG 
CGLGLAIVHS1ARGNWATSDHR 
SLTGTQPYARIVVFLVRL1FAFR 
VTQLTLQISFVRFVVVQNAFPG 
CPLG1GIDVHFYYAVAYGVFDF 
LSSRTGTTVFFDDLNTPDFDRC 
FAFMQAVGKGYTDAYLPIVER 
RKAMAYGERERNFQLYRRGRY 
VEFNLPSELAATVYQSDPNFAT 
GCFRLYTSCNTFNMHKAATML 
VRAEFSQGYQHQV 


24743 


55111 


A 


24881 


679 


1628 


PDADAKRVD1TLCLAFGCDAQF 

IE1TFTRLPEVRIHHLQSPASALS 

SCNHLLIRJTQFNADIT1GHHLP 

VNRRVVTVLRDMRHHGDIVHP 

GVRRGVEHYAAMDPGIVKEIM 

EVRLLFLAVFVGNHHSRRDSLP 

VQFVVHTNGDTYTFPGNNIRRD 

IGFKWR1AALMLHHFLIIDPHFA 

VMSDR1 ETQHDTL ACPNFRYKD 

FALIPERCRI1/SEYLDRRTDRLK 

WCYAAFQQGDQSQASNPMYA 

KAPV*VRWVHGYKALSEKGHL 

VYQRLYQ1FQHAEYQTGTNDA 

EISTKLCLFSSSLLLLSSSSLQHSI 

PPNACL 


24744 


55112 


A 


24882 




1515 




24745 


55113 


A 


24883 


1954 


2859 




24746 


55114 


A 


24884 




393 


SLARWIICNTSEELAANIKRLGD 
VT VRLN AFH AHG V YG E AQSM 
GERHAGRR* AVG *C VKG A RGE 
PVDISGAQL/RGCGVNALSGLR 
FGTDL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24747 


551 15 


A 


24885 




3706 


MDLGANGWQTFRYVVLPNLSS 
ALLAGGMLAFALSFDE11VTTFT 
AEQVDAAVRAADAAFAEWGQ 
TTPKVRAECLLKLADVIEENGQ 
VFAELESSNNTAFARASSNGDL 
PTKADLQAQLDSLNKQKDLSA 
QDKLVQQDLTDTLATLDKIDRI 
KEETVQLRQKVAEAPEKMRQA 
TAALTALSDVDNDEETRKILST 
LSLRQLETRVAQALDDLQNAQ 
NDLASYN SQL VSLQTQPERVQ 
NAMYNASQQLQQIRSRLDG 


24748 


55116 


A 


24886 


2842 


5034 


NVRLSPAMRCRWRRGSPMPAM 

FEVGVKTRJIQRSREVILMADHS 

KFDAVEPHAVATLSCIKTI1SDS 

GLPET1AQRYQRAGSSLPEAQP 

DREIEKRGPAIAQAFDAEGKPS 

KASEGWARGCG1TVDQAERLT 

TDKGEWLLYRAHVKGESTEAL 

LPNMVATSLAKLP1PKLMRWG 

ASDVHFV\WPVHTVTLL\LGDK 

VIPATILGIQSDRV1RGHRFMGE 

PEFT1DNADQYPEILRERGKVIA 

DYEERKAKIKADAEEAARKIGG 

NADLSESLLEEVASLVEWPVVL 

TAKPEEKFLAVPAEALVYTMK 

GDQKYFPVYANDGKLLPNFIFV 

ANIESKDPQQIISGNEKVVRPRL 

ADAEFFFNTDRKKRLEDNLPRL 

QTVLFQQQLGTLRDKTDRIQAL 

AGWIAEQSGTDAGDQTGYSDE 

RWVPDAHSEAPSPVSDMLSAL 

LLLTLVLAGMVRMAARLLMA 

KPPQAVNRGDIGWLTTSPMVIL 

LVMMLAMGTHIPQPVIRIPGGR 

FHYSPHQGRTDLPAQRSTWHD 

FCLQAPHLFRRNTVNVNSSSNR 

GEAILAALKTQFPGAVLDEERQ 

TPEQVTITVKINLLPDVVQYLY 

YQHDGWLPVLFGNDERTLNGH 

YAVYYALSMEGAEKCW1VVK 

ALVDADSREFPSVTPRVPAAV 

WGEREIRDMYGLIPVGLPDQRR 

LVLPDDWPEDMHPLRKDAMD 


24749 


55117 


A 


24887 


49 


531 




24750 


55118 


A 


24888 


1619 


1968 




24751 


55119 


A 


24889 


1 


553 




24752 


55120 


A 


24890 


744 


970 


LAVISEASNQKRGDPVDHAD*I 
AVANMLLNQFQQSYTPMLHDL 
IVRYDGDIHQQKSFGVQLPGKL 
RIVKLIQPVE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24753 


55121 


A 


24891 


52 


455 




24754 


55122 


A 


24892 


2988 


3614 


PVSVLTQK.RLSPATSHRSTCRVI 

LNQAYVTPSK.CWPDVEEISFNF 

FHSEDVVRHPVVARIVNAYEA 

WEEAEQKTMTPANQHAGGLV 

QCDKMLLQRRSREV1ELSEQNA 

AQMRHVRGADMAMIFQEPMT 

SLNPVFTVGEQIAESIRLHQNAS 

REEAMVEAKRMLDQVRIPEAQ 

T1LSRYPHQLSGGMRQRVMIA 

MALSCRPAVL1ADEPTTALDVT 

IQAQILQLIKVLQKEMSMGVIFI 

THDMGVVAEIADRVLVMYQG 

EAVETGTVEQIFHAPQHPYTRA 

LLAAVPQLGAMKGLDYPRRFP 

LISLEHPAKQAPPIEQKTVVDGE 

PVLRVRNLVTRFPLRSGLLNRV 

TREVHAVEK.VSFDLWPGETLSL 

VGESGSGKSTTGRALLRLVESQ 

GGE1IFNGQRIDTLSPGKLQALR 

RD1QFIFQDPYASLDPRQTIGDSI 

IEPLRVHGLLPGKDAAARVAW 

LLERVGLLPEHAWRYPHEFSGG 

QRQRI CI ARAL ALN PK VI I ADE A 

VSALDVSIRGQIINLLLDLQRDF 

G1A YLF1SHDMA VV ERISHRVA 

VMYLGQIVEIGPRRAVFENPQH 

PYTRKALLAEDPVAEPSRQRPQR 

VLLSDDLPSNIHLRGEEAVVALI 

KPGAQIGR\PQSWT 


24755 


55123 


A 


24893 


134 


595 


IRTGRNESYKGDISRYKFVSAR 

ALRNE VRGG RCHKTIRRVS VG 

KK.V1GLKFRHLVPVVTPESIVIP 

PAPVANDTLVAEVSDAPQAND 

PTFNNEDLA*FAVLSTPTAILISC 

PGRWGPAAGSECGVRGAHAHR 

ELALRAFSCCCFSSNA1S1PN 


24756 


55124 


A 


24894 


708 


1444 


TDAPGDEEASLQRAAQAGVGK 
IIVPATEAENFARVLALAENYQ 
PLYAALGLHPGMLEKHSDVSL 
EQLQQALERRPAKVVAVGEIGL 
DLFGDDPQFERQQWLLDEQLIL 
V\KRYELPVILHSRRTHDKLAM 
HLKRHDLPRTGVVYGFSGSLQ 
QAERFVQLGYKIGVGGTITYPR 
A SKTRD V I A KLPL A SLLL ETD A 
PDMPLNGFQGQPNRPEQAARV 
FAVLCELRREPADEIAQAVLNM 
TYTLVNVP 


24757 


55125 


A 


24895 


1460 


1777 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24758 


55126 


A 


24896 


381 


482 


IPGPQSPQSSPDLGWLQC*NP* R 
LLWKAPRSDK 


24759 


55127 


A 


24897 


977 


1144 




24760 


55128 


A 


24898 






CTF ALRDE YPRM LN VDN KGLR 
DH 1 ELQPLA V/D AS YPGG DFRK 
NAVYVPMW*SAHCEPEGRFAE 
TGSRRYGEDFASTAPGFRRAAT 
RKLRVRRKR 
















24762 


55130 


A 


24900 


296 


495 




24763 


55131 


A 


24901 


1 


5352 




24764 


55132 


A 


24902 


187 


280 


AVDTGLAD1IRD\EPNMVARLP 

Lor l AoLolS 




55133" 




249(T 


7775 


!98l 


H1WQNSLIVLFRGCRSAHAKVH 
RWKN*LPLNLAPLLPRSGSSAPI 
RPPPSAQARQPMKSTYGVDRR 
HS 


24766 


55134 


A 


24904 


760 


1473 




24767 


55135 


A 


24905 




2124 


MNRMSGGYWQLFAESGETCR 

A RELEQCLEDF Y DQRKES VRW 

HLDLHTA1RGSLHPQFGVLPQR 

Dl PWDEKFLTWLG A AGLEALV 

FHQEPGGTFTHFSARHFGALAC 

TLELGKALPFGQNDLRQFAVTA 

SAIAALLSGESVGIVRTPPLRYR 

VVSQITRHSPSFEMHMASDTLN 

FMPFEKGTLLAQDGEERFTVTH 

DVEVAKNA1TEIKTQFEKEKLA 

QDRIKRNQ/LDANIQRLNYSLDI 

ANAAGIKKPVYSN\DGIERKLE1 

EKAVTDVAELNGELRNRQYLV 

EQLTKAHVNDVNFTPFKYQLSP 

SLPVKKDGPGKAUV1LSAL1GG 

MLYCRVCIKRNADSPEVFSGFS 

DPNVVLIAAVFIIGDGLVRTGV 

ATVMGTWLVKVAGNSEIKML 

VLLMLTVAGLGAFMSSTGVVA 

IFIPVVLSVAMRMQTSPSRLMM 

PLSFAGLISGMMTLVATPPNLV 

VNSELLREGYHGFSFFSVTPIGL 

VVLVLGILYMLVMRFMLKGDT 

QTPQREG WTRRTFRDL I RE YRL 

TGRARRLAIRPGSPMIGQRLDD 

LKLRERYGANVIGVERWRRFR 

RVIVNVNGVSEFRARDVSLIAM 

SAADVDLRQFCSERLLEPDGIA 

RFSLIPESELIGESVREIGLRTRY 

GLNVVGLTRTGVALDGSLADE 

PLLLGD1 S WL WALESDRY A AM 

LGRSRSLTYRRGDEHCRASRSP 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 












993 


EEIEVARLRDQKSAEGGIQNRE 
YWPGRSGHR*SPHAP11GTQFLQ 
ALFQTWDQFVFALSACGRRHP 
TDGRRQNPAVSGHSVAARQPA 
HSQTDEASG 


24769 


55137 


A 


24907 


3519 


5161 




24770 


55138 


A 


24908 


374 


1891 


KWKLKRPDSNIDHRRVPNLET 

WFSRHDKTRPTSKNPSDYQAG 

D1VSWRLDNGLAHIGVVSDGFA 

RDGTPLVIHMGAGAQEEDVLF 

NWRMRQCQHNQHNTATFNGP 

RILAEQPPGKEYAANGNGQLYP 

MSSLNIKQGSDAHFPDYPLASP 

SNNEIDLLNLISVLWRAKKTVM 

AVVFAFACAGLLISFILPQKWTS 

AAVVTPPEPVQWQELEKSFTKL 

RVLDLDIK1DRTEAFNLFIKKFQ 

SVSLLEEYLRSSPYVMDQLKEA 

KIDELDLHRA1VALSEKMKAVD 

DNASKKKDEPSLYTSWTLSFTA 

PTSEEAQTVLSGYIDYISTLVVK 

ESLENVRNKLEIKTQFEKEKLA 

QDRJKTKNQLDAN1QRLNYSLD 

IANAAG1KKPVYSNGQAVK.DD 

PDFSISLGADG1ERKLEIEKAVT 

D V AELNG ELRN RQ YL V\EPITK 

A H VN D VN FTPFK.YQLSPSLPVK. 

KDGPGKA1IVILSAL1GGMVAC 

GGVLLRYAMASRKQDAMMAD 


24771 


55139 


A 


24909 


mi 


1895 


PLVNFSNSSHPVSNPSIQLSSITL 
PLVENESRARAWKDQMDAIDH 
QTGVRPLVFYSIVLPEIRAIILQS 
EGFCQD1VQALVAPLQQEMKL 
DPTPIAHRTHGLNPNNLNKYDA 
Rl AAIDYTLAHDDG ISLRNLDQ 
AQVILLGVSRCGKTPTSLYLAM 
QFG1RAANYPFIADDMDNLVLP 
ASLKPLQHKLFGLTI DPERLAAI 
REERREN S R Y A SLRQC RME V A 
EVEALYRKNQIPWINSTNYSVE 
EIATK1LD1MGLSRRMY 


24772 


55140 


A 


24910 


77 


434 


EKKRGREDKPGTMATFPPATSA 

PQQPPGPEDEDSSLDESDLYSL 

AHSYLGPLIMPMPTSPLTPALV 

TGGGGRKGRTKREAAANTORP 

SPGGHR/ERKLVTKLQNSERKK 

RGARRLRQSWR 


24773 


55141 


A 


24911 


31 


295 
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SEQID 

NO: 


SEQID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24774 


55142 


A 


24912 


75 


426 


EKKRGREDKPGTMATFPPATSA 

PQ\QPPGPGGRDSQPWMDLDLL 

/YSLAHSYLGVGGGRKGHTKRE 

TAANTQPPQPLAGHERKTVDP 

KLQVN SERKKRG A R A LRQELEM 

RRRPWTLTPSQ 


24775 


55143 


A 


24913 




1107 




24776 


55144 


A 


24914 




1468 




24777 


55145 


A 


24915 




2463 




24778 


55146 


A 


24916 




603 




24779 


55147 


A 


24917 


118 


1087 


IRSKKMTTQTVSGRRYFTKAW 

LMEQKSL1ALLVLIA1VSTLSPN 

FFTINN LFNILQQTS VN A IMA VG 

MTLVILTSGIDLS/VAASIVGIEV 

NALVAVAAALALGAAIGAVTG 

VIVAKGRVQAFIATLVMMLLL 

RGVTMVYTNGSPVNTGFTENA 

DLFGWFGIGRPLGVPTPVWIMG 

IVFLAAWYMLHHTRLGRY1YA 

LGGNEAATRFSGINVNKIKIIVY 

SLCGQLASLAG1IKVARLSSAQ 

HTAGTGYELDAIAAVVLADDR 

QSGGDFAGGAGRQQKAVITTT 

GHLEYEHEKTGYPGFRCCAKR 

HRQCECDGKRHHRAGGLHA 


24780 


55148 


A 


24918 


1 


1286 


MHEREPGLRAALAGQLEFRVG 
LGLGVWTLRLMELLRQRLELV 
VYTASDGQEYEMVSRLNWVN 
YLVLEDVHIILPDQMRGITGCY 
ATHPHERRLHAGTVHRQNIVN 
NPPDC VPRDAG EA E VAPDPSLA 
SLQLQTPELPGLISCHNSIQVSN 
EARLFELLICQWRDFRKRVIAA 
KSMQGRELEGGQRGQDKATNP 
FRVLALKGSGDPDPHGAGRQG 
SDLLLHPVSDAQVLQHFFQRRA 
LLSSPWDYHDVVGLCAQEPCG 
YIMELFIIKHQCSLAQTAGSLAP 
EQKKELEMTVRYYISSADLTAE 
KFATAIRN/HWHVENKLHWRL 
DV*RQFDKHCSTADSTRILASF 
VRHVNAALDVRVVFASGSETT 
HGDGARRYLRCVDVDWRRRT 
AVAQADKSARACHFHYAGYH 
HHEHFADPVSVGAKYHTVFST 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24781 


55149 


A 


24919 


417 


861 


AKGPCPDRNHSSDDKDVIAJDG 
KTLRHSYDKSRRVRGAIHVISAF 
STMHSLVIGQIKTDEKSNEITA1 
PELLNMLD1KGKIITTDAMGCQ 
KDIAEKIQKQGVIFSLCPASIIDD 
KKVTDLAVAVQGTLKTGSGGI 
LPPGGALKKJSEKL 


24782 


55150 


A 


24920 


3 


1767 


HISIIPDYR*AWKVEHKLSGILL 

LTIFAVISGAESWKDIEDFGKTH 

LDFWKQYGDFENGIPVHDTIAR 

VVSCISPAKFHEVCFINWMRDCH 

SSNDKDVIAIDGKTLRHSYDKS 

RRRGAIHVISAFSTMHSLVIGQI 

KTDKKSNEITAIPELLNMLDIKG 

KIITTDAMGCQKDIAEKIQKQG 

GD YLF A V KQRNG A VEN RAKTQ 

TRIAFGDHFFRRQVSQRIRLFCH 

RLATQFAARLRMFIATGQPMN 

GLRLLLFIVNKQAALLVNKLDA 

QMAAFQQLPGRGRQATVRRE 

MDLCAFAERMGLPVSRPGDIQE 

FHAGCRTKFDAGAFRDKHHVA 

CFG DHGLAFVANMQLPFQHHV 

DFVVVQGPREECVLPLHKTGG 

HAAAVVSGHKISQAHAMRLCA 

V ETTK L D ATG IN H FDA A F AG H R 

FESSVDCACSATVSFITFPSVCD 

RFGNWLRSGRCSHAARKNEITL 

TNTRRSLRPKRNTERHDMQTR 

ATVIAAGEKLLPYAETLMSTW 

QAARKEVAHTSRHNEFSIGASA 

SLWDMVMTSAGAVVTTVVVA 

VRPSSFYILCSHKKKRTLHTKR 

EKTVDRRKEYETRAKRSETDT 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


hod 


SEQ IDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24783 


55151 


A 


24921 


110 


1282 


SNTPYIIKENKMELKKLMGHISI 

IPDYRQAWKMEHKLSDILLLTI 

CAVISGAEGWEDIQDFGETHLD 

FLKQYGDFENGIPVHDTIARVV 

SCISPAKFHECF1NWMRDCHSS 

DDKDVIAIDGKTLRHSYDKST/ 

RRRGAIHWNNAFSTMHSLVIG 

QIKTDKKSNE1TAIPELLNMLDI 

KGKIITTDAMGCQKDIAEKIQK 

QGGD Y LF A VKGNQGRLN KAFE 

EKFPLKELNNPEHDSYAMSEKS 

HGREEIRLH1VCDVPDELIDFTF 

EWKGLKKLCVAVSFRSIIAEQK. 

KEPEMTVRYYISSAVDLTAEKFA 

T A 1 RN H WH V EN K L H WRLD V V 

MNEDDCKIRRGNAAELFSGIRH 

I A IN 1 LTN DK VFKA G L RRKMRK 

AAMDRNYLASVLAGSGLS 


24784 


55152 


B 


24922 


258 


507 




24785 


55153 


A 


24923 




3060 


MTEIEENMLLPISGQELPIRWLA 
QIIGSEKPVTHVSRDGLQALHIA 
RAEELPAVTALAVSHKTSLLDP 
LEIRELHKLVRDTDKVFPNPGN 
SNLGLITAFFEAYLNADYTDRG 
LLTKEWMKGNRVSHITRTASG 
ANACGGNLTDRGDSFVHDLTS 
MARYVATGVLARSMGLVIYSFI 
QHTLTLEEYREITAFLFREFTHA 
AAARYTGEQETLPLSPQWILRQ 
CKEVASLCDGDTFSGEQLNLM 
LQQREWREGFLAER 




55154 


- — 
- — 


24921 


— 




967 




247g7 


55155 




24921 




1776 




24788 


55156 


A 


24926 


1 


864 




24789 


55157 


A 


24927 


424 


513 




24790 


55158 


A 


24928 


1 


5049 




24791 


55159 


B 


24929 


1 


939 




24792 


55160 


A 


24930 


1 


1837 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24793 


55161 


A 


24931 




2249 


MLPDIARFLPRLANDQIEEFTW 

YVNHFTYSNAIKIFCYQMFLAS 

TQARASGAPLQRLFRA1GGNA 

WERPFRMVFCSAAFSEESSPFR 

ETNYEPQLFLGFATDYRFAGW 

TLRDVEMGYNHDSNGRSDPTS 

RSWNRLYTRLMAENGNWLVE 

VKPWYVVGNTDDNPDITKYM 

GYYQLKIGYHLGDAVLSAKGQ 

YNWNTGYGGAELGLSYPITKH 

VRLYTQVYSGYGESLIDYNFNQ 

TRVGVGAIGVNVAQAEVLNLE 

SGAKQVLQETFGYQQFRPGQE 

EIIDTVLSGRDCLVVMPTGGGK 

SLCYQIPALLLNGLTVVVSPLNS 

LKEKSANPFEFTFAAFAHAFHW 

V 1 Q AIGMINTPA DG STHKQ ART 

SWLPYSSLPVLSVSTQDEKAKK 

KMRFMQRSKDSLAKWLSA1LP 

VViVGLVGLFAVTVIRDYGRAS 

EADRQALLEKGNVL1RALESGS 

RVGMGMRMHHVQQQALLEEM 

AGQPGVLWFAVTDAQG1I1LHS 

DPDK VGRA LYSPDEMQKLK.PE 

ENSRWRLLGKTETTPALEVYRL 

FQPMSAPWRHGMHNMPRCNG 

KAVPQVDAQQA1F1AVDASDLV 

ATQSGEKRNTL 1 1 L Y AL AT VLL 

A S VLSFF WYRRY LR S RQLLQDE 

MKRKEKLVALGHLAA/GVAHE 

1RNPLSS1KGLAKYFAERAPAGG 

EAHQLAQHVQIRRFHAHHPAS 



3290 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of lust 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possib!e nucleotide 


24794 


55162 


A 


24932 


261 


2115 


TLVFCWHAKLLSHGVFMDI1SV 

ALKRHSTKAFDASKKLTPEQAE 

QiKTLLQYSPSSTNSQPWHFIVA 

STEEGKARVAKSAAGNYVFNE 

RKMLDASHVVVFCAKTAMDD 

VWLKLVVDQEDADGRFATPEA 

KAANDKGRKFFADMHRKDLH 

DDAEWMAKQVYLNVGNFLLG 

VAALGLDAVPIEGFDAA1LDAE 

FGLKEK.GYTSLVVVPVEDLAGI 

EIDHTTSMVMIFGIIFLTAVVVH 

IILHWVVLRTFEKRAIASSRLWL 

QI1TQNKLFHRLAFTLQGIIVNIQ 

AVFWLQKGTEAADILTTCAQL 

WIMMYALLSVFSLLDVILILGQA 

KFPA\AFQLPLKG\IFQGIKLMGP 

ILVGILMISLLIGQSPAILISGLGA 

MAAVLMLVFKDPILGLWAGIQ 

LSANDMLK.LGDWLEMPKYGA 

DGAVIDIGLPTVKVRNWDNT1T 

TIPTWSLVSDSFKNWSGMSASG 

GRR1KRS1SIDVTSIRFLDEDEM 

QRLNKAHLLKPYLTSRHQEINE 

WNRQQGSRESVI\NLRRMP\NIG 

\TFCAYLNK\YLGTH\PRIRKDM 

TLMVRQLAPGDNGLPFEIYAFT 

NTVVWLEYESIQAD1FDHIFAIV 

EEFGLRLHQSPTGNDIRSLAGA 

FKQ 


24795 


55163 


A 


24933 


1 


757 




24796 


55164 


A 


24934 


8 


343 




24797 


55165 


A 


24935 


1423 


1761 




24798 


55166 


A 


24936 


1 


851 


MKG DTKV IN YLNKLLGNEL V A 
INQYFLHARMFKNWGLKRLND 
VEYHESIDEMKHADRYIERILFL 
EGLPNLQDLGKLNIGEDVEEML 
RSDLALELDGAKNLREAIGYAD 
S VHD Y VS RDMMIEILRDEEG H I 
DWLETELDL1QKMGLQNYLQA 
Ql REEGKSI YQEQTTAMKRPD Y 
RTLQALDAVIRERGF/EARGTK 
A VH YTIS RLTAH * ATGKY V RA A 
AVGAYRTAAPDGTRAKTAGTA 
APGGVAGRRVAGR*TNRFDSA 
AAFTGGQRRQSGDVVASCTGS 
CVG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24799 


55167 


A 


24937 


1645 


2009 


PVFIQFVEGMCGTANEPACLLV 
NQSPAIYFPGKIAAIWQNPRHV 
ESGSM*TL/IDSD*VSPTECLSPR 
HH YMPFEEA ARG YEIFEKREEE 
CRKVILVPGAQSAEAAQKAVS 
GLVNAMPGGTI 


24800 


55168 


A 


24938 


1 


3936 




24801 


55169 


A 


24939 


1 


2240 


MRSPMTRNSRNGKHDYKPPPR 

KRRQPPHDHTAPNSTPARNQRG 

RPHRPNRQAGQREQRANNPTP 

NTPSPPPTNDPAEPHQTRHDSR 

QPHNTPPAYAELVAAALLTTDT 

NVTRRRLRYMQPDTKLCHSAG 

KSIYQEQTTAMKRPDYRTLQAL 

DAVIRERGFERAAQKLCITQSA 

VSQRIKQLENMFGQPLLVEDET 

RTQERLRRGEVVGAVSIQHQAL 

PSCLVDKLGALDYLFVSSKPFA 

EKYFPNGVTRSALLKAPVVAFD 

HLDDMHQAFLQQNFDLPPGSV 

PCH1VNSSEAFVQLARQGTTCC 

M1PHLQIEKELASGELIDLTPGL 

FQRRMLYWHRFAPESRMMRK 

VTDALLDYGHKADDIILRITAT 

AICGSDLHLYRGKIPQVKHGDI 

FGHEFMGEVVETGKDVKNLQK 

GDRVV1PFVIACGDCFFCRLQQ 

YAACENTNAGKGAALNKK.QIP 

APAALFGYSHLYGGVPGGQAE 

YVRVPKGNVGPFKVPPLLSDD 

KALFLSDILPTAWQAAKNAQIQ 

QGSSVAVYGAGPVGLLTIACAR 

LLGAEQIFVVDHHPYRLHFAAD 

RYGA1P1NFDEDSDPAQS11EQTA 

GHRGVDAV1D\AVGFEAKGSTT 

ETVLTNLKLEGSSGKALRQCIA 

AVKRCGIVSVPGVYAGFIHGFL 

FGDAFDKGLSFKMGQTHVHA 

WLGELLPLIEKGLLKPEEIVTHY 


24802 


55170 


A 


24940 


687 


792 


TPTLTRPLRHPVAYRATLK*NR 
PAKVSQLCCTNA 


24803 


55171 


A 


24941 


3 


510 


AGDMVWLCVRTQISY*IPRTHP 
AVGIPRERPLRGADTPQRGASH 
RJRGEGKRK*KRWALLCCPGCN 
I*RHFCHHN*ERYFW\IYWVEST 
GAVKHLQNTGHWLNAGALPV 
RRPRKSVTGSIARQWSVPISAR 
ALLACPCGQCAGYATQFVMKS 
ITQRFNVACRTRMYAVG 


24804 


55172 


A 


24942 


189 


563 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24805 


55173 


A 


24943 


1224 


1772 


GSPSVSLATSSCSIKVQNPGISR 
VVAGSSAI1SNVSPGCILRTVLR 
TIITGSGQRRPSASSVWSGHTSC 
VFRTANFSSGMVNLSVSVTNLS 
PS1 VPRIKFIAGDP1N PETNIFAG 
WL/VNGFRRTYLLNN PVFHNH 
NPRRHGHRFGLIVGHVDHGGV 
QFLMQLADLCAHLHAQLGIKV 


24806 


55174 


A 


24944 


1541 


3675 


LEIIKRKISMRRNWMHSHTRY 

WRFLDFPTLRGGRWMR*SGEK 

LNPISTPLRANCLALAQRATRL 

APMSFTWGMPTSQPDCAVPGR 

RALPPELLCLQRSSQSRFAGTA1 

T 


24807 


55175 


B 


24945 




1497 




24808 


55176 


A 


24946 


650 


739 




24809 


55177 


A 


24947 


4447 


4804 


RQNDRYSGRERHEITPLCWIPR 
1AWALWLRSLRRGPQEKSLHN 
RVARTISWPYQARHPCRTLLGG 
HGFFLH1VLSQLPCLSYPLSSFA 
GLLARSSMFLKLAARFLCCRRS 
YAASPLSI 


24810 


55178 


A 


24948 




3774 




24811 


55179 


A 


24949 


431 


949 


NYAIYHQNHGVNISPGLGKTHN 

YRQQHCG1TYYWRDLMPANK 

NYKQRW1TPGSASFYRSSHKAL 

IRLLATRLPAFPWGRRSAWRWP 

VRY*IRVPSSGSYHLEISMRWV1 

FPQPKALTPSNLHWKTA*LWS* 

K.TLSFVCWIATVLPARFWKLTD 

PWLA1LPCANIYWQASAPD 


24812 


55180 


A 


24950 


337 


648 
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SEQII) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24813 


55181 


A 


24951 


1 


1430 


MFTYPHSKFRVNRFVGQVLLIE 
FS1LLDGGRTGLGHSLSVWCISG 
DCSSFLQGKPTSLPLRKPSAIICS 
DSLSGSADLLRNHNFVCTAADT 
FTTDITPEAG DARLIGI AQTVRH 
LEDPMRAWKSIHKSCEILDPIHR 
APVKENTHPARK1NISDPAAGA 
VARIRYEGVLSVCRASASAYVS 
RSRTITVACWYVSNTGVTGAT1 
GVKRQHRHARLFSGDGAPGFG 
TGKRD1RQLRRLVRIQIQRTFFA 
AVLHVPTPWSRAIDAAALLTVI 
DVKVLTACACQACRTLALRVA 
QVIDRCSNPGDIMSSVARRYWF 
I SRWSAKRDCAVSY DQDPGQ A 
QRSCRSCLVAVDRGLWLSAYC 
RSLMTQTLLPDDVPRILPNASSP 
SRLRCLVHIWVITACWICANSSG 
FIARNL/GLCGWEKRLVKDLTRI 
QDTGRAKE1LGATATLEFR\R*T 
PTLTRPLRH PV A YRATLK*NRP 
AKVSQLCCTNA 


24814 


55182 


B 


24952 




1295 




24815 


55183 


A 


24953 


3151 


3207 


LQWLID*WCL**TFDLRFA 


24816 


55184 


A 


24954 


2740 


3917 


NGRSVWAVKLELFRVKPLDIPQ 
QRVGQQHVLLKAFNRRLAMQF 
IQLIATDVTE1LPLHVVEDGTDS 
LYCLALSHLRCGRLSLRWRREL 
PRGLGVNVSWCYPFKAQGQCA 
AEITDKAGQREIFGFARVKENA 
GYVIYECYQPDDGDKLIRELPF 
SSLIFARQWFVVGELLQHLPPE 
DRITPI VGM LQG V VEKGGELRV 
EVADTNESKELLKFCRKFTVPL 
RA ALRDAG VL ANY ETPKRP V V 
HVFFIAPGCCYTGYSYSNNNSP 
F YMG I PRLKFPADAPSRSTL KL E 
EAFHVFIPADEWDERLANGMW 
AVDLGACPGGWTFQLVKRNM 
WVYSVDHGSMVQ/SLWITTGT 
C WGTRFHS ARGQKFPE V LQG S 
QTLPAATDPPGMQWLASGVLE 


24817 


55185 


A 


24955 


1 


519 




24818 


55186 


A 


24956 


510 


731 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24819 


55187 


A 


24957 




1055 


MRLCPEKTTKAK.RVKAVLAWS 

KEEPWLSEWSEEVLEMGYKKL 

GDFSTAGAILETEIRPSPASAFTL 

DSQPPESNNLSEAKYAPNNIESI 

AKYFAPKSPMFSESPSGTALDS 

FNRNERRRWPLWPNKSGFGSD 

LTLSKIGISSPDIALERLYEQAR 

KLSGKFRALSELDESARSGVLK 

VLCAFAYQDYSRSAA STRKCD 

CCDGGGFTEAQVFTNKVSYPW 

GKPPYWSKMSRAVRPSDWESW 

TQARE V VRV KCKPCNGKG V 1 S 

NSCRCHGKGKVLAKHESDRRG 

VPVMKACDRCGGRGYARLKFS 

SVVMRALILLRRLrCKTAAYEQL 

QPLFEELVAECHKQESMADSIL 

SKVTR 


24820 


55188 


A 


24958 


361 


725 




24821 


55189 


A 


24959 


1100 


1738 


WQRSTLPLLFESAMQTGVNAG 
NPVAW*KSAGYGHIKLYDAKN 
RL\LVQSTALWASQLVQYLSTF 
FRK.NLKRPSEFVTLADEIEHVN 
AYLQIEKARFQSRLQVNIAIPQE 
LSQQQLPAFTLQPIVENAIKHGT 
SQLLDTGRVAISARREGQHLML 
EIEDNAGLYQPVTNASGLGMN 
LVDKRLRERFGDDYGISVACEP 
DSYTR1TLRLPWRDEA 


24822 


55190 


A 


24960 


1 


2043 




24823 


55191 


A 


24961 


2164 


2487 


KLKRJARHNFHGIRDLHLFQQV 
NRFSSGFPTTYWLMMADHVHH 
LKTYSTCRIEGGHRFLKDHRHS 
CAAPLTKLFFPRVKNIFSQQGN 
LPPMYAITARR*QTHNQHCGD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


N ucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24824 


55192 


A 


24962 


128 


2574 


QVVVVMAMVAKVVIDIVVVV 

GVEMIRVKVVA1VVEVVVVEV 

V VVM VAWWW** * * WW*/DMG 

EARWWWEYGVWEVEPEIILNA 

PQQYLLAG1GDTLAKWYEAVV 

LAPQPETLPLTVRLGINNAQAIR 

DVLLNSSEQALSDQQNQQLTQS 

FCDVVDAIIAGGGMVGGLGDR 

FTRVAAAHAVHNGLTVLPQTE 

KFLHGTK.VAYGILVQSALLGQ 

DDVLAQLTGAYQRFHLPTTLA 

ELEVDINNQAEIDKVIAHTLRPV 

ESIHYLPVTLTPDTLRAAFKKYS 

QSCFVIRLGGDFIHQLAENHIVI 

FVNNHNGTRCQTFQWAISNCH 

TVSLQKFSVRKFLSDLFAIGGR 

RGVRPPTEAPGHQKSDNQAHV 

SVSFDGLDLVFFVVNQWAGVV 

FCFDLFSRKRGRFSVWRNKGFG 

RYCQRLANFRDRQAFQLLNQIH 

FTRCKQVDNGGTEFKATHFLAF 

QQCHRTVVFPGRPA1KTRVERL 

DR YRNRM EKSNGQANLRVHG 

GTWEKLVLQLDSAGMVNRVSS 

VGAPLREP1PTEGKGAKEDTWG 

NLSSNDPLLEAFGGQFGIAISMH 

QTLATRGGKRNARPTTRPRFHR 

GTNPRGIAPHIGTANARYSTGH 

CPVALPFGLRGPPLARENVATA 

TKGH ESASRETEVVA V AKLTSR 

VLLICDATHALPIQVLRNDIRVI 

AAGNGCTDDLQLEHLPANTD1R 


24825 


55193 


A 


24963 


117 


335 


PGLAPATRRSTPGRFNADAGAD 
* RRA AGTG AG RAKRRG VGIH R 
CLADPFLADCRNAGLRGAALC 
GTAAASGK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 

inUSSN 

09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24826 


55194 


A 


24964 


208 


1903 


YLAIKTFRCLHDFFTDEQLSRA 

VWIYGKRAJAAAQTKLPPAFGL 

PGAKH1LFRGHCSESDVQQLAA 

ESGDDRSVVIGVGGGALLDTA 

KA LARRLGL PF V A VPTI A ATC A 

AWTPLSVWYNDAGQALHYEIF 

DDANFMVLVDPEIILNAPQQYL 

LAGIGDTLAKWYEAVVLAPQP 

ETLPLTVRLGINNAQAIRDVLL 

NSSEQALSDQQNQQLTQSFCDV 

GDAIIAGGGMVWGLGDRFTRV 

EAAHAGPNGLTGLPQTEKFLH 

GTKVAYGILVVQSALLGQDDVL 

AQLTGAYQRFHLPTTLAELEVD 

INNQAEIDKVIAHTLRPVESIHY 

LPVTLTPDTLRAAFKKLIQGLIS 

AEQLAQALAEQNGVAWESIDA 

WQIPSSLIAEMPASVALHYAVL 

PLRLENDEL1VGSEDGIDPVSLA 

ALTRKVGRKVRYVIVLRGQIVT 

GLRHWYARRRGHDPRAMLYN 

AVQHQWLTEQQAGEIWRQYVP 

HQFLFAEILTTLGH1NRSAINVL 

LLRHERSSLPLGKFLVTEGVISQ 

ETLDRVLT1QRELQVSMQSLLL 

KAGLNTEQVAQLESENEGE 


24827 


55195 


B 


24965 


31 


205 




24828 


55196 


B 


24966 


69 


402 












-j 


721 




24830 


55198 




24968 




1703 




24831 


55199 


A 


24969 


2853 


2889 


LI1GLDLPAVSAIFQRALRFTHV 
G1ADGGAYVVQR/HRPDEPRRR 
CCSE 


24832 


55200 


A 


24970 


297 


473 




24833 


55201 


A 


24971 


1179 


2148 


CQVLRPRTKRLNVLFLHRMQH 
QWRQRELVHNMCFVIACAKRK 
RAPFVQAAEEV\RPGQHDDEFP 
LAIWQTGSGTQSNMNMNEVLA 
NRASELLGGVRGMERKVHPND 
DVNKSQSSNDVFPTAMHVAAL 
LALRKQLIPQLKTLTQTLNEKS 
RAFADIVKIGRTHLQDATPLTL 
GQEISGWPASRSGTGSWRYSGG 
YWTKYPSGVCASRSKMNWYST 
RASDGGHASDAVRTAQAADRE 
LRAPVRDELNASITSKTRLAEST 
SLAEWVKASPHDDDKPILLPGE 
WEVNTRRERQKQG1PLDAGSW 
QAICDAARQIGMPEETLQAFCQ 
Q 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24834 


55202 


A 


24972 


166 


365 


NPFSNSPWETYPVAFTIPLALFM 
GIYLRYLRPGRIGEVSVIGLV/SP 
DFRHYLWRLGGRKSDLGTVL 


24835 


55203 


A 


24973 


83 


362 


KPPCFLQASVTCWLRLPFASMII 
LPPCACS*ST*ESIRPAVVGPREP 
EGITFRRFGRTRVVNRMIFDVL 
RMLFTVIHPLFQFGVTYITTDDN 


24836 


55204 


A 


24974 


584 


853 




24837 


55205 


A 


24975 


1 


3017 


MSQDPFQEREAEKYANPIPSRE 

FILEHLTKREKPASRDELAVEL 

HIEGEEQLEGYAPVLAPESGILI 

MRPTLTMPALTKFVDGTGPVW 

TGNLFPFLFITIACGAVSGFHALI 

SSGTTPKMLANEGQACFIGYGG 

MLMESFVAIMALVSACIIDPGV 

YFAMNSPMAVLAPAGTADVV 

ASAAQVVSSWGFSITPDTLNQI 

ASEVGEQSIISRAGGAPTLAVG 

MAYILHGALGGMMDVAFWYH 

FAILFEALFILTAVD 


24838 


55206 


A 


24976 


3 


206 


EPDFLPL**RRNHEQNYRDGKC 
TG S Y RSLRTG R* SG Q YDHHLRS 
DPGKSENGRSTGRRRCTGTSVA 
G 


24839 


55207 


A 


24977 




982 


G D AEPF V FLPR\RKDHE YS LDH 

YQHRFYLRSNRHGKNFGLYRT 

RMRDEQQ WEELIPPRENI MLEG 

FTLFTDWLVVEERQRGLTSLRQ 

INRKTREVIGIAFDDPAYVTWIA 

YNPEPETARLRYGYSSMTTPDT 

LFELDMDTGERRVLKQTEVPGF 

YAANYRSEHLWIVARDGVEVP 

VSLVYHRKHFRKGHNPLLVYG 

YGSYGAS1DADFSFSRLSLLDR 

GFVYAIVHVRGGGCKINLVVD 

NGKIVRAEAAQGKTNQGTLCL 

KGYYGWDFINDTQ1LTPRLKTP 

MIRRQRGGKLEPVSWDEALNY 

VAERLSAIKEKYGPDAIQTTGSS 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24840 


55208 


A 


24978 


1339 


3640 


SPLSTAG1S1CGPLLIITDVDLGT 
TVAGIKGMIATGEGTTEWNSV 
MVAMLLTLIPPVVIVLVMQRAF 
VRGLVDMRNKMAGLKLQAVT 
KSWDGKTQVIKPLTLDVADGE 
FIVMVGPSGCGKSTLLRMVAG 
LERVTEGDIWINEQRVSELRLIG 
YMSRKMGGGKNRREPHIDVKR 
GIFGLSITPEFSEPLAEDFLSRRQ 
YGIRFRNLETGNWYPELLDNVE 
PSFVWANDSWIFYYVRKHPVT 
LLPYQVWRHA1GTPASQDKLIY 
EEKDDTYYVSLHKTTSKHYVVI 
HLASATTSEVRLLDAEMADAE 
PF V F L PRRKDHE Y SLDHYQHRF 
YLRSNRHGKNFGLYRTRMRDE 
QQ WEELI PPREN1MLEGFTLFTD 
WLVVEERQRGLTSLRQINRKTR 
EVIGIAFDDPAYVTW1AYNPEPE 
TARLRYGYSSMTTPDTLFDLD1 
DTGERRVFKPPE/V/PGFYAA/SY 
RREPRW/IVSADGVKYSFVVAPR 
QHFRRDAPVLSFLLFSDRAPFR 
NNGPRVVLLLGYYHPELLGVT 
YSQLSVHEARPKPLPIPHSRHRH 
VPTRNEMAQEKERPAGSQSLFR 
GLML1E1LSNYPNGCPLAHLSEL 
AGLNKSTVHRLLQGLQSCGYV 
TTAPAAGSYRLTTKFIAVGQKA 
LSSLN1IHIAAPHLEALNIATGET 
1NFSSREDDHAILIYKLEPTTGM 
LRTRAYIGQHMPLYCSAMGKI 


24841 


55209 


A 


24979 


1 


248 




24842 


55210 


A 


24980 


839 


1625 


PDA F1LTTKPAG AI PTSTS1TRPIP 

FCPS F APC ENATP A A ET/HQRNT 

RPEWRFTFAFFLFAIFRNAVNT 

VTMSIRKGIGVHHNAANLVPW 

MTKFFQRFGIAFQSRGAVFHQH 

HHAGYAGQRGKTALAEQRLVF 

GFGINKQMRAVPL1GEVYQFSG 

*CQRQSFTADGFTDSNAFNNIS 

GNSTARDKLF1AGYGNRYFHC 

GVNAQIIFMQELGDFRHFVIF/A 

QKGNEYHGDTRISPGRFRRGHH 

PLG ALRL AAS VERSGNG HRA 














GSSLINSKVMP/SF*QQNRKFAY 
KRAG V ATDEFHAESF VRG RA P 
MKRKL* LFMQLGG DVIQPFDG F 
IAGNTVYRCQQLAVGDAVGKI 
LHN RYAFRQQSTV IQQQCRH LP 


24844 


55212 


A 


24982 




1281 





3299 



